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Preface 


THE SUBJECT OF THE DESIGN OF EXPERIMENTS HAS BEEN BUILT UP 
largely by two men, R. A. Fisher and F. Yates. The contributions of 
R. A. Fisher to mathematical statistics form a major portion of the 
subject as we now know it. His contributions to the logic of the scien- 
tific method and of experimentation are no less outstanding, and his 
book The Design of Experiments will be a classic of statistical literature. 
The contributions of F. Yates to the field of the design of experiments 
are such that nearly all the complex designs of value were first put 
forward by him in a series of papers since 1932. Both Fisher and Yates 
have also made indirect contributions through the staff of the statistical 
department of Rothamsted Experimental Station, since its founding in 
1920. It is not surprising that the contributions originated from Roth- 
amsted, because Rothamsted was probably the first place in the world 
to incorporate a statistical department as a regular part of its research 
staff, and the design of experiments is a subject that must grow through 
stimulation by the needs of the experimental sciences. A third group 
that has made considerable contributions since about 1937 is the Cal- 
cutta school, under the leadership of P. C. Mahalanobis. 

The first steps toward writing this book were taken about 1949, when 
the only books dealing specifically with the design of experiments were 
R. A. Fisher's Design of Experiments and F. Yates's Design and Analysis 
of Factorial Experiments. At that time I felt the need, particularly in 
teaching and also in consultation, for a book that would combine the 
very considerable literature on the design of experiments into a sys- 
tematie account of the subject from the point of view of both the user 
of the designs and the statistician whose duties are to consult in this 
field. The basic requirements of the user of experimental designs have 
been satisfied by the book of Cochran and Cox entitled Experimental 
Designs. "There remains, however, the relationship of the experimental 
designs to least squares and general linear hypothesis theory, the 
enumeration of designs, and various other topies which arise with con- 
siderable frequency. The proportion of instances in which the needs 
of the experimenter are satisfied entirely by an experimental plan, the 
analysis of variance and standard errors, I have found to be com- 
paratively low, The aim of this book has been to give a description 
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of the design of experiments from as broad a view as possible and to 
relate the subject matter of this field of statisties to the general theory 
of statisties and to the general problem of experimental inference. 

These remarks are the basis for the general structure of the book. 
Chapters 1 to 3 are entirely introductory and contain an attempt to 
give the place of experimental design in the whole field of statistics 
and a statement of the statistical theory which is basie to the inter- 
pretation of experimental data. Chapter 4 contains a very short intro- 
duction to the principle of least squares, an elementary understanding 
of which is essential to the experimenter, no matter how little he is 
interested in the basis of experimental designs. Chapters 5 and 6 are 
an attempt to cover in a systematie way general linear hypothesis 
theory and the least squares treatment of linear models, together with 
some closely allied problems such as the estimation of components of 
variance. In these chapters the processes can be described in fairly 
simple language, but a description of the proofs would be unduly long 
without the use of matrix notation. It is not particularly important 
to the user of experimental designs to be familiar with these proofs so 
long as he understands the processes and their theoretical basis, and the 
proofs are therefore given in matrix notation. The time is coming 
rapidly when workers in many fields of science will find a knowledge 
of the elementary properties of matrices essential to an understanding 
of the theory of their fields. Chapters 7 and 8 are concerned with the 
function of randomization and an attempt to give a complete account 
of the basis of the experimental designs with which the main body of 
the book is concerned. Chapters 9 and 10 comprise an elementary 
description of the two basie designs, randomized blocks and Latin 
squares, and Chapters 11 and 12 a discussion of plot technique and the 
sensitivity of experiments. Allthe material up to and including Chapter 
12 is in a sense introductory, and, these matters having been disposed of, 
the remainder of the book is concerned with the development of designs 
in a logical order. This development is hinged fairly completely, with 
the exception of partially balanced incomplete block designs, on factorial 
systems, and this is the main reason for the somewhat long discussion 
of the 2” factorial system. The last two chapters of the book are con- 
cerned with the analysis of groups of experiments and with designs for 
sequences of treatments. 

In a broad sense, practically all schemes of taking observations are 
part of the subject of the design of experiments. In this book attention 
is confined to experiments in which two or more treatments are being 
compared with preassigned replication. For example I have not dis- 
cussed the general problem of maximizing information which is described 
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by Fisher in The Design of Experiments, or the possibilities of sequential 
analysis. ; 

The relationship of the material in the book to the content of courses 
at Iowa State College is possibly of some interest. For the last few 
years I have given a two-quarter course in the design of experiments 
to a rather heterogeneous group of students, all of whom had been 
exposed to courses in statistical methods and some of whom had taken 
an elementary course in the theory of statistics. The problems of 
teaching this group were an impetus toward writing this book. The 
analysis of variance is in many respects the most powerful tool that 
theoretical statistics provides; it is a comparatively simple technique 
from the point of view of computation and is of apparently wide appli- 
cability. The student of statistical methods tends to be one of two 
types; either he accepts the technique in its entirety and applies it to 
every conceivable situation, or he is more intelligent and questions the 
applicability at all. It is therefore necessary to discuss in some detail 
the basis of the technique and its scope of validity. It is also necessary 
to examine the inferences that are drawn from analysis of variance 
tests. Asa result the course in experimental design consists of Chapters 
1 to 16 excluding the more mathematical portions, 19, 20, 22, and parts 
of the later chapters. There is little point in spending time in the 
classroom to describe computational processes for the complex designs, 
for, even if the student remembers them for his examination, he will 
soon forget them and have recourse to a text setting out the processes 
systematically. In writing this book I could have restricted myself 
to material that should be given in such courses, but it seemed preferable 
to attempt a more complete coverage, so that the interested student 
can pursue the subject to any desired extent. The course which covers 
the above material of the book is supplemented by problems, some of 
which consist of filling in simpler parts of derivations, and by a large 
number of sets of experimental data, chosen to illustrate particular 
points in the development. This is an essential part of the course, and 
it is preferable that the instructor provide sets of data with which he 
is familiar, so that the class can be given a picture of the motiva- 
tion behind the experiment, the reason for the choice of design, and 
so on. 

The remainder of the book, apart from standard statistical theory, 
supplemented by the reading of papers, constitutes a course in experi- 
mental design for students whose aim is to become consulting statis- 
ticians with emphasis towards experimentation. I hope that the book 
will be of use not only to statisticians and prospective statisticians but 
also to biological scientists in general. 
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Some chapters are not elementary, though none of the material can 
be regarded as difficult from the mathematical point of view. It would 
perhaps have been desirable to give a more elementary treatment of 
some of the topics, but this would have lengthened the book unduly. 
There is no intention to make simple matters complex, and, conversely, 
it is hoped that difficult matters have not been simplified to the extent 
of giving a false picture. There are several points that I regard as 
part of general statistical theory, such as the non-central x? distribution, 
and there is little point in including such matters in a book on experi- 
mental design. 

With reference to the method of treatment of experimental designs, 
there is always the possibility of making the assumptions of the pro- 
cedures in Chapters 5 and 6, and everything then follows in logical 
order. It was considered desirable, however, to examine the validity 
of these assumptions and the possibility of making less restrictive 
assumptions. Chapter 8 is concerned with this matter, and as a result 
the later treatment is based on a model that is termed the finite model. 
The results that are obtained are essentially the same as with normal 
law theory, except that randomization tests are assumed to be approxi- 
mated closely by normal law theory tests. In other words, the weight 
of the assumptions is shifted from the experimentalist to the statistician, 
the onus being on the statistician to show that normal theory tests are 
reasonably valid under wider circumstances. 

The help I have obtained from the general statistical literature is 
obvious, and, in addition to the writings of Fisher and Yates, the papers 
of Cochran, Neyman, Bose, Bartlett, Welch, and Pitman have been 
particularly useful in formulating the pattern of development that is 
followed in the book. I have developed the subject in a way that 
seemed logical to me and have attempted to give acknowledgment for 
the original formulations. The proofs of general linear hypothesis 
processes in Chapter 5 are based on a development of the subject 
presented by Dr. G. W. Brown in a course of lectures at Iowa State 
College. 

I am indebted to Professor Ronald A. Fisher, Cambridge; to Dr. 
Frank Yates, Rothamsted; and to Messrs. Oliver and Boyd, Ltd., 
Edinburgh, for permission to reprint parts of Table V from their book 
Statistical Tables for Biological Agricultural Research. I am indebted 
to Professor E. S. Pearson, London, for permission to reprint the tables 
of the power of the analysis of variance test from Volume II of the 
Statistical Research Memoirs. 

I wish to thank J. Wishart and J. O. Irwin for introducing me to 
statistics. My debt to F. Yates as regards the material of the book 
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will be clear, but it is difficult to express completely my gratitude for 
the opportunity to work under him for some years. Without that 
experience and contact this book would certainly never have been 
written. 

Acknowledgment is due to former graduate students at Iowa State 
College, particularly A. M. Dutton, D. J. Thompson, M. R. Mickey, 
J. F. Hofmann, O. P. Aggarwal, and L. J. Tick, for reading parts of the 
book and going over some of the examples. In conclusion, I wish to 
thank Miss June Duffield for her patience and diligence in preparing 
the manuscript for publication. 

Oscar KEMPTHORNE 

December 1951 
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CHAPTER 1 


Introduction 


11 THE SCIENTIFIC METHOD 


The design of experiments must be regarded as an aspect of the scien- 
tifie method, and we therefore start with a review of this method. Tt 
is not at all easy to give a concise definition of the “scientific method." 
Some have debated whether there is a method, rather than methods. 
The question of scientific methodology is not a trivial one, since the dis- 
tinguishing feature of science is its method. Much has been written 
on this general topic, and it is not proposed to take up this question 
here in any detail; rather a few of the most general and least contro- 
versial features of the scientific method will be given. 

A brief though adequate definition of scientific method would be the 
application of logic and objectivity to the understanding of phenomena. 
The essential feature of the scientific method is the examination of 
what is already known and the formulation therefrom of hypotheses 
which may be put to experimental test. The word “experimental” is 
the crux of the entire matter, for any question whose answer may not 
be obtained by planned observations is not in the realm of science. 
The ability to formulate hypotheses appears to be an individual char- 
acteristic, and, although many rules may be stated on the nature of 
appropriate hypotheses, the determination of the relevant aspects of 
the whole situation and the actual formulation of the hypotheses are 
a matter of intuition or genius. The next step is the examination of 
the hypotheses for consequences that are verifiable, and finally comes 
the objective verification. Verification of a theory cannot be absolute; 
we can only show that the observations are compatible with the theory 
within the limits of error to which the observations are subject. This 
somewhat negative approach, i.e., being able only to prove a hypothesis 
false, is the major reason for the use of the null hypothesis in statistics. 
Science searches for a pattern which will embrace as many facts as pos- 
sible; that a theory may be used to give verifiable predictions in a wide 
range of circumstances is one of the bases on which it is accorded sup- 
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port. To use the words of Einstein: “The grand aim of all science 

. is to cover the greatest possible number of empirical facts by logi- 
eal deduction from the smallest possible number of hypotheses or 
axioms,” ! 

The circularity of the scientific method is perhaps not so widely 
recognized as it should be. This may be brought out by noting that 
it is only on the basis of hypotheses and theories that the scientist 
knows what to observe. Facts and theories are intimately intermingled 
and cannot be logically separated. That is to say, a fact is such only 
on the basis of some theory, and vice-versa. "This statement holds 
very obviously in the physical sciences; in the social sciences the con- 
nection is not always clear but careful analysis shows it to exist. Herein 
lies the reason why science at any finite point in its development 
does not claim to provide the final answer. In the light of present 
theories new facts will almost certainly be discovered in the future. 
This will cause the abandonment or revision of these theories which in 
turn will render “facts” under the old theory no longer “true.” New- 
tonian mechanics was able, in theory at least, to supply the answer to 
all mechanical problems for some 150 to 200 years, but a new theory, 
the general theory of relativity, was necessary to explain observations 
made with finer instruments, these very instruments being products of 
changing theories. 

The situation may be represented diagrammatically as shown in 
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Statistics enters at two places: 


1. The taking of observations. 
2. The comparison of the observations with the predictions from the 
theory. 


Statistics cannot on its own bring about new scientific theories, except 
in subject-matter fields that have a statistically formulated logical 
theory.. Unless accompanied by the deductively formulated theory, 
statisties ean only provide us with so-called empirieal laws to which 
exceptions will be found immediately the laws are stated. 
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This pattern of the development of a subject-matter field is well ex- 
emplified by genetics. Starting from the theory of independent segre- 
gation of genes, events could be predicted, and these led in turn to 
linkage theories, chromosome maps, and so on. 

It may reasonably be asked what other methods there are by which 
adjustment to nature may be achieved or for which such claims are 
made. In their book, Cohen and Nagel? list the following: the method 
of tenacity in which a theory or proposition is believed by closing the 
mind to all contradictory evidence, the method of authority in which 
appeal is made to some highly respected source—a person or a book— 
and the method of intuition in which obvious truth is claimed for propo- 
sitions. Whether this classification of other methods has any value 
may be doubted, but it can be used to determine how many so-called 
truths have originated. The essential point is that these “methods” 
do lead to the formulation of hypotheses, but. the hypotheses cannot be 
accepted without experimental verification. They also lead, however, 
to belief in theories that cannot be verified at all. 


1.2 THE FORMULATION AND TESTING OF HYPOTHESES 


The formulation and testing of hypotheses are the important features 
of the scientific method, and some general ideas on this process may 
be given. In the first place, familiarity with the subject matter of the 
problem under investigation is absolutely essential, and, on the basis 
of previous knowledge, which may deal with situations that seem to 
be analogous, certain elements in the subject matter are regarded as 
significant and relevant. These elements are chosen because the in- 
vestigator is aware of theories dealing with these elements. Without 
some theories or ideas, the investigator will be unable to choose which 
elements in the situation to observe. A formal condition for a hypothe- 
sis is that it must be formulated in such a way that verification or lack 
of it may be achieved by direct observation with an experimental pro- 
cedure, or that deductions made from the hypothesis lead to predic- 
tions that may be verified. We shall make the distinction throughout 
this book between verification and proof. The idea of proof by pre- 
diction is, of course, fallacious; the basis of such proof is: If A (hypothe- 
sis), then B (prediction); B is observed, therefore A is true. By verifi- 
cation of a hypothesis, we mean the taking of observations and satis- 
fying ourselves that the observations could have arisen from a popula- 
tion specified by the hypothesis. We shall avoid the term “proof,” 
except in a mathematical argument, for the above reason, and because 
of the fact that a hypothesis can only be disproved. 
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A hypothesis must provide the answer for the practical problem for 
which it was formulated and, in addition to providing an explanation 
of already-known facts, must give predictions of observations that can 
be verified. It is of course essential, though frequently not realized, 
that the hypotheses and their outcomes should be formulated before 
verification is attempted. Hypotheses that are formulated from or 
modified by the observations are always suspect, and it is one of the 
elementary notions of statistical tests that probability statements can- 
not be made about statistical tests suggested by the data to which they 
are applied. It is possible that two or more hypotheses can give pre- 
dictions that are experimentally indistinguishable, and in such cases 
appeal has to be made to notions of simplicity, that a simple hypothesis 
is in general to be preferred to a more complex one, and to esthetic ap- 
peal, though the simplicity or complexity of a hypothesis may not be 
obvious and may depend on the frame of reference in which it is formu- 
lated. 


13 THE ROLE OF STATISTICS 


Reasoning is usually classified into one of the two types: deductive 
and inductive. Deductive reasoning is the determination of the con- 
sequences involved in a set of premises. It cannot therefore of itself 
add to knowledge of natural phenomena but can be used to aid the 
verification of theories based on a set of premises. Consequences in- 
herent in the premises may be deduced, and these consequences may 
be verified by observation and experimentation. Induction is the proc- 
ess of generalization, of drawing general conclusions from a particular 
set of instances. Such inferences depend on the particular set of in- 
stances being a fair sample of the population about which we make 
statements. It need not be emphasized that results obtained by induc- 
tion are not certain to be correct; they are probable, relative to a cer- 
tain body of evidence. The theory of statistics, which is entirely de- 
ductive, provides the basis for the inductive process. 

The role of statistics in the scientific method has been aptly sum- 
marized by Cramér? He states that statistics has three functions: 
description, analysis, and prediction. By description is meant the re- 
duction of a mass of data, say, the ages of all the individuals of the 
United States, to as small a set of numbers as possible. For this pur- 
pose we have quantities such as the mean, variance, skewness of the 
distributions, each quantity being called a statistic. The purpose of 
this condensation is not only to enable description of the population 
as concisely and briefly as possible, but also to enable comparison be- 
tween populations. The description of populations may be entirely de- 
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duetive, in the sense that we have all the relevant information for the 
whole population, or may be inductive, in that we have the information 
only for a sample of the population. The latter is of course the more 
frequent and is included by Cramér in the second function: namely, 
analysis. A second aspect of analysis is that, given a sample of ob- 
served values of a variable, we are asked if it could have arisen from a 
particular distribution, or, given two samples which are differentiated 
in some way other than the measured characteristic, we are asked 
whether they could both have arisen from the same population. Some 
criterion must be used by which the possible difference in the two popu- 
lations can be tested, and mathematical statistics provides a rationale 
for choosing between criteria. Also included in the analysis function 
of statistics is the estimation of population characteristics from samples. 
It is assumed that the sample values have originated from a population 
that is specified mathematically in terms of certain quantities called 
parameters which, if known, enable the complete distribution to be 
specified. The problem is to obtain the best estimates of the parame- 
ters, where a mathematical definition of “best” must be specified. In 
the broadest sense, of course, estimation may be regarded as an aspect 
of the testing of hypotheses in which we have to choose from a number 
of hypotheses specified by the unknown values of the parameters. The 
third function of statistics given by Cramér is that of prediction, which 
is in fact the main aim of the application of the scientific method to 


phenomena. 
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The general procedure in scientific research is to formulate hypotheses 
and then to verify them directly or by their consequences. This veri- 
fication necessitates the collection of observations, and the design of 
the experiment is essentially the pattern of the observations to be col- 
lected. The consideration of the design of an experiment to provide 
evidence for a hypothesis necessitates careful consideration of whether 
the hypothesis is, in fact, capable of being verified or not. That the 
observations to be made are relevant to the hypothesis and capable of 
giving an unambiguous answer must be verified. Observations ob- 
tained in one way may be completely useless for testing the hypothesis, 
whereas those obtained in another way can be used for verification. 
For example, the hypothesis that the correlation between two charac- 
ters in a population has a particular non-zero value cannot be tested 
unless a random sample of the population is examined; whereas a sam- 
ple selected according to the values of one of the characteristics may be 


6 INTRODUCTION 


used to test whether the correlation takes the particular value of zero, 
but not other values. 

The appropriate meanings of the word "experiment" as given in 
Webster's Dictionary are: “a trial or special observation made to con- 
firm or disprove something doubtful, especially one under conditions 
determined by the experimenter; an act or operation undertaken in 
order to discover some unknown principle or effect or to test, establish, 
or illustrate some suggested or known truth." For some purposes it 
is useful to distinguish two types of experiments: absolute and compara- 
tive experiments.“ An example of an absolute experiment is the de- 
termination of, say, the electric charge on an electron. It was for such 
experiments as these that the theory of errors was originally devised. 
Repeated observations do not agree exactly with each other, and the 
problems considered were to obtain the best estimate and a measure of 
its reliability from a set of observations. The field of sample surveys 
is included by some writers as a branch of the design of experiments, 
and a sample survey may be regarded as an absolute experiment, the 
determination for a specified population of a particular characteristic. 

A comparative experiment, on the other hand, is an experiment in 
which two or more treatments are compared in their effects on a chosen 
characteristic of the population. In such an experiment the value of 
the characteristic under either treatment separately for the population 
is of no particular interest. The observations may not in fact be mem- 
bers from a single distribution, but we may have a different distribution 
for each observation on each treatment, and the hypothesis may be 
that the distributions are the same regardless of treatment, or we may 
assume the distributions to be of the same form regardless of treatment 
and wish to estimate the constant displacement of those for one treat- 
ment relative to those for the other treatment, This book is concerned 
mainly with comparative experiments which may be described as the 
taking of controlled observations, where control is effected on all varia- 
bles by the experimenter, either in actually fixing the variables, or con- 
trolling statistically by the process of randomization which will be dis- 
cussed in detail later. 

We may say that, in brief, the purpose of the theory of the design of 
experiments is to ensure that the experimenter obtains data relevant 
to his hypothesis in as economical a way as possible. The economic 
aspect of experimentation cannot be emphasized too strongly. The ex- 
perimenter is always in the position of being able to, or wishing to, 
spend only a certain amount of time, labor, money, ete., on his investi- 
gation, and it is certain that there are more-and less efficient ways of 
using these resources, No inductive inference is certain so that every 


‘THE USE OF PRIOR INFORMATION 7 


statement drawn from experimental data is subject to some error, an 
error about which probability statements may be made with the aid 
of mathematical statistics. A measure of accuracy is therefore obtain- 
able, and it is necessary as in all phases of practical life to consider the 
cost of obtaining a particular accuracy, whether it is worth this cost, 
and at what stage the cost of obtaining increased accuracy is too great. 

The real distinction between two of the applications of statistics, the 
design of experiments and sample surveys, is that, in the design of ex- 
periments applied to a problem, the populations that are studied are 
formed by the experimenter in a specified way, whereas, in a sample sur- 
vey dealing with the same problem, the population under study has 
arisen from a set of forces, the relation of which to the forces under 
consideration is unknown. A survey of a population tells us only about 
the objeets observed and with suitable sampling schemes can tell us 
about a population of objeets. It can demonstrate the existence of as- 
sociations between characteristics in the population, but the value that. 
may be attached to a statement, for example, that attributes X and Y 
have a correlation of, say, 0.45 is somewhat dubious except ns a deserip- 
tion of the population. All science is eventually concerned with the 
problem of how to make partieular attributes of a population take on 
certain desired values. The existence of an association between attri- 
butes X and Y in the population in no way suggests that attribute X 
can be altered to a specified value by altering attribute Y in a particular 
way. In an experiment we determine whether altering attribute X has 
an effect on attribute Y, and this is the knowledge that is necessary for 
any action program. It is considerations of this type that nullify the 
value of much of the survey work that is done in fields where experi- 
mentation is extremely difficult. Survey work can be very useful in 
cases in which a deductively formulated theory exists and it is desired 
to estimate some parameters in the theory. It is however difficult to 
visualize how a theory can be started without some experimentation on 
which to base the original abstractions. 


1.5 THE USE OF PRIOR INFORMATION 


Up to several decades ago problems of estimation and testing of hy- 
potheses were solved only by utilizing assumptions about the distribu- 
tion of the unknown parameters. Starting with the work of Fisher of 
about 1920, the emphasis was completely in the opposite direction, the 
governing rule being that the sample data and only the sample data 
should be used in these statistical processes. For example, in estimat- 
ing the mean of a normal distribution, it was taken to be completely 
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incorrect to assume an a priori distribution of the mean, since no such 
distribution exists; in general, the unknown parameter has a particular 
fixed value, and it is incorrect to assume a distribution of the value. 
This led to the small sample theory of modern statistics. 

This theory is certainly more realistic for the purposes of inference. 
It should, however, be realized that, if we are not prepared to make 
some @ prior? assumptions, we can ascertain nothing: We do not in 
fact know what characteristics to observe and have no reason to ex- 
pect them to behave in any ordered way. Even when the use of a priori 
information was rejected, the experimenter had to produce his hypoth- 
eses so to speak out of the hat." 

The trend at the present time is then toward a more realistic ap- 
proach. There are considerable difficulties in the use of a priori infor- 
mation. Every experimenter will have different a priori information, 
and there is therefore no “objective” answer. We may say that one 
of the functions of statistical techniques is to abstract according to 
recognized rules the new experimental data. The experimenter then 
combines, by a process that is very little understood, this new informa- 
tion with his own a priori information. With the new information 
presented according to recognized rules any experimenter can reach his 
own conclusions. Naturally, as the body of new information increases, 
the experimenter relies to an increasing extent on this information and 
this only. This situation is realized best, perhaps, when the experi- 
mental data lead to conclusions that the experimenter feels are entirely 
erroneous; frequently, he will reject the data though sometimes he will 
be wrong in doing so. 

This branch of statistical inference is still very much in its infancy, 
and little can be said about it. The general position should, however, 
be recognized and realized by everyone. 


1.6 THE DECISION FUNCTION APPROACH 


In any discussion of scientific method and inference mention should 
be made of a new approach to the problem, originated by Wald 5 within 
the past few years. 

The starting point of this approach is the idea that we perform ex- 
periments or take observations only to give us a basis for further action. 
1t is appropriate then to consider the possible types of actions, the risks 
involved in taking each action, and the probabilities of our data and 
statistical techniques leading to the various aetions. Our aim will be 
always to minimize the expectation of our risk (or possibly in more 
complicated situations to minimize our maximum risk). In the sim- 
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ple situation of testing hypotheses, we would not then consider separat- 
ing the frequencies of type-I errors of rejecting the hypothesis when it 
is true and of type-II errors of accepting the hypothesis when it is false. 
We would specify the losses involved in each of these errors and mini- 
mize the expectation of our loss. This approach is obviously the best 
one in any technological problem, for example, in the production and 
utilization of a manufactured product, and for this type of problem 
some useful results are being obtained. A difficulty in the application 
of this approach to scientific research is the specification of weights or 
risk functions for incorrect decisions. It is interesting to note, however, 
that the choice of randomization procedure for an experiment amounts 
to the choice of a randomized decision function. 
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CHAPTER. 2 


The Principles of 


Experimental Design 


2.1 INTRODUCTION 


In this chapter we shall indicate the general principles of experimen- 
tation without becoming deeply involved in statistical theory. A sta- 
tistically designed investigation may be said to consist of the following 
steps: 


1. Statement of the problem. 

2. Formulation of hypotheses. 

3. Devising of experimental technique and design. 

4, Examination of possible outcomes and reference back to the reasons 
for the inquiry to be sure the experiment provides the required informa- 
tion to an adequate extent. 

5. Consideration of the possible results from the point of view of the 
statistical procedures which will be applied to them, to ensure that the 
conditions necessary for these procedures to be valid are satisfied. 

6. Performance of experiment. 

7. Application of statistical techniques to the experimental results. 

8. Drawing conclusions with measures of the reliability of estimates 
of any quantities that are evaluated, careful consideration being given 
to the validity of the conclusions for the population of objects or events 
to which they are to apply. 

9. Evaluation of the whole investigation, particularly with other in- 
vestigations on the same or similar problems. 


2.2 AN ILLUSTRATIVE EXAMPLE 


Some of these steps may be illustrated by the following simple in- 
quiry. Suppose a person comes to us one day and says that he can 
predict whether a penny that we toss will fall heads or tails; we are 
naturally very skeptical of this claim and decide to test his ability. We 
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assume that he is talking about an unbiased penny, that is, one for 
which the probability is Jg that the penny will fall with heads up and 
14 with tails up. Considering next the formulation of the hypothesis 
or hypotheses, we have to analyze the person's claims further. Does 
he mean that he will always be correct? If he does, our experimental 
procedure is quite simple; we toss pennies successively by some process, 
which we believe is random and which has been found to give results 
in accordance with random theory, and we stop the process when he 
makes a mistake. It should be noted that this hypothesis can never 
be proved, and it is true of all hypotheses that they can only be dis- 
proved. As a second example of this point, the law of gravitation 
states that the attractive force between two bodies of masses, mM, and 


j a mm; : ; 
ma at distance r apart is y M , Where y is a constant, but it cannot 


be proved that the power of r should be 2. If anyone suggested a value 
different from 2, it would presumably be possible to take sufficient ob- 
servations to disprove the suggested value, but a limit on human re- 
sources is reached such that, for example, the powers of 2 and 2.0000001 
are indistinguishable. The matter is resolved further on the basis of 
simplicity and practicality; for all practical purposes it may be suffi- 
ciently accurate to use a power of 2, even though the true power may 
be slightly different from that value. 

Suppose the person claims that he can predict correctly more than 
50 percent of times. Our first reaction to the person’s claim is that it 
is completely false and that his predictions will be randomly related to 
the actual results of the tosses. In this case we would set up the null 
hypothesis that his predictions have an equal chance of being right or 
wrong. To test this hypothesis, we have to decide on the size of the 
experiment, or the number of tosses. If we use 8 tosses we know that 
in the long run the number of correct answers out of 8, by chance, will 
be distributed according to the binomial distribution with n = 8, and 


P=: 


8 correct 1256 4 correct 39556 
7 correct 556 3 correct 56356 
6 correct 25256 2 correct 75456 
5 correct 59656 1 correct S056 

0 correct Mse 


If the person gives 8 correct answers, we have a considerable reason for 
rejecting the hypothesis that his predictions are, in fact, random, for 
the probability of his doing as well as this under this hypothesis is just 
1 in 256, Two courses are open to us. We can deeide either that an 
event with probability 1 in 256 has actually happened on a single trial 
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and the person cannot predict correctly, or we can decide that our origi- 
nal hypothesis was wrong. If we decide to reject the null hypothesis, 
or give credence to the person's claims, if he scored 8 successes we would, 
in statistical terminology, be using a significance level of 1 in 256. 

It should be noted that the level of significance has no relation to the 
probability of the hypothesis being true, and, in fact, no such proba- 
bility exists. We may well decide that a level of significance of 1 in 
256 is too high: if this level is used, the person cannot make any mis- 
takes, whereas his claim is that he can predict better than at random. 
We see that, if we allow him to make not more than one error, the 
probability of getting this result by chance is 9 in 256 or about 1 in 
28.4. It is a matter for the experimenter to decide what level of sig- 
nificance he should use, depending on the purpose to which his experi- 
mental results will be put and the importance of decisions based on 
them. If, for example, we are producing a drug that is dangerous in 
doses of greater than a certain amount, we shall require a high level of 
significance for the difference between the actual quantity and the spec- 
ified amount. Experimenters in biology and agronomy frequently use 
levels of significance of 1 in 20 and 1 in 100. The evaluation of levels 
of significance is highly important, but the tendency for uncritical use 
of 5 percent and 1 percent levels should be avoided. The choice of a 
level of significance in a particular investigation should depend on the 
null hypothesis and the alternatives, and on the cost to the experimen- 
ter of making erroneous decisions. Usually it is difficult to give these 
costs concrete values and a 1-in-20 or 1-in-100 significance test has some 
intuitive appeal. Levels of significance are a guide to the interpreta- 
tion of experiments but do not give the actual interpretation. They 
can, of course, be used absolutely in cases where experiments are per- 
formed very frequently and rapid objective decisions have to be made, 
but these circumstances do not usually pertain in the fields to which 
the design of experiments has been applied in the past. 

So far we have considered only the null hypothesis, that the person 
cannot predict the results of the tosses. Alternatively he may claim that 
he will be correct in a proportion P of cases. If we assume that for each 
toss the probability of the person giving the correct answer is constant, 
we may examine whether the results he has obtained after a particular 
number of trials are in reasonable agreement with his claims. We know 
that in n trials where n is large his actual percentage score should be in 
the range P — 1.96V P(1 — P)/ntoP + 1.96 V/P(1 — P)/n, unless he 
has been unlucky to the extent of a 1-in-20 chance event happening. 
(The quantity 1.96 is the normal deviate which will be exceeded in abso- 
lute magnitude | in 20 times by a random observation from a normal 
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distribution with mean zero and variance unity. We note that the 
probable range within which the actual result will be depends on the 
true proportion and on the number of trials. The relation to the true 
proportion is not of particular interest at this stage of the discussion, 
though in other cases it is of fundamental importance, and so we will con- 
cern ourselves only with n, the number of trials. The actual result will lie 
with probability of 95 percent within a range of 2 X 1.96V P(A — P)/n, 
which decreases inversely with the square root of n. The number of 
trials may be regarded as the size of the experiment, and the value of 
our information about the true proportion depends on this size. When 
the size is increased, the range becomes narrower. This serves to illus- 
trate one aspect of experimental design: namely, that the experimenter 
must decide what accuracy he requires in his estimates and determine 
the size of the experiment accordingly. These concepts will be de- 
veloped in detail later. 

The essential part of the above argument is the formulation of the 
null hypothesis, which is couched in statistical terms. This hypothesis 
gives by mathematical arguments the distribution of the proportion of 
correct answers, and the actual result is compared with this distribu- 
tion. It should be noted that many tests of the hypothesis may be 
formed. For example, a specification of the probability of a correct 
answer with an assumption of independent tosses may be used to ex- 
amine the whole set of answers for chance deviations from what would 
be expected. This would involve what is called in mathematical texts 
the theory of runs. 

Exact statement of the null hypothesis is essential because this is the 
basis of the distribution of the observed results from which the test of 
significance is derived. A statement on the alternatives which the ex- 
perimenter considers possible is also necessary because without some 
specification of alternatives it is difficult to show that a particular test 
is a good one to use. For example, in the penny tossing we can think 
of no mechanism by which the person could get consistently less than 
50 percent of correct results, and therefore we use a test that is designed 
to discover percentages greater than 50: namely, the test based on the 
upper tail of the distribution. 

While we are discussing this simple example, it might be well to em- 
phasize the necessity of formulating the hypothesis before the experi- 
mental results are examined. Tests can be found, if one is sufficiently 
ingenious, which will, when applied to a particular set of random num- 
bers, indicate a deviation from randomness. Some of the results that 
one finds popularized on extrasensory perception appear to be subject, 
to the criticism that the statistical tests were evolved in the light of the 
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data and are therefore suspect. On the other hand, it would be foolish 
to adhere too strictly to this rule. It is often diffieult to formulate the 
null hypothesis in strict terms without the data to which the statistical 
test is to be applied. Again, when the problem is one of estimation, the 
model or distribution that the observations are presumed to follow may be 
difficult to specify without examination of the data (cf. transformations). 


2.3 AN EXAMPLE ON FLAVOR DISCRIMINATION 


A second example which is very similar to the example given by Fisher 
in The Design of Experiments ! is the following, of which use is actually 
made in some food industries. A manufacturer is producing a drink 
according to some long-used procedure, and his technical staff discovers 
a method by which the procedure may be shortened. We suppose also 
that the modification of the procedure does not affect the constituents 
of the drink and that the important criterion is whether people can de- 
tect any difference in taste (or flavor) between the two products. It 
would be possible to broaden the inquiry and bring in the matter of 
preference, but this is a secondary question. A procedure that is fre- 
quently used is to present each of a panel of observers or tasters with 
3 glasses of the drink, 2 of them being of one type and 1 of the other, 
and to observe whether each observer picks out the 1 drink that is dif- 
ferent from the 2 like drinks. The null hypothesis that we are interested 
in testing is that no differences are detectable and that the odd one will 
be chosen at random in relation to the treatment. In order that the 
null hypothesis be satisfied when no difference exists, it is necessary 
that the association between the drinks, on the one hand, and the glasses 
in which they are placed and the order in which they are presented to 
the taster be zero: i.e., that these characteristics be chosen at random. 
This will be sufficient to ensure that on the average in the absence of a 
perceptible difference 14 of the trials will result in a correct selection 
of the odd drink. The random order is essential because the taster 
may tend for some reason to pick out the odd one just on the basis of 
order in which the 3 drinks are presented. 

A single trial does not provide any information of value, and so the 
test has to be repeated several times. If, for example, it is repeated 
6 times, the possible results with their probabilities are given by the 
binomial distribution with n = 6 and P = Ig, namely: 


6 correct M29 2 correct 240259 
5 correct 12729 1 correct 192259 
4 correct 69729 0 correct 64429 


3 correct 169729 
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If then a taster picks out the odd drink in each of 6 trials, there is very 
strong evidence against the hypothesis that the 2 types of drink have 
the same taste; and also if he picks out the odd drink correctly in 5 
out of the 6 trials, because this result or the one possible better result 
could be achieved by chance in only 13 times out of 729 or 1 out of 56 
times. Any smaller number of successes would not be regarded as in- 
dicating a difference, even though a small difference may exist. The 
smaller the difference in taste, the more trials will be necessary to detect 
it because errors will be more frequent. 

As mentioned previously, in all experimental designs it is necessary 
to consider the hypotheses alternative to the null hypothesis. If the 
difference is such that it is detected by the taster in 50 percent of cases 
on the average, will the test of significance based on the null hypothesis 
indicate that the null hypothesis is incorrect? We therefore consider 
the above test with regard to the alternative hypothesis that P = 14, 
If the probability of being correct on any one trial is 15, the probabili- 
ties of the various results for 6 trials are: 


6 correct Ma 3 correct 2964 
5 correct S64 2 correct 1564 
4 correct 1564 1 correct 964 

0 correct Ma 


For the null hypothesis we decided that 5 or 6 correct results gave an 
indication of a difference in taste, and from the above it is seen that the 
chances of getting this result when the true probability of being correct 
is 14 are only 7 in 64 or about 1 in 9. We would therefore, on the basis 
of 6 trials, fail very frequently to notice a taste difference of the magni- 
tude considered, and we may describe the experiment as lacking sensi- 
tivity. If the number of trials or replications is increased, the sensi- 
tivity will be increased. The experimenter must decide beforehand 
what differences he wishes the experiment to indicate and plan an ex- 
periment of such size that these differences have a high probability of 
being realized. 

This example serves well to bring out the concept of the power of a 
test. Our possible results may be represented by the points 0 to 6 on 


a straight line, say: 
ONES M" e NES 


On the basis of the null hypothesis we select the results 5 and 6 correct 
as forming a critical region: that is, a region of the space of possible re- 
sults on which we decide to reject the null hypothesis. If the observed 
value falls in this region, we reject the null hypothesis. "The chance of 
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our result falling into this region is a simple function of P, the proba- 
bility of a correct result on one trial, and we may evaluate the proba- 
bility of the observed result falling in this region for various values of 
P. The resulting relationship of this probability to P is called the 
power function of the test based on this critical region. In industrial 
statistics the same relationship is called the operating characteristic of 
the test. This relationship tells us the possibilities of our test discrimi- 
nating between the null hypothesis and other hypotheses. Obviously 
in constructing a test we should consider the alternative hypotheses 
and the chances of our picking out these over the null hypothesis. 

One way of increasing the accuracy and the sensitivity of an experi- 
ment is to increase the number of replicates or repetitions of the single 
trial. Broadly speaking, there are two other ways: (1) by changing 
the structure of the individual trial or replicate, and (2) by refinements 
in the experimental technique. 

So far the individual trial consists of 3 glasses of drink, 1 of one type 
and 2 of the other. We can visualize a whole series of possibilities, a 
total of 4 glasses with 2 of each kind of drink, of 4 glasses with 3 of one 
type of drink and 1 of the other, of 5 glasses with 3 and 2 glasses, re- 
spectively, of the two types of drink. If we have 2 glasses of each type 
of drink presented randomly, the probability of matching them cor- 
rectly by chance is 14, as before. With 3 glasses of one kind and 1 of 
the other, the probability of being correct by chance is 14; with a given 
number of replications then the taster can afford to make more mistakes 
and still indicate a difference. With 3 glasses of one type and 2 of the 
other, the taster will be correct by chance in Yo, and such a trial is 
considerably more sensitive to departures from the null hypothesis. 
Changes in design of the above type may be regarded as structural. 
This particular example is not, however, a good one for evaluation of 
structural changes, for we have no knowledge of the relative discrimina- 
tory ability in terms of proportion of successful choices for the various 
types of design. 

What we mean by refinement of techniques is the removal by the 
experimenter of differences between the two types of glass and drink 
that may confuse the taster and lower his discriminatory power. Thus, 
it is reasonable to specify that one type of drink should not be drunk 
out of the bottle while the other is drunk out of a glass and also, insofar 
as possible, the drinks, when presented to the taster, should have been 
poured in the same way and for the same period. There is no limit to 
the number of possible ways in which the experimental conditions could 
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be made more nearly constant, and the experimenter must decide how 
far he is prepared to go in this respect. 
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GHAPTER 3 


Elementary Statistical Notions 


It is not intended to give here a complete description of elementary 
statistical theory, but it is worth while to note briefly the elementary 
statistical concepts and theory that are essential to the design and anal- 
ysis of experiments. It is assumed that the reader will have met these 
concepts before; if not, what follows may be used as a guide for study. 
The text of Mood! may be mentioned as an excellent introductory 
mathematical one, or Hoel ? at a slightly lower level. 


3.1 POPULATIONS, DISTRIBUTIONS, PARAMETERS 


The first concept is that of a population. By a population we mean 
an assemblage of individuals, each of which may be an actual individual 
or an attribute of an individual: for example, the height of a corn stalk 
in a field of corn. The individuals of this population may be arranged 
according to the magnitude of a characteristic, and the function giving 
the relative frequencies of the different measurements is called the dis- 
tribution of the individuals. From this distribution we may obtain, 
for example, the proportion with measurements less than a particular 
chosen value or the proportion lying in any chosen interval of values. 
A distribution may be discrete or continuous: for example, the height 
of corn stalks will be a continuous measurement and will give a contin- 
uous distribution, whereas the number of kernels per ear must be an 
integer and would have a discrete distribution. In most problems we 
envisage a population with a corresponding theoretical distribution. A 
discrete distribution is specified by the probability of each possible 
value: e.g., for an unbiased penny, the probability of heads and the 
probability of tails are both equal to 14. A continuous distribution is 
specified by the frequency function, f(x), say, in which the probability 
of the variable lying in the infinitesimal range z to z + Az is equal to 
f(x) Az. 

Distribution curves should be quite familiar to readers of this book, 
and so an example will not be given. Measures of central tendency or 
general position of distributions are the mean, i.e., the average value of 
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the attribute, and the median, i.e., the value of the attribute such that 
exactly 50 percent of the population have a measurement less than this 
value and 50 percent a measurement greater than this value. The 
mean is the more useful measure of central tendency, but the median 
has several important advantages over the mean, and the extent to 
which it is used is increasing gradually: for example, the median of a 
distribution is independent of the scale of measurement or rather varies 
exactly with the scale of measurement, so that the median of the square 
roots will be the square root of the median of the actual values. If the 
distribution is symmetrical, the mean and median coincide. Another 
measure of central tendency of which little use is made is the mode, 
roughly, that value which is most frequent. The measure of spread of 
distribution that is almost universally used in experimental work is the 
variance, which is the mean square distance of the population elements 
from the mean. The distribution will not be specified entirely by its 
mean and variance, unless it is a normal distribution. Occasionally 
we may be interested in the mean rth power distance from the mean, 
that is, the moment of the rth order, usually denoted by ur. Also of 
use occasionally are the skewness or the extent to which the measure- 
ments are distributed unequally about the mean, usually measured by 
43 / “ and the kurtosis which determines the extent to which obser- 
vations are piled up around the mean, measured by (44/22) — 3. 

Any theoretical distribution is characterized by a mathematical form 
containing some quantities called parameters, and, when the values of 
these parameters are known, the distribution can be specified com- 
pletely. The estimation of these parameters from sample data is one 
of the most important functions of statistical theory. A second im- 
portant function of mathematical statistical theory is the derivation of 
what may be called derived distributions: that is, distributions of func- 
tions of sample observations from known distributions: for example, 
the distribution of the mean of a random sample of size n from a nor- 
mal population and the distribution of the estimated variance. "These 
distributions will, of course, also be describable in terms of the param- 
eters of the original distribution. 


3.2 THE NORMAL DISTRIBUTION AND DERIVED 
DISTRIBUTIONS 


The most important distribution in statistical theory is the normal 
distribution which has the frequency function 


(@-u)? 
75 (1) 


1 
f) = ae 
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Tn this case the parameters are u, the mean, and c, the standard devia- 
tion. We can determine several quantities which may be used to esti- 
mate the parameters of a frequency distribution, and we generally wish 
to use, as the estimator of a parameter, that one which is subject to the 
least sampling variance. The quantity that best estimates the mean 
A of a population from a random sample of size n is the mean of the 
sample, 7, and this estimate is itself normally distributed about u with 
a variance of c?/n. 

The function of the observations which is an unbiased estimate of c? 
and which is used in connection with tests and estimation is 


1 


Xz — 5)? 
n—1 dis 


where n is the size of the sample. This is usually denoted by 2, and 
(n — 1)s?/o? is distributed according to the x? distribution with (n — 1) 
degrees of freedom. The sample mean f and s? are distributed inde- 
pendently; that is, their joint distribution is the product of their in- 
dividual distributions. The explicit form of the x? distribution is 


n-8 


70 = L E ANa] (2) 


This is also the distribution of the sum of squares of (n — 1) variates 
distributed independently according to the normal distribution with 
mean zero and unit variance. 

Tests of significance on two means of normal populations are based 
on Student's distribution. If 2 is a quantity normally distributed about 
a mean of zero with a variance of c?, and we have an estimate s? of c^, 
such that ns?/c? follows the x? distribution with n degrees of freedom, 
independently of x, the quantity ¢ = z/s follows the ¢ distribution, the 


explicit form of which is 
2 
( gr -) (3) 
n 


The distribution by which the means of several normal distributions 
with the same variance or independent estimates of variance of a nor- 
mal distribution are compared is the F distribution. If ms^,/c? and 
ns5/c? follow the x? distributions with m and n degrees of freedom inde- 


f = 
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pendently, so that 821 and 822 are two independent estimates of the 
population variance c? based, respectively, on m and n degrees of free- 
dom, the ratio F = 31/32 is distributed as the F distribution, the form 
of which is 


m+n m-2 
T at rm 2 


CS ES Re (4) 


Queen? 


Inasimilar way we have a test to determine whether several estimated 
variances may be estimates of the same common variance. This is 
known as Bartlett's test, which states that if $2; i = 1, 2, «++, k, are 
independent estimates of the same true variance, based on n; degrees of 
freedom, the quantity 


1 Dns": 
ees” loge — Zn, loge 824 (5) 
1 LN [2 d E =) i 

3(k — YVAN å n 


where n = Dn; is distributed approximately as x? with (k — 1) degrees 
of freedom. 


3.3 LINEAR FUNCTIONS OF NORMALLY DISTRIBUTED 
VARIA’ 


TES 
If wy, 42, % Un are normally and independently distributed about 
means ul, Ha „ Un With variances 071, 72, , cn, then any linear 
function of the z's, say, 
Mud At K TOM (6) 


is normally distributed about a mean of 


Dama + Nue t Antin (7) 


with a variance of 
Maoa + Macao HHN non (8) 


This rule is the basis of estimation of errors in most analysis of vari- 
ance work, as we shall see later. The simplest example of its use is to 
give the distribution of the mean r of a random sample 21, ***, 9n from 


F. 1 
a normal distribution of mean p and variance o?. For then = Dr and 
à n 


R. T., West Be 
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Hy = u = = ga = ut M = Ap = M = 1/n, so that Z is normally 
distributed around y with variance — Substituting s? for o°, we have 
n 

£ - 
that E is distributed as ¢ with (n — 1) degrees of freedom. Simi- 
Mn 


larly the difference between the mean z, of a sample of size n, from a 
population with variance c^, and the mean # of a sample of size n» 
2 2 
g g 
from a population with variance c?; has a variance E T . If the 
ny no 


variances are the same, 92, say, the variance of the difference is 


1 1 

o? e T 5). From this we may derive the ¢ test for this difference 
m n 

when the common variance is unknown, because the total sum of 

squares within samples is distributed independently of F and cz ac- 

cording to xo, with n; + no — 2 degrees of freedom, so that 


1 — 41 — 42 à J(m + na — 2)ring 00 
V/Z(n — 51) + (72 — 4202 (ny + no) 


is distributed as Student's ¢ with (n, + na — 2) degrees of freedom. 
Tests of significance and estimated errors of regression coefficients may 
be obtained in the same way; the usual linear regression coefficient b is 
a linear function of the observed values: namely, 


so that its variance is G (r — z)?, and so on. 
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The concept of orthogonality of contrasts is essential. Suppose we 
are given a random sample of n observations from a normal distribu- 
tion, say, Tı, T2, *::, z,. Any linear contrast among these observations 
may be represented by the function 


A = Mz + M $+ ++ Anta 
with 
Me cl ETE SO 


-~ 
ALC? 


net BSW T. A J 


OTHER DISTRIBUTIONS 23 


The variance of this function is, of course, (OM). Suppose we have 
another linear contrast B given by 


B = mti + pote E. usn 


Then the variance of B is (Zu;?)c?, and the covariance of A and B is 
(ZX;uj)e?. The correlation r between A and B is given by 


Drs)? 

A ts ikti) : (0 
(23(Zu^) 
and the correlation is zero if Mut = 0. The contrasts are then said 
to be orthogonal. In simple terms, this means that A and B will be 
distributed independently, and, if we use A to estimate one parameter 
and B to estimate another parameter, the errors in the estimation of 
the one parameter will not be related to the errors of estimation of the 
other parameter. The estimates are then said to be orthogonal. If 
the distribution is not normal, the quantities 4 and B will be uncorre- 
lated if the condition is satisfied, but not necessarily independent. 
Further definitions and ramifications of orthogonality will be dealt with 
later. 


3.5 OTHER DISTRIBUTIONS 


The binomial, Poisson, and negative binomial distributions merit 
mention, as discrete experimental data frequently conform approxi- 
mately to one of these distributions. 

The binomial distribution gives the distribution of the number of 
successes in a number of independent trials, say, n; the chance of a 
success being constant, p, say. The probability of r successes is 


n! 


-———cpyqU* where q-1— 
T s. A p 


P, 


The mean of this distribution is np, and the variance is npg. It is im- 
portant to note that the variance depends on the mean. With large n, 
we may regard the number of successes as being normally distributed 
around np with variance npg. Even for moderately small n, the proba- 
bility of a number 7 or less of successes is closely approximated by the 
probability of a variate less than (r + 14) from a normal distribution 
with mean np and variance npg. We have used Yates's correction for 


continuity in inserting the 14. 


24 ELEMENTARY STATISTICAL NOTIONS 
For the Poisson distribution the probability of the observation r is 


T 
| mee ud 
r! 


The mean of the population is m, and the variance of the distribution is 
also m. It may be noted that the binomial distribution tends to the 
Poisson distribution as n becomes large and p small, the mean np re- 
maining constant and equal to m. This distribution is realized in prac- 
tice when the underlying variation is binomial with low probability p, 
and a constant large number of binomial events is observed in a single 
trial. 

The negative binomial distribution has been found to occur in many 
biological situations and can come about as a result of clustering (or 
contagion) among the "successes" of an otherwise binomial population: 
e.g., deaths of insects, number of insect bites per apple. It has the 


formula 
1 ＋ * — 1 
. — cee ) q-1-9p 


and has a mean of kg/p and a variance of kq/p”. This distribution 
also arises in inverse sampling from a binomial population and as a 
weighted average of Poisson distributions. 

When these distributions occur, it is not correct to treat the observed 
values as having a constant variance and, hence, treat them by the 
analysis of variance. For this reason transformations of the data, 
which are discussed in a later chapter, are performed. 


3.6 ESTIMATION 


The main purpose of statistical techniques is to estimate properties 
of distributions and to test hypotheses about these properties. By the 
estimation of a property is meant the calculation from sample data of 
a quantity that will be taken as the value of the property for the popu- 
lation. There are, in general, many possible estimates of a property. 
Suppose, for example, we wish to estimate the mean of a normal dis- 
tribution, which is also the median. We can take the mean of the 
sample; the mean of the extreme members of the sample, i.e., the mid- 
range; or the median of the sample. There are, of course, many other 
possibilities, and each of these functions of the sample observations is 
known as an estimator. We decide to use one estimator rather than 
another on the basis of considerations given below. 
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Estimation problems may be divided into two classes: parametric es- 
timation, which deals with the estimation of parameters of a distribu- 
tion, and non-parametric estimation, which deals with the estimation 
of properties of a distribution, the form of which is unspecified. In 
the latter case the methods are called distribution free. A possible 
non-parametric estimation problem would be estimating from a sample 
the shortest range in a distribution of unspecified form that contains, 
say, 95 percent of the probability. Sometimes a property of the dis- 
tribution given by a parameter can be estimated non-parametrically ; 
for example, in symmetrical distributions with finite variance the mean 
and median coincide, and we can estimate the population mean para- 
metrically by the sample mean or some other function of the sample 
values and non-parametrically by the sample median. Parametric es- 
timates are, of course, obtainable only when the form of the distribu- 
tion is known, in distinction to non-parametric estimates for which 
this is not the case. Most of the methods of estimation in current use 
are parametric, but increasing use is being made of non-parametric 
methods, because less specification or none at all of the parent distri- 
bution is necessary for their use. We shall be concerned mainly with 
parametric methods based on distributions of assumed form, or speci- 
fied sufficiently to allow a solution. 

Estimators can be classified according to various criteria, the prin- 
cipal ones being: 

1. Consistency: the estimate tends to the true value with increasing 

size of sample. 

2. Unbiased: the expectation of the estimate is the true value. 

3. Sufficiency: the estimate contains all the information, in a par- 
ticular sense, in the sample on the value of the pa- 
rameter. 

4. Efficiency: the variance of the distribution of the estimate rela- 
tive to some standard. 


In experimentation, by and large, we like to have properties 1 and 2 
and then obtain as efficient estimates as possible. This procedure is 
reasonable in that the comparison and averaging of results from different 
experiments are of considerable importance. Various methods of esti- 
mation are available, but we shall mention only three: the method of 
maximum likelihood, the method of least squares, and the method of 
minimum x?. 

The method of maximum likelihood briefly is as follows: Suppose the 
frequency function of an observation z is 


ez 81, he, 77) 
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where 61, 6», - --, are the parameters to be estimated. Then the likeli- 
hood of a sample of values, 21, x2, - - , £n, is defined to be equal to 


n 
TI Sri; 41, &, +++) 
i=l 
The estimates of 61, 6», - --, are those that maximize the likelihood, or, 
what amounts to the same thing, that maximize the logarithm of the 
likelihood. "This method is asymptotically efficient, and the asymptotic 
variances and covariances of the estimates may be obtained. 

The method of least squares consists of taking, as estimates of the 
parameters, those values of the parameters that minimize the sum of 
squares of deviations of the actual values from their expected values in 
terms of the parameters: i.e., to minimize 


Z[r; — Ei)? 


The method of least squares is intuitively reasonable when the devia- 
tions of the observations from their expectations are independent or at 
least uncorrelated and are subject to approximately the same variance. 
If the deviations are subject to different variances, whose relative mag- 
nitudes are known, the method is modified by weighting each squared 
deviation inversely as its relative variance. In other cases the method 
of least squares can lead to entirely erroneous results, particularly in 
the presence of correlations of the deviations. If the deviations are in 
fact normally and independently distributed, this method is essentially 
the same as that of maximum likelihood. 

The method of minimum x? is used for frequency data, when we ob- 
serve that n; of a sample of size n have the ith attribute, ? = 1,2, ---,7, 
and we postulate a law for the true proportions P;. The law will con- 
tain parameters, and to estimate them we minimize the quantity 


20s 08 — nP) 
P L NP. 
with respect to variations over the parameters. This method is, like 
maximum likelihood, asymptotically efficient. For large samples the 
minimum x? is distributed according to the x? distribution with degrees 
of freedom equal to the number of classes minus the number of param- 
eters estimated. 

We shall give no illustrations of these methods at present. For most 
purposes of experimental design the method which is used is that of 
least squares because of certain properties of the problems. In these 
cases the least squares theory is closely allied to the topic in mathemati- 
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cal statistics known as general linear hypothesis theory. A brief intro- 
duction to least squares theory is contained in the next chapter. 


3.7 THE TESTING OF HYPOTHESES 


We have already covered the elementary ideas on the testing of hy- 
potheses, which briefly amount to the following: We formulate our hy- 
potheses, consider the possible experimental results we can obtain, and 
divide these into classes, and to each class we attach a conclusion. In 
the case of the null hypothesis we have two classes: If our results fall 
into one of the classes we accept the null hypothesis, and if they fall 
into the other class we reject the null hypothesis. Corresponding to 
the general procedures by which estimation is performed, we have a 
general procedure for testing hypotheses: namely, the likelihood ratio 
test. For this test, we maximize the likelihood over all the possible 
values of the parameters, obtaining L( Dua), and also over the possible 
values of the parameters specified by the hypothesis under test, obtain- 
ing L(wmax). The ratio L(@max)/L(Qmax) is used as a test criterion, and, 
when its distribution has been obtained, the upper p percent tail is 
used to give a p percent test. Many of the usual tests can be derived 
in this manner, even though they may have originated from estimation 
considerations. 

The ideal situation described above rarely exists. In spite of tests of 
significance, the experimenter tends to use at least three classes: If the 
results are in class A, say, he accepts the null hypothesis, if they are in 
class B, he rejects it, and, if they are in class C, he says he cannot make 
a decision and must perform another experiment. Such multiple-deci- 
sion problems have been formulated and examined in recent years pri- 
marily by Wald, but except in rather simple (from the point of view 
of the experimenter) cases the theory has not reached the stage where 
it can be applied readily. Furthermore, it is roughly true to say that 
the experimenter is less frequently interested in tests of hypothesis and 
is much more concerned with problems of estimation. In comparing 
two treatments, for example, the situation is usually that, if a sufficiently 
accurate trial were performed, a significant difference would be found. 
A difference between the two treatments may be assumed to exist, and 
the relevant question to the experimenter is how big this difference is, 
and this raises the problem of estimation. This should not be inter- 
preted as meaning that the experimenter has no interest in the testing 
of hypotheses, merely that the greater emphasis is on estimation. As 
we shall see, an examination of the sensitivity of experiments, which 
is an aspect of the theory of testing hypotheses, is very important. 
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3.8 INTERVAL ESTIMATION 


With the theory of estimation described earlier we obtain a point 
estimate with an estimated measure of its accuracy. The point esti- 
mate alone is of little value because we are in the position of having a 
sample of one from a population of which we do not know the spread. 
We do not know, therefore, how close we are likely to be to the true 
value. An estimate of the variance of estimates is then essential for 
all investigational purposes, because, in general, small variance of the 
estimate implies closeness of the estimate to the true value for the situ- 
ations we shall consider. 

However, we are more frequently concerned with making an interval 
estimate, by which we mean the calculation from the data of an inter- 
val such that we know the probability of this interval containing the 
true value. Such an interval is known as a confidence interval. It is 
possibly worth while presenting here in simple terms the arguments by 
which a confidence interval on the mean of a normal population is ob- 
tained from a sample of n values. We know that, if 


i— 
the quantity Z is distributed as Student’s ¢ with (n — 1) degrees 
s/ Vn 


of freedom. 
ī— u 
s/ Vn 
is satisfied: namely, the percentage point p corresponding to the value 
of Lin the table of the ¢ distribution with (n — 1) degrees of freedom. 
Now this inequality can be written as Z — ts/ Vn Sn SA + ts/ Mu, 
and the probability that the inequality in this form is satisfied is also 
P. If then, having drawn a sample, we construct the interval 


We can then find the probability that the inequality “ S 


St 


* / Vn to r ＋ A/ Vn 


and say that the true mean lies within this interval, the probability 
that our statement is correct is equal to p. It should be noted that the 
probability is not of the true mean lying in the interval, because the 
true mean is a fixed unknown value and has no distribution, but the 
probability is the probability of the interval, which is the random varia- 
ble, containing the true value. If we draw the conclusion that the true 
mean is in the calculated interval for each case we examine, we shall 
be wrong on the average in (1 — p) of cases. This, then, is a con- 
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fidence interval on the true mean. Most of the estimates that are ob- 
tained in the analysis of experiments are linear estimates, which are 
distributed with a variance that may be estimated, and for which Stu- 
dent’s distribution may be assumed to hold. Examples will be given 
as they arise. 
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CHAPTER 4 


An Introduction to the 


Theory of Least Squares 


41 INTRODUCTION 


In this chapter we shall give an elementary discussion of least squares 
theory. This theory is basic to the subject of the design of experiments, 
and the material of this chapter is given with the hope that readers 
who are not mathematically minded will obtain sufficient insight into 
the process to appreciate the two succeeding chapters. 

As we have noted in earlier chapters, the basis of the analysis of ob- 
servational data is the formulation of hypotheses, or what really amounts 
to the same thing, the postulation of a mathematical model. This 
mathematical model in the simpler cases gives a value for each observed 
result in terms of various quantities which are unknown parameters or 
“constants” (hence, the term “fitting of constants”). For example, 
suppose we have two treatments and have subjected several experimental 
units to them. We might have as our mathematical model that the 
yields y under treatment 1 are given by 


Yy = hh + a; (1) 


The subscript 1 denotes treatment 1, and j denotes the jth experimental 
unit that receives this treatment, £4 the true yield from the treatment, 
and e1; the deviation of the actual yield from the true yield. This devia- 
tion is due to the use of a particular experimental unit and the fact 
that our observation is subject to environmental or other uncontrolled 
causes of variation. Similarly, for treatment 2 we might have the model 


oj = lo + ei (2) 


the symbols being defined likewise. 

In order to specify our model completely, we must have some knowl- 
edge about the es: namely, how they are distributed. Suppose they 
are distributed normally and independently about zero with the same 
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variance c?, which is unknown. The quantities we wish to estimate are 
tı, le, and to do this we use the principle of least squares: namely, to 
find the values of t, and t», say, f, and fy, such that the sum of squares 
of deviations of the observed values from these values is a minimum, 
That is, we find the values f, and £j which minimize 


Z(yi; — 1)? + Z(ys; — b)? (3) 


where = denotes summation over the observed values. The values are, 
of course, 


13 . 2 (4) 


1 
and * 
by = yo. — Iyzj (5) 

"2 


Furthermore, from least squares theory, an estimate s? of c? is given b; 
M 


1 
[= Qi; — yi) + » (yo; — w] (6) 


m ＋ 1 - 215 j 


1 
Finally, we can say that í,-— — Zyi; will be distributed normally 
nı 


1 
around its true value with variance /i, that îs = — Nei will be 
Tio 


distributed normally around its true value with a variance of /n, 
and, as these are independently distributed, that 11 — (; is distributed 
1 
normally around its true value with variance c? (= + -) Replacing 
mp ma 
c? by its estimate se, we know that 
1 2 d 


1 1 
5 
m Ne 


where d is the true difference, is distributed according to the / distribu- 
tion with ny + ng - 2 degrees of freedom, this being the number of 
degrees of freedom on which s? is based. This is the ¢ test given in the 
previous chapter and is, of course, well known. We may therefore test 
the hypothesis that d takes on any value, and, in particular, if we put 
d equal to zero, we may test the null hypothesis that there is no differ- 
ence between the treatments. We may also obtain a confidence inter- 
val on d: namely, that the interval 


(7) 


? A 1 1 
11 — la E bny+m.—2,95% 8 / + 82 
m m 
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has a probability of 95 percent of containing the true value d, 
tny-tna—2,95% being Student's £ for n; + n; — 2 degrees of freedom and 
95 percent. 
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The above is a particularly simple example of general linear hypothesis 
theory. In general, the situation is given by a theorem due to Markoff. 
Suppose we have observations ya, a = 1 to n, say, which are distributed 
with constant variance and uncorrelated errors around a linear func- 
tion, say, ba1p1 + ba2b2 . basps of unknown constants pi, *, Pe, 
the coefficients bat being known; the best linear unbiased estimates of 
the unknown constants pı, , ps are those that minimize the sum of 
Squares 

P» (ya — bap: — ba2P2 — — basDs)” (8) 
a 


The term “best linear unbiased estimate" should be explained. A lin- 
ear estimate of a parameter is a linear function of the observations, 
which is used to estimate the unknown parameter. Any function of 
the observations that estimates a parameter will be distributed in a 
particular way, as, for example, we can calculate the distribution of 
the mean of a sample from a normal population. This distribution will 
have a mean value, and, if this mean value is the true unknown value 
of the parameter, the estimate is called “unbiased.” The average of a 
number of independent unbiased estimates will tend with increasing 
number to the true value. We mean by “best” that the estimate will 
be distributed around the true value with a variance less than that of 
any other linear unbiased estimate. Finally, if the parameters pi, * 
Ps are not connected by any relationships, we know that the quantity 


Z(y« — bapi — barpo —+++— baspa)? (9) 


N — 8 


is an estimate of g”. 
As an example, consider the case of simple regression, where the model 
is 
yi = a + Br; + ei (10) 


the e,’s being normally and independently distributed with a constant 
variance c?. We minimize 


20% — a — 8i? (11) 
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and, by differentiation with respect to o and B, we get the two equations: 


Dy: = nd + Gr. 
or 
y. = a+ br. (12) 
and 
Dry; = Gx + B22"; 
Expressing @ in terms of B and substituting the result in the second 
equation, we get 


Day: = (ri). — Bada. + Or 


or 
1 (Ori) ). Der. — r.) (% — V. 
Ee Er. Ter xU ral Bh (13) 
Daz. — (Oro). D(a; — c.) 
where 
1 1 
y. Din &. Dx 
n n 
Also à = y. — Bz., and the variance c? is estimated by 
1 
2 = — By — ê — Ari? 
n—2 
1 Wd 
-— (u % — Bcc 2 )P (14) 
n—2 


= pay y)? — Be 200 101 
n—2 


The estimated variance of ĝ is s"/Z(v; — z.)?, and confidence intervals 
on f are given by 


ts 
dE CES: H 


As a second example, suppose we have the situation that we have 
observations y, assumed to be made up as follows: 
71 = d ＋ er 
yo = a; + a2 + 62 (16) 
ya = d + 6s 


where di, az are unknown and the e’s are normally and independently 
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distributed around zero with constant variance c?, What are the best 
estimates of di and dz? We have to minimize 
(1 — a1)? + (yg — di — a3)? + (ys — d) 


Differentiating with regard to a; and equating the result to zero, we 
have 
yi — dp d- yo — 41 — ds =0 
or (17) 
yi + ys = 2d, + dz 


Likewise, we have for dz the equation 
Y2 + ys = di + 242 (18) 
The estimates are then as follows: 
dy = iyi + 2y2 — y — Ys) 
= $n + y2 — v3) (19) 
do = 3 — (yi + va) + 2% + y3)] 
= $C + y2 + 2ys) 
The minimum value of the sums of squares of deviations is 
01 — di)? + (ya — d — å)? + (% — 2)? (20) 


and this divided by unity (equals 3 — 2): i.e., this quantity itself is an 
estimate of c?, which as usual we denote by s". 

It may be noted that this minimum sum of squares may be caleulated 
very simply as Dy? — di + Y2) — da(ys + ys). The corresponding 
general statements are given in the following two chapters. In brief 
the situation is that our equations for estimating the parameters are of 
the form: 

L(y) — g(a) = 0 


l(y) — g) = 0 
Ip(y) — g,(a) = 0 


where each of the functions l;(y) are linear functions of the y’s, and 
gi(a) of the parameters ai, as, , a». Then the minimum sum of 
squares is 


ete, 


Ey; — ál(y) — dalo(y) . dL 


Finally let us consider the accuracy of our estimates. Each estimate, 
di and dg, is a linear function of the observations, and its error is there- 
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fore a linear function of variates, each normally and independently dis- 
tributed around zero with a variance o°, The variances are then 


var (di) = (4 + 1+ De? = $e? = 30? Q1) 
var (dz) = ( + 1 + 4)o? = $e? = 30? (22) 

and the covariance is 
cov (di, de) = 52 + 1 — 2% = —$o? % (25) 
Estimated variances are obtained by putting s? in place of o°, and we 
may then obtain confidence intervals on a; and on az. It is occasionally 
necessary to make use also of a linear function of the parameters, say, 


ojd, + azap. This function will be estimated by aldi + ox», and its 
variance will be 


1 var (di) + o?» var (dz) + 2050 cov (Ai, da) (24) 


The subject of design of experiments is concerned to a considerable 
extent with situations analogous to the examples above, and a proper 
appreciation of the subject can hardly be attained without an under- 
standing of the process used. In the second example, the reader may 
find it instructive to examine other estimates of di and dz. For ex- 
ample, the quantity y2 — yı estimates a» for 


Yo — Yr = 41 0306 — di — € 
= d + eg — e 


The variance of this estimate of az is clearly 207, whereas the esti- 
mate we obtained by least squares has a variance of 302. Similarly, 
4(ys + ys — yi) estimates da, and the variance of this estimate is 
40, which again is greater than the variance of the least, squares esti- 


mate. 
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The examples we have discussed are all of a certain type, in that the 
observation is a linear function of the parameters and the error. This 
is a rather specialized situation, though it is the one that occurs most 
frequently in the analysis of the basic designs. 

To illustrate a different situation, we shall discuss the fitting of the 


relationship 
y; = a + bc? + ej (25) 


where y; is the observation associated with x; (greater than or equal to 
zero), the quantities a, b, and c are unknown constants, the e,’s are un- 
correlated with a mean zero and constant unknown variance c?, and i 
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runs from 1 to n. Many examples exist of responses to amounts of a 
stimulus following this relationship in one form or another. The pro- 
cedure is to minimize the quantity 


n 
E (y a bee 
i=l 
with respect to a, b, and c. Differentiating with respect to a and equat- 
ing the derivative to zero, we have the equation 


Se beo (26) 
Similarly, differentiating with respect to b, we get the equation 
ET —a-— be") =0 (27) 
and, differentiating with regard to c, we obtain the equation 
X abe — 0 — ber) =0 (28) 
= 


where, if z; equals zero, we put c equal to zero. These equations 
may be written in the form: 


na + kc?) = Zyi (29) 
al gc“) + bc) = Eyi” (30) 
a(Zzc 7!) + (Tric -i) = Iyami! (31) 


These equations are very tedious to solve, and some ingenuity may 
be required. If there is a small number of integral values of the t; 
say, 0, 1, 2, and 3, the following procedure may be used. The equations 
to be solved will then be: 


4a 4- b(1 +c + c? ) = N (32) 
all + e+ A +01 +e e + ch) =yot met yor? + ya 
(33) 


a(l + 2c + 32) + ble + 28 + 305) = yi + 2yoc + Sys? (34) 


By plotting the observed values we can make a guess of c. Inserting 
this guessed value, co, say, in equations 33 and 34, we shall obtain two 
linear equations in a and b, of which the solution is a — ao and b — bo. 
We may insert these values for a and b in equation 32 and then solve 
this equation for c, giving, say, ei. The whole cycle of operations is 
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then repeated until the estimated values for a, b, and c do not change 
appreciably. These final values will be the estimates of a, b, and c 
from the data. This procedure does not converge unduly slowly if the 
data conform reasonably to the law 25. Alternatively, we may con- 
sider the quantity 


Q= © (yi — a be (35) 


and note that the least squares estimates ao, bo, and co, satisfy 


aQ aQ ðQ 


=0 — e.) maae 

ða 4 ab é ðc 0 e 
Now, 
aQ aQ 9*Q Q 
— =—| +(a—a)—| + (bo — b)—— 
ðA lawo — 90 labe (2 ) ða? lave (bo we Ob labe 

+ (co — c) PS 
o da ðc labe 
s doter : aQ 
approximately, with similar equations for — — , where 
Ob fades OC lay 


aQ 


is the value taken by a when a = ao, b = bo, and c = c, 
ða da 
2 2 
and so on. Guessing values a, b and e, we may evaluate — , wi ' 10 
da ða? da b 
etc., for these guessed values, and we shall then have three equations 
in the three unknowns (a — ao), (b — bo), and (c — co). If the solu- 
tions are a’, b’, and c', then a closer approximation to the estimates ao, bo, 
and co will be ag = a+’, bo = b+’, and co = c +0. The process 
is continued with these new values, until a cycle of operations produces 
little change. Approximate variances of the estimates can be obtained 
in a way analogous to that which will be described in the next chapter 
for linear regression models. 
The reader will find that, if he wishes to fit this law, the fitting process 
is very laborious. Fortunately we shall not meet problems of such com- 
plexity computationally as this one for the bulk of this book, though 


one cannot avoid the problems in general. 


'aoboco 
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The General Linear Hypothesis 
or Multiple Regression 
and the Analysis of Variance 


5.1 DESCRIPTION OF STATISTICAL PROCEDURES 


The basis of most parametric analyses of experiments is closely re- 
lated to the theory of the general linear hypothesis or, in other words 
that are probably more familiar to the readers, the theory of multiple 
regression. Simple cases were dealt with in the previous pages, and 
we now present a general description. 

Our assumption is that the observations y are expressible as linear 
functions of some known variables x1, «+, z5, with residual errors which 
are normally and independently distributed around zero with constant 
variance. The model is then 


Va = fiti + Bote E.. Bp, + ea (1) 


where 21, 19, +++, 2, take on particular known values for each ya, say, 
Zia, 42a, ***, Lpa. Frequently we would let 21 = 1 for all a. 
Throughout this book we shall be concerned not only with the deri- 
vation of estimates, designs, and so on for particular mathematical 
models but also with the applicability of these models to the real world. 
There are always certain relationships inherent in the mathematical 
model, which are clearly apparent to the mathematician though not 
necessarily realized when the model is applied to a set of data. We 
shall endeavor to keep the two aspects distinct from each other without 
ignoring either. The model we are discussing here is an example to 
illustrate these points. This model states that the regression of y on 
any one 2; is linear with constant slope when the other variables x;(j # 7) 
are kept constant, and also that the slope of the regression of y on 2; 
is the same for all choices of the other variables. Suppose, for example, 
38 
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that we had two independent variables x, and £2, then for constant 22 
the relationship of y to z; is given by Figure 2, the lines corresponding 
to different values of x2 being parallel, of positive or negative slope, of 
course. Similarly, the relationship of y to zə is given by Figure 3, the 


N 
N 


Xi * 
FIGURE 2. FIGURE 3. 


lines corresponding to different values of xı being parallel. In applying 


the model 
y = Bix, + Bowe + e 


to a set of data, we are then excluding from the start the situation rep- 
resented by Figure 4. If we apply 
the above model to a situation such 
as this, we shall obtain an unrelia- iow 
ble if not completely faulty picture 
of what is happening. In all the 3 
diseussion of models that we shall 
give, we shall be speaking in terms 
of the experimenter's aims, that is, 
what effects factors have, and so 
on, and not in terms of obtaining 11 
a representation of some population. 1 8 0 4 
A more complicated model could 
be used to deal with the situation deseribed: e.g., one involving the 
product 2125 possibly. 
To estimate the 8's, we use the method of least squares: that is, we 
minimize the sum of squares of deviations: 


x, high 


E (Ya — Bitia — Baten — Gare): 


Differentiating with regard to £i and equating to zero, we obtain the 
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first equation below, and, with regard to 8», 8, „ Bp, the succeeding 
equations: 


fis + G2 Tiere E. ＋ Bp2tetpa = Zystie 


Br Ze o%20 + 8221 2a +++ ++ BpBt2alpa = Zyatoa 
(2) 


I rlarpe + BoDteatpa E. BD pa = LYaXpa 


These equations are known as the normal equations. Let us suppose, 
also, as will be generally the case in regression problems, that our 2;’s 
are not such that one or more linear functions of them are zero (for ex- 
ample, it is not the case that z; + t2 = a constant). Then a unique so- 
lution to the above set of p simultaneous equations exists. In order to 
solve them, the following procedure is usually best. We first solve p 
sets of p equations, the first set of which we write as follows, using 
Sij = Sj; as an abbreviation for T Viatja: 
a 


01811 + C212 +: 8 = 1 


1812 + C2822 P c = 0 
(3) 


0181 + CoSop P + CpSpp = 0 


Denote the solutions of these equations by eli, c12, ***, Cip, the first 
subseript indieating that this is the solution for the first set of equa- 
tions and the second subscript denoting the particular c solution. 
Now we solve these equations with the numbers 0, 1, 0, 0, ., O on 
the right-hand side: i.e., unity on the right-hand side of the second equa- 
tion and zero on the right-hand side for all the other equations, the 
solution being denoted by C21, C22, , co. Similarly we solve the 
equations with unity at the right-hand side of the third equation, the 
fourth equation, and so on to the pth equation, in each case the right- 
hand side of all the other equations being zero. 

Arranging all our solutions we have a set of p? numbers which are 
arranged in a p X p square, the whole array being known as a matrix: 
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011012 * Cip 


21022 C029 


CpiCp2 * ** Cpp 


This matrix is the inverse of the matrix with S;; in place of ci; and may 
be obtained by other computational procedures. It will be found that 
cij = cji: that is, that the array of c’s is symmetrical about the leading 
diagonal. Then our solutions for 81, Bs, ***, Bp are as follows: 


By = en PI eisPo K c 


Bo = CaP 1 + c22P2 K. ep 
(4) 


Bp = CipPi + CapP2 tet ĉppPp 
where P; is V yatia- 
a 


We note that the c;js are derived entirely from the us; that is, 
they are a function of the structure of our observational setup and are 
not related to the y’s or to the e’s. The quantities estimating 61, * * *; Bp 
are linear functions of the y’s, for example: 


Bi = yalcrrtir + erst +++ ++ C1ptp1) 
+ (eiii + ci2r22 KE. Cippo) 


+ yn(Critin + Craton +++ cin) 


The expectations of the B's are easily found to be the corresponding f's. 
Furthermore the variance of B; is cio”, and the covariance of any two 
B's, say, B; and B; is cio. It should be noted that, for estimation pur- 
poses only, the assumption of normality and independence of the e’s 
may be relaxed to the assumption that they are uncorrelated, retaining 
the assumption of zero mean and constant variance. 

An estimate of c? is derived from the sum of squares of deviations 


about the estimated values, in fact, by 
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1 x 4 
v= vig D Wa — Pixie — Bot2a — — Bptpa)” (5) 


This quantity is substituted in the expressions for the variances and co- 
variances of the estimates of the regression coefficients. The quantity 
s? is more simply calculated as 


Q^. — BPI — B2P2 - ÊpPp) 
1 

or 1 

[Zya — R(B1, B», , 89] (6) 

n—p 

where 

R(81, 8», „ Bp) = ZB;P; 
is the sum of squares removed by the regression on #1, zo, +++, d. The 


results may be expressed in terms of the analysis of variance as shown 
in Table 5.1. 


TABLE 5.1 
Variation Sum of 
Due to df Squares Mean Square 
Regression p ¥ BP: OB. P/ = Ser 
Remainder n p Difference Difference) /n — p = s* 
Total n X» Vis 


T 


To test the significance of the regression coefficients jointly we evalu- 
ate the mean squares in the analysis of variance table and compute a 
variance ratio s’,/s’. Under the null hypothesis that the true regres- 
sion coefficients are all zero, this ratio is distributed according to the F 
distribution with p and n — p degrees of freedom. Alternatively, to 
test the hypothesis that the 8's are, say, Bio, we compute the ratio 


p i — 89)(P: LBS 
5 7 


1 ps? 


and this is distributed again according to the F distribution if the true 
B's are the Bio S. 

The above analysis is not exactly the same as that usually appearing 
in books on statistical methods, and the reason will appear shortly. 

A frequent problem in regression analysis is the following. We wish 
to test whether certain of the regression coefficients are zero without 
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making any assumptions about the remaining coefficients. Suppose we 
rename our regression coefficients 61, ***, Bg, Ba+1, 64%, „ Bp» and 
we wish to test whether 6,41, 8442, ***; Bp could be zero. 

The procedure is simple: namely, to estimate the regression coefficients 
in the model 


Va = B121 + Bote E Bata + € 


obtaining, say, 8*1, 62, +++, B*a 
These 8*'s will be the solutions of the following set of equations: 


61811 + 82812 K. 4 82812 = Pi 
61812 + 62822 KP. 8482 = Pa 
6181 + 6282 P 084 = Pa 
The sum of squares removed by the regression 1, +++, t; is equal to 
R(B1, Bo, , Ba) = B%1P1 + B*2P2 K Pe (8) 


We can then construct the analysis of variance given in Table 5.2. 


(7) 


TABLE 5.2 
Variation Due to df Sum of Squares Mean Square 

Regression on Ti, ***, Tq q z B*;P; 82 
Regression on zg41 ** *» Tp p @ 

after fitting a1, +++, 2a p—4 »» 5. — »» B*;Pi Sa 
Regression on 21, ***; Zp p È AP; 85 
Remainder n—p Difference 82 

Total n zy 


To test the hypothesis that 8,41, ***, Bp are zero we utilize the fact 
that, under the hypothesis that they are zero, the mean squares 82. 
and s? are independent estimates of the same variance each distributed 
like x?c?, where c? is the true variance around the regression equation 
in a, . ta and the degrees of freedom for x? are p — q and n — p, 
respectively. The ratio s2,/s? will therefore be distributed as F with 
p — q and n — p degrees of freedom, and the test is made by reference 
to the F table. 

From the previous paragraph we may obtain the usual regression 
test. This test is devised to test whether deviations about the mean 
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have a regression on the independent variates. Our complete hypothe- 


eis is that y= gu + 6222 H.. . Bpty + €a 
and our restricted hypothesis that 
Ya = Bit: + e 


where 21 is unity for all the observations. The estimate 8*, is J, the 
average y, and, with the complete model, we estimate the relationship 


tobe ya = (J — ge Bp) + Bate +++ + Bpity 
where 2 is always unity, and f, is equal to 
(g — Bot. — Bats —--+— Bop) 
The analysis of variance corresponding to these two hypotheses is then 
as shown in Table 5.3. 


TABLE 5.3 
Variation Due to df Sum of Squares 
Regression on 2 (i.e., sum of squares 
due to mean) 1 gly 
Regression z, +++, £p of deviations p—1 (Ps. — my) + Ha Ps — 3X) 
about mean ++ BEDS Ay) 
Regression on æ ++", Zp p (g — Bot =- — By?) C) 
+ AP: EP, 
Remainder n — p Difference 
Total n zy 


The “correction for the mean," gZy, with 1 degree of freedom, may 
be deducted from the total, and we are left with the analysis in Table 5.4, 


TABLE 5.4 
Variation Due to df Sum of Squares 
Regression on 22, ++, 4 p—1 G2 Pre + Pe +° +++ BpPoe 
Remainder n Difference 
Total n—1 Dy e 


which is the more usual form, where we write Pze, for example, instead 
of Pa dz, to denote the sum of products around the mean. 


5.2 EXTENSION 


The above process may be extended in the following obvious way. 
Suppose we have a series of hypotlieses, each. nested within the suc- 
ceeding one, the models being 
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| Ya = Brit: + 82 P. Bota + ea 

f Ya = Baty + Bora +++ ++ Bata + Barter K f f rar + Ca 

| Ya = Bits + Bote +++ 4 Bota + Ga Ira LH °° Batrtatr 

| + B. ig ri beet Botrtetatets F Ca 


and so on. 
Corresponding to these hypotheses we shall have a partition of our 


degrees of freedom as shown in Table 5.5. 


TABLE 5.5 
Variation Due to df Sum of Squares 
Regression on 21, * * *, 2g q R(£y, Bo, „ BO) 
Regression on 241, * * *, Zqr after 
ET T Difference (= R, say) 
Regression on zı, ***, Tq Tat er qtr R(fy, Bo, „ Bose) 
Regression on Tq4r+l, * * *» Ta+r+s 
after a1, °°, Tar 8 Difference (= S, say) 
Regression on 21, ***, % ql ***» 
19 Kr. 10 rl , Varta qtrts R(B1, Bo, , Batra) 
Remainder Ne E 
— POP E 
Total n T 


Of the various hypotheses that can be envisaged, only a few can, in 
general, be tested. We can test the following, for example, supposing 
we have only the three groups of parameters given above and have ob- 


tained the above analysis of variance: 


1. All fs are zero: i. e., 61 = 82 —::: = Bars = 0. 
2. Bayi = Bore = —-— = Baer = 0. 
3. Bard = BAH: 7 Beer = 0. 


The test of the hypothesis 
Bi = Bs mm Batris = 0 


is obtained by comparing the mean square for regression on 21, 29, ***; 


14.474, namely, 
R(B1, Bo, 775 Barn) 


qtrt+s 
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with the remainder mean square, E/ne, by the F test with (g + r + s) 
and n, degrees of freedom. 
To test the hypothesis 


Bo+1 84½jẽůlL = Ba+r+s = 0 
we compare the mean square 
R(B, Be, „ Batr+s) — R(B1, 82, +++, Ba) 
1 ＋ 8 


with Eyne by the F test with (r s) and n, degrees of freedom. To 
test the hypothesis 


B = By — 6. 0 


we would have to make a different order of subdivision of the analysis 
of variance in which the independent variates xı, +++, z, are the last 
ones to be included. 

We can make any test of the following form: Is the regression on us, 
vj **5, Xp Significant after we allow, say, æa, zy, ***, Xe to account for 
as much variability as they can? Alternatively we can test whether 
the regression on Ta, , , Te is significant after we allow ti, vj, ++, 
x, to account for as much variability as they can. We can also test 
whether the sets of regression coefficients take particular values. As 
will be seen in the later section giving the proofs of these results, we 
cannot test for regression on z;, Xj, «++, x, merely by disregarding the 
other x’s. Also, in general, we cannot say that a certain proportion of 
the variability of the /s is attributable to Ta, to, «++, Xe and a certain 
proportion to Xi, xj, +++, , and so on. If we characterize groups of 
the parameters, the B's, by Yı, Y2, etc., we shall find, in general, that 
our estimates for any one group depend on assumptions made with re- 
gard to the other groups. For instance, if it is found that the regres- 
sion on a set of the independent variates z;, £j, - - -, h is not significant, 
it might seem to be correct to calculate the regression on the remaining 
variates by ignoring z; d, +++, b. This amounts to assuming that the 
regression on ti j ++, h is, in fact, zero. If this regression is not 
zero, the procedure mentioned would lead to biased estimates of the 
regression on the variates included. Only insofar as the bias introduced 
is negligible will the estimates be satisfactory. The bias may be evalu- 
ated in particular cases. 

There is also a difficulty in the interpretation of the regression coeffi- 
cients. Suppose we wish to estimate, from a set of observations of 
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rainfall, altitude, latitude and longitude, and the yield of a crop, the 
effect of varying independently each of these first 4 factors on the yield 
of the crop. It may well happen that in our data, rainfall and altitude, 
are very highly correlated so that errors in the estimation of the effect of 
rainfall are highly correlated with errors in the estimation of the effect 
of altitude and vice-versa. The extent to which this is important de- 
pends on the population to which the statistical results are to be applied. 
If in this population the same correlation exists, the correlation of errors 
of estimates may be unimportant. 


5.3 THE LIKELIHOOD RATIO TEST 


The tests of hypotheses which we have discussed are all derivable 
from the likelihood ratio test procedure. In the case of testing for re- 
gression on 2,41, ***, Up, the maximum of the likelihood under the orig- 
inal hypothesis is equal to: constant (s?) "2, Under the hypothesis 
that the regression on 241, ***, £p is actually zero, the maximum of the 
likelihood is equal to 


Constant [(n — p)? + (p — q)s*,] "^? 


Wmax) 


L 
The ratio ( is then equal to 


— 2 — 2 1-1/2 
Constant |o 9e Ex a (p — Qs : 
S 


AX, 


This leads to the variance ratio test on s”,/s” already given. 

In all cases of the linear hypothesis, the test criterion becomes the 
ratio of the minimum sum of squares of deviations under the hypothe- 
sis to be tested to the minimum sum of squares of deviations under the 
original hypothesis. The analysis of variance provides a convenient 
means of obtaining these minimum sums of squares and, hence, the 
mean squares. The mean squares are obtained so that we can use the 
tabulated F distribution. 


5.4 REDUCTION OF OTHER CASES OF REGRESSION 


Practically all cases of the testing of hypotheses on regressions may 
be reduced to the form already described. We shall give one example: 
namely, the testing of heterogeneity of several linear regressions. In 
this case we suppose that we have r sets of data, each set, denoted by 7, 
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consisting of a number of observations on y and z. For the ith set we 
55 yj = ei Bi + eij 

where y;; and z;; are the jth (j = 1, 2, +++, nj) observations of the de- 
pendent and independent variables, respectively, in the ith set. We 
may wish to test equality of the a’s, of the 8's or of both for the sets of 
data. Suppose we wish to test the equality of the 6’s, making no as- 
sumptions about the o/s. The model may be written 


yu = ali + Ozz +--+ Oz, + 21181 + 062 +--+ 08, ＋ er 


Vim = 0321 + Ozz ++ ＋ Oz, + misi + 082 T. ＋ 067 + ein 


Yor = Oel + azza E.. 02, + 081 + t2182 +++++ 067 + a1 


Yon, = O21 + azza E. . Oz, + 081 + 22482 P. 08, + Cone 
Ju = Oel + Oza ++ +++ df. + 081 + 083 +++ ++ Uri Br + Crt 


Vn, = Oel + Oza +++ cree + 081 + 082 T. Rus + ern 


where 21 = 1 for observations in the Ist set 
= 0 for all other sets 
zə = 1 for observations in the 2nd set 
= 0 for all other sets 
and so on. 


We wish to test the hypothesis 81 = 62 -= 85, and this will pro- 
ceed as in the general case. 

It may be verified that the test reduces to an analysis of variance of 
the form shown in Table 5.6. 


TABLE 5.6 
Due to df 
Separate o's and a common 8 r+1 
Difference m=i 
Individual regressions 2r 
Remainder Zn; — 2r 


Total about zero Zni 
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TABLE 5.7 
Due to df 
Common 8 1 
Difference r=1 
Individual 8's T 
Remainder Zn — 2r 
Total within sets Eni -r 


This analysis may be reduced further to the form given in Table 5.7, 
where 


Total within sets = >> (yy — yi)? 
ij 
Sum of squares due to individual regressions 
[= (% — Yi) (Rig — ni) 

3 —— — 

7 È n zi)? 
j 

Sum of squares due to common regression 


[ZX Wis ο,ỹ,. a) 
be m)? 
. 0d 


1 1 
yi. being - DY viz, and t. being z J zij. Other cases may be examined 
5x] fF 


easily by the same procedure, though the reduction to analysis of vari- 
ance form is not always immediately obvious without some practical 
experience. 


5.5 ORTHOGONALITY 


If our data conform to a certain pattern, we do not become involved in 
the difficulties of estimation and testing of hypotheses about the parame- 
ters mentioned earlier. This is so when the estimate of any one parame- 
ter of one group is uncorrelated with that of any parameter of any other 
group. In other words our c matrix, which when multiplied by c? gives 
the variance-covariance matrix of our estimates, may be arranged so 
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that it is of the form: 


Yı Y2 Arv d 
— — — — — 
xa 
vir: 0 0 0 
* 
UY X: 
72 0 zr: 0 0 
2 ig 
rg 
73 0 0 BED 0 
zr x 
Here yı, Y2, +++ denote the groups of parameters, and the matrix is 


such that, when the rows and columns are arranged so that those corre- 
sponding to yı are contiguous, those for y» contiguous, and so on, the 
elements of the matrix are zero, apart from the elements corresponding 
to each group of parameters. 

If this is the case, it is easily proved that the estimate of y1, say, is 
unaffected by whether we first estimate the parameters of any or of all 
of the other groups. The proof is, in fact, obvious when we consider 
the equations for estimating all the parameters. The matrix of the 
coefficients in the least squares equations will be of identical form with 
the c matrix, so that we get the same equations for estimating the param- 
eters of the group yı, regardless of whether we also have equations for 
estimating the other groups. Likewise, the total sum of squares re- 
moved by the regression may be partitioned to give an analysis of vari- 
ance of the form shown in Table 5.8. 


TABLE 5.8 
Sum of Mean 
Due to df Squares Square 
71 PL 81 821 
72 p: Se 8, 
Total due to Yr 72, „ p Sp s 
Remainder n—p Se os 


Total n iyu 
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The expectation of each of the mean squares under the hypothesis 
that all the 6’s are zero is equal to o°, the expectation of the remainder 
mean square. If some of the parameters of the group y: say, are not 
equal to zero, the expectation of s°; will be c? plus a quadratic expres- 
sion in the parameters of y;, while the expectations of all the other mean 
squares will be 62. So, when the null hypothesis is false, the expecta- 
tions of the mean squares are: 


E(s)) = e? + Qv) 
EGS) = e? + O 


E(s) = c? 


Each of the quantities O (Yi), etc., is positive, except when all the pa- 
rameters of the group y: are zero, when Q(y;) is equal to zero. Each 
of these mean squares under the null hypothesis that the 8's of its group 
are zero is distributed independently of each other as x70”, where x? 
has the appropriate number of degrees of freedom. We may, therefore, 
test any of the groups using the F test with appropriate degrees of 
freedom. Our tests will not of course be independent because we shall 
be using the same denominator in all, and whatever deviation s?, has 
from o? will affect all the F tests in the same way. 

When the above situation exists, the pattern of observations is said 
to be orthogonal for these groups of parameters. In passing we note 
that: 


1. The orthogonality relates to the model we assume, in particular 
the assumption that the residuals of each y are uncorrelated (or inde- 
pendently normal) with the same variance. 

2. As a rough generalization, the importance of orthogonality de- 
creases with increasing quantities of data, providing the correlations 
are not close to unity. 

3. In many situations we wish to predict the result of increasing the 
level of one factor: The fact that we have independent estimates of 
each of the regression coefficients will be of no help, if we cannot alter 
the level of the one factor without altering the level of other factors. 
This tends to vitiate, more or less completely, the results obtained from 
the analysis by ordinary regression methods of many survey data. 
For the research worker usually resorts to the analysis of survey data 
when he is unable to perform experiments: that is, when he is unable to 
vary the factors himself at will. Consider for example the problem in 
farm management economics of assessing output y in terms of size of 
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farm a, capital invested x2, and labor used 23, for a particular type of 
farming region. (We suppose the economie terms to be defined ade- 
quately.) Analysis of survey data by farms by the usual methods may 
result in an equation of the form 


y = a+ Bii + Bote + Bats 


but the interpretation of this equation is in many cases almost entirely 
a matter of guesswork. Can we estimate, for instance, from this equa- 
tion the effect for an individual farmer of increasing the capital invested? 
On the other hand, it may be said in extenuation of the fairly frequent 
use of this method that it is of value in demonstrating the existence of 
relationships in the population studied, and this may be of real value 
to the research worker. The difficulties mentioned above have led in 
economies to the development of structural equations, which take ac- 
count of the interrelationship of the so-called independent variables. 


5.6 QUANTITY OF INFORMATION 


Emphasis has been made in several places on the economie aspect of 
experimentation. It is fairly easy to visualize the way in which the 
cost of an experiment could be caleulated, though it might be difficult 
in particular instances to assess the cost of the various resources on the 
same scale, in terms of dollars, say. For to do this we have to put some 
value on the time of the experimenter as well as on the materials and 
hired labor. It might be a rather difficult decision to assess the value 
of a week’s work by the experimenter on an experiment. If he were 
not doing the experiment, what else would he be doing, and what would 
that be worth? Usually he is on a payroll and his salary will be paid, 
within limits, whether he performs the experiment or not. 

Supposing, however, that a reasonable cost function has been devised, 
what measure can we have of the value of his experiment? There are 
two aspects of the value of an experiment, to only one of which a meas- 
ure of quantity of information can be attached. The aspect that can- 
not be evaluated except perhaps by the market value of the experi- 
menter is whether he has good hypotheses, good in the sense of leading 
to advances in knowledge. Suppose for example one is studying the 
nutrition of a child. Anyone with the vaguest of ideas on nutrition 
would be able to suggest various factors that might be varied in an ex- 
periment so that their effects could be estimated. The experimenter 
with the more original mind will suggest a more valuable set of factors 
to be tested and will devise techniques for their measurement. Noth- 
ing in statistical reasoning however suggests a method of ascribing a 


QUANTITY OF INFORMATION 53 


measure to this value, except in the sense that the better experimenter 
will be able in the long run to predict a variable affected by many fac- 
tors with greater accuracy. 

The other aspect is this: Supposing the experimenter has decided on 
the factors to be investigated, is it possible to ascribe a measure of value 
to the various possible designs that are available? To make the dis- 
cussion more concrete, suppose the function of the experiment is to es- 
timate a single parameter. The only requirement that our measure of 
information should satisfy is that the information on a parameter pro- 
vided by, say, two independent samples from the distribution should 
be equal to the sum of the information contained in the two samples 
considered separately. This implies of course that the information is 
directly proportional to the size of the sample. The generally adopted 
measure of quantity of information is that originated by Fisher.“ 

Fisher defined the quantity of information, stated completely in math- 
ematical terms, as follows: Suppose we wish to estimate the parameter 
6 for a distribution f(x, 6), then the amount of information in a sample 


of size n is equal to 
00 ð iT 2 
nl = af ( æn fdz 
— 00 


In the case of the normal distribution where we are estimating the 
mean p, 


DARE rr E 
then 
log f = js (2) — logs = I 
and 
og fi m Eu 
Ou q o 
so that „ 0 1 N 
c fel 28 ot Vero Mans 
n 
EDT 


The information per observation is therefore 1/ c?. In the case of an 
estimate that is normally distributed around its expected value, we use 
then the reciprocal of the variance of the estimate as a measure of the 
information given by the estimate. It is obvious that this measure of 
information has the required property, and intuitively this seems a rea- 
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sonable measure. For the variance of a mean of a normal sample of 
size n; is o”/n, and of another sample of size na is c?/no, while the vari- 
ance of the mean of the combined sample is c?/(n; + n3). The infor- 
mation about the mean of the population is obviously contained en- 
tirely in the variance of the estimate, and the only function of this vari- 
ance that is additive for independent samples is the reciprocal. 

In the case of the general linear hypothesis, it was stated earlier in 
this chapter that the variance-covariance matrix of the estimates of 
the parameters was the c matrix multiplied by o, and the obvious 
analogue for information in this case is the matrix which was inverted 
to give the c matrix: that is, the matrix of the coefficients of the linear 
equations which give the estimates. This matrix is often referred to 
as the information matrix. In general, we would use a volume based 
on this information matrix, usually that of the ellipsoid of concentra- 
tion. We saw above that it was desirable both for testing hypothesis 
and estimation that the c matrix be diagonal and, therefore, that the 
information matrix be diagonal. Our estimates are then uncorrelated, 
and we may consider the information contained in each estimate inde- 
pendently. 

Another measure of quantity of information is given by Wiener ? in 
his recent remarkable book Cybernetics. This measure relates however 
to a priori and a posteriori distributions of the parameters and therefore 
appears of little value in the present context, though, when an a priori 
distribution exists, it would be useful. 


5.7 PROOF OF THE RESULTS OF THIS CHAPTER 


In the proofs we assume that the reader is familiar with matrix nota- 
tion, which enables a considerably shorter presentation. The observa- 
tions and parameters are connected by the relation 


y=Xp+e (9) 
where 
in Titor 55 Tpi By h | 
B» 
Y = % X=] tore m sen P= i and e = eq 


Yn Vinten *** Lpn a is 


PROOF OF THE RESULTS OF THIS CHAPTER 55 


The es are assumed to be normally and independently distributed 
2 


around a mean of zero with variance o”. The sum of squares which is 
to be minimized is 
e'e = (y — XB'(y — XB) 
= yy — B’X’y — y'XB + pXxp (10) 
= y'y — 2y'XB + pxxg 
Differentiating with regard to 8; and denoting XX by S, we get the 
equations j 
SB = X'y 
Note that S is certainly non-negative, for any quadratic form u'Su = 
ux xu = (Xu)'(Xu), which cannot be negative. 
If S is non-singular, 4 
Ê = S (11) 
It is readily verified that the 5s are unbiased, for 
E(B) = ES N 
EIS IX AB + e)] 
= E(S^!Sp + S^X'e) (12) 
zB 
The variance-covariance matrix of the estimates is equal to 
EKÊ — BB — B'] Nee NXS since S = X'X is symmetric: 
156,8 S 
= SCXVIXS^ where Ip is the p X p unit 
matrix, since the eps have 
zero mean and constant vari- 
ance and are uncorrelated 
c SX XS! 
= SISS! (13) 
= 0281 
It should be noted that S~' is the matrix c;; described earlier. 
Now we prove the property of “best linear unbiasedness.” If the 
linear functions Ay are to estimate B unbiasedly, we must have 
E(Ay) = E(AXB + Ae) = p (14) 
so, since E(e) = 0, the matrix A must satisfy 
AX =I (15) 
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The matrix (SIX! + B) will satisfy this relation in place of A if 
BX = 0, (16) 
where O, is a p X p matrix, all of whose elements are zero. 
(S7X' + By 


is an arbitrary unbiased estimator of B, subject to this condition on B. 
The variance-covariance matrix of the estimates is equal to 


E[(S7!X' + B)ee'(XS— + B] = X/ + B)(XS—! B/) 
= (S- + SX B + BXS-! + BB’) 
= o°(S-! + BB’) (17) 


But BB’ is such that the ith diagonal element is the sum of the squares 
of the elements of the ith row of B. Any diagonal element of BB’ is 
therefore positive, unless all the elements of the row are zero. Any 
unbiased linear estimate of each 8; other than the one we obtained in 
equation 11 has therefore a greater variance. It should be noted that 
in this derivation we have made use only of the assumptions that the 
e’s have zero mean and constant variance and are uncorrelated. For 
tests of significance we use normal distribution theory, so that normality 
is also required. This, with zero correlation, implies independence of 
the e's. It is easily proved that the best linear unbiased estimate of a 
linear function of the parameters is the same linear function of the esti- 
mates of the parameters. 
To obtain the test of significance we note that 


(y — XBo)'(y — XBo) = (y' — B'oX)(y — XBo) 
= [y — BX’ + (5 — g'oX'Ity — XÊ + X(B — 01 
= (y — Ex) — xà) + G' — 8X2Xx(8 — Bo) . 
+ (B’ — g'ox'(y — Xf) 
+ (B — g'ox'x(à — Bo) (18) 


where Bp is an arbitrarily chosen set of fs. Utilizing the fact that 
SB = X'y, or y’X = fS, we note that the second and third terms (which 
are equal) are zero. The identity in Bo 


(y - XBo)'(y — XBo) = (y — XB)'(y — XB) + (8 — B’o)S(B — Bo) (19) 
therefore holds. The first term on the right-hand side is the sum of 
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squares about the fitted regression equation. We found above that 
Ê = B+ Se 
y — XB = XB + e — XB XS Ne (I — XS-X)e (20) 


50 


This term is equal then to 
e'(I — XS IX) U- XS7X^)e = e'(I — XS71X’)e (21) 


and is a quadratic form in the errors e, regardless of the true B and Bp. 
The second term on the right-hand side is equal to E(B1, Bs, ***; Bp) 
of the first section of this chapter and equals 


[(B — Bo) + S X'el'SI(B — Bo) + S*X’e] 
= (B — Bo)'S(B — Bo) + 2(B — Bo)'S'Ke + e'XS"X'e (22) 
Now consider the two cases: 


1. Suppose Bo = B: i.e., the Bo,’s are the true values of B,’s. Then, 


j (y — XBo) =e 
ni 
s e'e = e'(I — XS^X/)e + e/XS^!X'e (23) 
or 
Dea Qi + Qo (24) 
1 


where Q; and Qs are non-negative quadratic forms in the e's. Oi is 
non-negative because it is equal to (y — XÊ) (y — XÊ), and C is non- 
negative because it may be written (X'e)'S7 (X'e). The rank of the 
left-hand side is certainly n: the rank of Q» is less than or equal to the 
rank of S, and the rank of Q; is less than or equal to n — p, for Q1 is 
the sum of squares of the quantities 


(y 2 Xf. 
which are connected by p linear relations, since X'(y — x) =0. Be- 
cause the rank of the sum of quadratic forms is less than or equal to the 
sum of the ranks, it must be the case that 
rQ) = n p 
and 


Q) = p 


We now use Cochran’s theorem (see for example Cramér ?): 


If >) 22; = Qi + Qz .. Qr where Qi, O2, Qr are non-negative 
1 


58 THE GENERAL LINEAR HYPOTHESIS 
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quadratic forms of ranks vi, 72, , 7 and > 7; = n, then there exists 
1 


an orthogonal transformation z — Oy, such that 
ri ritre A 
a= Xv. Qo» — > ys ete. 
1 ril 


This is a theorem in algebra, and its value in statistics arises because, 
if £1, 29, „ 2, are normally and independently distributed around a 
mean of zero with variance c?, then y;, , Yn, where x = Oy, O being 
orthogonal, are also normally and independently distributed around a 
mean of zero with variance o°. The quadratic forms Oi and Qs have 
then the distributions, 


Q3. 20, Qo = Xi 


is distributed as F with p and (n ) degrees 


and the ratio 9; / Q 
Pike stop 
of freedom. 

The properties of the estimates and the fact that E(Q1) = (n — pe? 
are known as the Markoff theorem, and it may be noted that the assump- 
tion of normality is not necessary for this theorem. The necessary con- 
ditions on the errors are that they have expectation zero, are uncorre- 
lated, and have the same variance. 

2. Suppose B = Bo. Then, 


(y — XBo'(y — XBo) = Q1 + Q2(Bo) (25) 


Now Oi is exactly the same expression as before and is therefore dis- 


tributed as x=. The quantity Q»(Bo) has an expectation of 


po” + (B — Bo'S(B — Bo) 26) 
and, since S is positive definite, this expectation is greater than po’, 
if B = Bo. The ratio F = VV 

p n.p 


B = Bo, and, if B = Bo, the numerator will on the average be greater 
than the denominator. The ratio F may therefore be used to test the 
hypotheses B = Bo, for deviations from the hypothesis will tend to 
make F large. The upper tail of the F distribution must be used as a 
critical region. From the point of view of computations, it is worth 
noting that equation 19, 


(y — XB9'( — XBo) = (y — XB — XB) + (B’ — B’o)S(B — Bo) 
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may be put in the form 
(y — XÊ) (y — XB) 

= (y — XBo)'(y —XB) — (f g — XB) (27 
In words this says: i 


Sum of squares of deviations from fitted regression = sum of squares 
about hypothesized true regression — > (8; — Bo) X right-hand side 
i 


of ith normal equation] 


The test of the hypothesis B — Bo has been obtained essentially by 
use of the likelihood ratio test. It has been proved by Hsu, Simaika, 
Wald, and Wolfowitz that the test given above has optimum properties 
(see Wolfowitz 5). 


5.8 THE TESTING OF A SUBHYPOTHESIS 


We now suppose that the parameters 61, , Bp are divided into two 
groups yi, ***, Yq and à, , 5p—q so that y = XB +e = XIV + X56 
+ e, where XI is the matrix composed of the first q columns of X, and 
X» of the last (p — q) columns, and 


Yı 61 
y=|-} =]: (28) 


Ya 55 


Suppose we wish to estimate y and to test the hypothesis that y = Yo. 
We could assume ê = do, and we would then have the hypothesis 


y Na do = Xıy + e 
and, from the previous section, we would estimate y by 
4(8) = (X'1X1) !X^(y — X280) 
This estimate is biased unless do equals the true value 8, for 
E[4(89)] = (1X) XXY + Xo(8 — 8] 
= y + XX *X'1X2(5 — ôo) (29) 


Since, in general, we do not know 6, we must estimate both y and 6, 
and our estimates will then be unbiased. If, however, we know 8, we 
would be foolish not to use this information, for the variance of $(8) is 
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less than the variance of 9 (except with orthogonality of y and 8). 
"This follows from the basic theorem on the best linear unbiased estimate 
and can be verified easily by noting that 


var ($;) = var [r)] + var [$; — 4:(8)] + 2 cov [$5 Pi — 4/(8)] 
and that it is easily found that 
cov [45 J. — $;(8)] = 0 


the subscript 7 denoting any component of 4 or 98). 
The procedure for testing y = yo can be obtained by the likelihood 
ratio criterion. Under the original hypothesis, 


Ho: y = Xıy + Xô + e 
and, under the restricted hypothesis (or subhypothesis), 
Hi: y = Xiyo + XG + e 
where vo is known. The minimum sum of squares under Ho is 


O — Xi — XS) (y Xi — X) 
where 


3 
The minimum sum of squares under Hi is 
[y — Xiyo — Xo&(vo)'ly — Xiyo — X28 (0)! 


S(yo) = (X^2X2) XZ — Xiyo) 


The column matrix 6(yo) denotes the estimate of ô, assuming that 
Y = Yo, so that 


5(yo) NN ND — XO) 
= (X2X3) XIV — vo) + X28 + e] 
= (XX) XXIV — yo) + ô + (X'2X2) Xe (30) 
But, from the identity 19, we have 
(y — Xiyo — X280)'(y — Kiyo — X989) 
= ly = IVO — X26 (yo)! — Xiyo — X28 (vo) 
+ [B(yo) — del NIS (Yo) — de] (31a) 


where 
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and also 
[y — X1¥o — X28 (vo) ly — Xivo — X25(yo)] 
= (y — X19 - XÂ)’ (y — 9 - Xô) 
Je E Y— vo 
ie sow 55 sav m 
so that we have the identity in Yo and do, 
(y — Xiyo — X280)" (y — XIVo — X280) 
E. T pu "i 7 1 Vaf? Yo 
= (y — X19 20% — X19 — X28) + ls à x 8 ls -& A 
+ [B(y)) — &y'X'2Xsl8(vo) — do! (32) 


or 
(y — Xsyo — Xa8o)'(y — XiYo — X280) = Qi + Qo + Qs (33) 


As before, we now consider the various possible cases. 
1. Suppose No — Y and do = d. Then 
8000) = (5X3) 7 X's(y — Xivo) 
= (X^;X5) 1X, (X58 + e) 
= ô + (X'X3) !X'se (34) 


B(yo) — 8 Ne 
l- G- -L 
= gx | Xe - 1 (35) 


(X/;X2) X ze 


So Qs and Qs are quadratic forms in the e’s. The rank of Q, we know 
from before to be n — p, and the rank of Qs is less than or equal to d. 
The quadratic form Qs is equal to 


[sas | Kae - [oll 


xs [sa | Kaye — [os 
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But 


0 
Xı | Xe — S ssl 
Gi [ae ~ S rex) ES 


3" eS = ee | =) ( 0 ) 
X'e X^5X, | X'X5/ \(X'2X2) IX ze 
^ ea P [anon Tee | 
X^e X^e 
T ES — XX, —| 
0 


(36) 


so Qo is a quadratic form in only (p — q) linear functions of the e's and 
is therefore of rank less than or equal to p — q. Since the rank of a 
sum of quadratic forms is less than or equal to the sum of the ranks, 
the rank of Q2 must be (p — q), and of Qs must be q. 

We may therefore apply Cochran’s theorem to give the result that 


Ou is distributed as xy, 


Q» is distributed as xp_,o”, 
and 
Qs is distributed as x?,c?, 


independently of each other. 

As a result, if we know the true values for y and ô and compute Q,, 
Qo, and Qs, any ratio of two of them adjusted according to their degrees 
of freedom follows the F distribution. 

2. Suppose Yo # y and 8 * 6. Then, analogously to equation 35, 
using equation 30 gives 


PEEL 


[ „ i £ | G7) 
— (X 3X5) X XI (V — vo) 
The expectation of Q» is equal to 
Meo í 
(p — g)? + | E | 
— (B’2X2) 7 X’2Xi(y vo) 
1 | 


cat 
NN XXI (y — yo) 
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and, since S is positive definite, this expectation is greater than (p — Qo 
unless yo = y. The quantity K (S1, , Bp) — R(Bq41, Bao, ***, Bp) 
of the previous section equals Qs. 


. Q 
The ratio Qi ah may therefore be used to test the hypothesis 


(p— / n-p 
that y = yo. This is true, regardless of whether 5) = d or not, because 
Qə is distributed as x^, i in either case. For computational purposes 
we note that Q is the minimum sum of squares with no restrictions on 
y and ô, and Qı + Qə is the minimum sum of squares with y = Yo. 
The quadratic form Qs which equals 


[S(yo) — 80]’X’2X2[5(yo) — ol 


contains residual errors and the differences (y — Yo) and (8 — do), be- 
cause 8(yo) — do is equal to 


(X'2X2) IX zXIi(V — Yo) + (8 — 89) + (Xa) !X^5e 


If Yo and do are the true values of y and 8, the form Q; is distributed as 
x240’, but Cs is not distributed as x^,7" if 50 = d, but Yo # v. 

Under one other condition the quadratic form will not contain terms in 
(y — Yo), and that is when X^5X; = O, for (X'2X)~ is non-singular. 
If this condition holds, 


8(yo) = 8 + (X2X2) X ze 


and is the same as $, so that our estimate of 6 is constant, regardless of 

assumptions about y. The converse statement also holds. Under these 

circumstances the quadratic form Ca has an expectation of 

qc? + (6 — 80)’X’2X2(5 — do) 

which will be greater than qo” unless 50 = 8. The ratio E 2 
m 

may be used therefore to test the hypothesis 8 = do if XX, = 0. 

This test will not be independent of the test y = Yo already given, be- 

cause the denominators in the two F values are identical. 

If the relation X’2X; = 0 holds, the parameters y and 6 are said to 
be orthogonal. This property is, of course, a property of the data, and 
one of the functions of the design of experiments is to formulate a pat- 
tern of observations so that the condition holds. 

The extension to cases of a breakdown of B into more than two parts 
is obvious. The model will then be of the form 


y = Xiy + Xô + XP + Xqm +++ +e (38) 
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and the groups of parameters are orthogonal if all products X';X; are 
zero matrices. 

These proofs can be easily adapted to deal with the situation when 
the e;s are assumed to be normally and independently distributed 
around zero with variances k;o”, the ks being known. For, let 


m 0 0 0 
0 MUN 0 0 
Vka 
K - . . (39) 
0 0 UE 
then, 
Ky = EXB +7 (40) 


where the 7’s are normally and independently distributed around zero 
with the same variance o. In non-matrix terms, if the model is 


Ya = Bitio + Botan ++*+-+ Bytpa + Ca 


and the ea's have expectation zero, are uncorrelated, and have variances 
of kao”, when the k,’s are known, the best linear unbiased estimates are 
obtained by minimizing 
1 
È — Wa Girlie — Baton — . * — Bptpa)? (41) 
a ka 
The solution may be obtained by either matrix manipulation on equa- 
tion 40 or ordinary differentiation of equation 41. A simple example 
of this case is the model 
y=Bxr+e 


where the e’s have expectation zero, are uncorrelated, and have a vari- 
ance of zo”. We minimize 


1 
Z- (y — Br)? 
x 


giving the estimate 8 = / Dr, and so on. 
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These results may also be extended simply to the case when the eas 
have a known variance-covariance matrix A say, for we can then find a 
matrix P such that P'AP is the unit matrix. 


5.9 THE CANONICAL FORM OF THE GENERAL LINEAR 
HYPOTHESIS 


If the ea's of the model 
y=XBp+e 


are normally and independently distributed with mean zero and vari- 
ance os, the joint distribution of the y's may be transformed into the 
canonical form 


MEME Sie H- 


i=l i=p+1 iml 


We have seen that 
(y — XD'( — XB) = (y — XB)'(y — XB) + (B — BY'SĜÊ — e) 
-Q +Q 
Let Bo be the true value of B. Then, 
Ê = B =S Ne + Ro — B 
Also, 
(y - XB'G — XB) = KS Ke 
There exists an orthogonal p X p matrix O such that 
NEO MEO erae (0 


F 


where M, Ms, . +, M, are the characteristic roots of S. Then 
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(8 — B)/S(B —B) = {OIS X'e + (Bo — B]J/A*(O[S"X"e + (Bo — B)]} 


LÀ 
- ZW. = (i+? 
i=l 
where 
$ = AOS e, d = AO(Bo — B) 


Suppose we fill out the (p X n) matrix AOS to an orthogonal matrix 


AOS^X' 
= () This is easily seen to be possible. Then if z = Py, 
n LÀ 
we have that Qi = >> 27;,Q. = > (+ 4,)?, and the Jacobian of the 
i=p1 ici 


transformation is unity. The canonical form is therefore obtained. 
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FURTHER NOTES 


It may be proved easily that least squares also has the property of giving a set of 


estimators with minimum generalized variance in the case of a linear model. The 
distribution of Q»/Q, in the non-null case follows directly from the canonical form, 
the derivation being indicated in Chapter 12. 


CHAPTER 6 


The Analysis 
of Multiple Classifications 


Frequently experimental results consist of data arranged according 
to a multiple classification. The methods of Chapter 5 are quite gen- 
eral and apply to this situation also. "There are, however, several facets 
that require separate examination, and the more frequent cases of classi- 
fieation data will be discussed in this chapter. In addition, the prob- 
lems of the estimation of components of variance will be considered. 


6.1 THE 2-WAY CLASSIFICATION WITH ONE OBSERVATION 
PER CELL 


For the 2-way classification the model is 
va = f b itean 11, 2, „ , 3j-12 „8 (1) 


where u, bi, and t; are the parameters, u ＋ b; + t; is the expected value 
of y;j, and the eis are normally and independently distributed around 
a mean of zero with variance c?. We wish to estimate the b’s and t's 
and to test hypotheses about them. We may write the model as a 
multiple regression hypothesis in the following way, 


Vij = uxo + biti + bzta +++ bum, + tizi loco +--+ loza + €i 
(la) 
where 
To = 1 for all Viz 
zı = 1 for all y;; with į = 1, and = 0 for all other Yij 


T2 = 1 for all y; with ¢ = 2, and = 0 for all other yi 
68 


d 
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and so on, and 
21 = 1 for all % with j = 1, and = 0 for all other % 
22 = 1 for all % with j = 2, and = 0 for all other yi; 


and so on. In this formulation there are 1 + r + s parameters. The 
difficulty with this approach is that the matrix of coefficients has rank 
1+r+s— 2, because tı + 12 ++ 2; = 1, and 21 + Z2 . 2 
= 1, for all y;;’s. The matrix of coefficients of the normal equations is 
singular and, therefore, does not have an inverse. The hypothesis is 
said to be a hypothesis not of full rank. We do not need, of course, to 
have recourse to matrix theory to see that we have only r + s — 1 in- 
dependent parameters, for we can alter » by an arbitrary quantity, the 
bes by adding another arbitrary quantity the same for all b,’s and like- 
wise the ¢,’s, providing that these three arbitrary quantities add to zero, 
without altering the expectation of the observations. Unique solutions 
for the original parameters can only be obtained by imposing conditions 
on the parameters. 

The linear hypothesis which is non-singular may be avoided from the 
beginning, but this results in the loss of the symmetry of the usual 
statement of the model and would lead to clumsy formulas. 

One way out of the difficulty is the following. We wish to test the 
existence of differences of the b’s and differences of the “s, and whether, 
for example, taking account of u, the b’s and the 's makes the estimates 
of the yield % namely, p + b; + tj, significantly closer to the observed 
value than taking account of A only. This leads us automatically to 
suitable linear conditions to impose on the b’s, because, with no restric- 
tions, the mean over the whole is an estimate of 


n ＋ b. +t. 
We, therefore, regard this quantity as yw’, and then have 
b';-b—b 
47 lj 
with 
2b’; = 
and 
xt; = 
and 
yj = OE % + ei (2) 


This process will be called a reparametrization of the model. 
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Straightforward application of least squares leads then to the follow- 
ing equations, where for the rest of this section the primes are omitted: 


Foru: rsp =F.. 
For b: sp + sb; = Y, (3) 


Fort: rn r, = F. 


where 
Fe. È Yin F. È vis Yi LD vij 
4 t ij 


We shall attempt to adhere always to the rule of notation that the sum 
over some subscripts of, say, Vir... is denoted by the capital letter, say, 
Y with the subscripts over which summation is made replaced by dots. 


Thus, 
D vig = F. 
ik 


We shall denote corresponding means by a small letter: e.g., / . l. 
The equations (3) are not independent, because the » equation can be 
obtained by adding the equations for the b’s or the “'s, since Eb; = Zi; 
-. 

To exhibit the orthogonality present in this situation, we must sub- 
stitute for one of the b;'s, say br, in terms of the others by the relation 


by + by E. b. = 0 


in the model, and in the normal equations 3, and likewise for one of the 
lj's, say ts. If now we subtract the b, equation from each of the other 
b equations, and the ¢, equation from each of the other f equations, we 
obtain the following set of equations: 


rsp -Y 


U 


r-—l 
sb. +s Ob = Y; — P., 1 1,2, „r 1 (4) 
1 
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of which the matrix of coefficients is 
Z Go hy 


b, bz 


A 


These new parameters fall into three groups 


yı consisting of u 
Debe 


y2 consisting of bi, ba, 


bc 


ya consisting of ti, t2, 


such that the groups are orthogonal. : 
Estimates of the parameters are easily seen to be 


TS 
(5) 
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The sum of squares accounted for by the parameters, which we may de- 
note by R(x, b, t), is 


aF. + OGY: + IY, 
i j 


which equals 
ys. YA Yaa Pr Yk 
6 © 


We therefore have the analysis of variance given in Table 6.1. 


TABLE 6.1 
Due to df Sum of Squares Mean Square 
Mean 1 Y*../rs. 
bis r-i ZY2,./s — Y?../rs 
ts s-1 DY?.;/r — Y?../rs 
Remainder (r — 1) — 1) By difference 
Total about zero rs Zy*j 


Usually the term due to mean is subtracted from the total about zero 
to give what is then called the total sum of squares. 

So far this analysis of variance is an algebraic identity and can be 
made, regardless of assumptions about the origin and nature of the 
data. 

Supposing now that the b;’s refer to groups and the /;'s to treatments, 
then we are interested in testing whether there are differences among 
the groups or among the treatments, To make tests of significance we 
must use the assumption that the eis are normally and independently 
distributed with the same variance c? around a mean of zero. 

Under this assumption we examine the portions of the analysis of 
variance table: 


1. Due lo mean: 'This quantity is equal to 


Y?. : 2 
— (rsu ＋ es) |v 
TS a 


The expected value of this quantity is then 


ry? + e 
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2. Due to b's: This sum of squares is equal to 

Y Wee Ye, 

i 


„ 70 
; YN 
The quantity S — is equal to 
; 8 
Z[(su + sbi) + 2: eal /s 
and has expectation d 


Y: s(u +b)? + 10? = rsp? + s X bi + ro? 


The expectation of the sum of squares due to the b’s is then 
(r - Do? +8 be, 


If we define the variance of our original finite population of r b's as 
. 


the expectation is (r — 1) % + se^). The expectation of the mean 


square is then (c? + 80?;). 
3. Due to ts: Similarly the expectation of the mean square due to the 


Us is o? + re, where c^, is defined by 
1 
6 Lt 
s—1 j 


4. Remainder: This by the Markoff theorem has expectation 
(r 906 — De? 
as may be verified easily by noting that it is equal to 
2 (0% yi yi ty) 


Finally the following distribution theory holds because of Cochran’s 
theorem and of the presence of orthogonality : 
1. The remainder sum of squares is distributed as x70”, regardless of 
whether the b’s and /'s are zero. 
2. The sum of squares due to the b’s is distributed as x' if the b’s 
are zero, regardless of the values of the ls. 
3. The sum of squares due to the bs is distributed as x^c? if the 's 
are zero, regardless of the values of the b's. 
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In each case x? has the degrees of freedom corresponding to those in 
the analysis of variance table, and the x"s are independent. If c? 
were known, tests based of xi could be made. This can sometimes be 
done, for example, with data arising by transformation of binomial data 
to angles (Chapter 8). 

If we call the mean squares B, T, and E, it follows that 


1. B/E is distributed as F with (r — 1) and (r — 1)(s — 1) degrees 
of freedom if the b's are zero. If the b’s are not zero, the value of B/E 
will be larger than would be expected with the b’s zero, so that, if the 
observed value is one that will be exceeded by chance in à proportion 
p of times if the b’s were zero, we say that the b’s are significantly dif- 
ferent from zero at the p percentage level. If the value of p is at or 
below the chosen significance level, we reject the hypothesis that the b’s 
are zero. 

2. T/E is distributed as F with (s — 1) and (r — 1)(s — 1) degrees 
of freedom if the bs are zero. We have a similar test and interpreta- 
tion for the ts: i.e., for treatment differences. 


Finally, we note that our test of the “'s is not affected by any assump- 
tions about the values of the b’s, because of the orthogonality of the 
b’s and bs. The variance of any difference of two f's is constant and 
equal to 207/r. 


6.2 ALTERNATIVE APPROACH TO HYPOTHESES NOT OF 
FULL RANK 


The foregoing approach is satisfactory in most instances but is not 
complete in the sense that it does not indicate exactly what functions 
of the parameters can be estimated. Clearly it is impossible to esti- 
mate u or any be, say, in the original model. It is preferable then to 
start from the beginning with the linear hypothesis not of full rank. 
In this section matrix notation will be used. 

We have then the hypothesis 


y=Xpt+e (7) 
where 
yi Bi zi Xia Co^ Lip e 
y2 B» X291 122 Tap ez 


y= „ op and e= 


Yn Bp Eni T2 Tap en 
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The 8's are fixed unknown parameters, and the es are normally and 


independently distributed around zero with a variance of c?. The rank 
of X (the number of linearly independent columns or rows) is supposed 
to be r, where r is less than p. 

Consider the estimation of M, where 


* 
V 


M 


Suppose we use to estimate XB, the linear function of the observations 


a'y, where 
ay 


a2 


an 
Then, if this estimate is to be unbiased, we must have 
aX=N or Xa = N (8) 


We then consider of all the estimates satisfying this condition the one 
that has minimum variance. The error of the estimate is 


a'e 


and the variance of the estimate is 
E(a'ee/a) = (Za?) 


We must find the minimum value of Sa?; subject to the condition 
Xia =i. Using the method of Lagrange multipliers, we differentiate 
with regard to the a; the quantity 


Z(à) — 2D pi (= pg — x) (9) 


j=l 


where the /s are Lagrange multipliers. This gives the equations, 
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P 
- X sgg = 0 (10) 
or "m 
a= Xp 
But 
Xa N 
80 
Xp =À 
or 


Sp = where $ = X'X 


If then p is a solution of the equations 


S uk (11) 
the best linear unbiased estimate of Ng is given by 
Mp = Ny (12) 


The estimate is the same funetion of the observations for any solution 
p of the equations Sp = A. For let p; be another solution of the equa- 
tions; then this leads to the estimate 


* oy 

The system of equations in B 
is consistent, so that 

piXy = 0 SB = pX'y 
The variance of the estimate is 

E(p’X’ee’Xp) = X Xp) 

a°(o'Sp) 
= oe (13) 


This, of course, is constant for all solutions p of Sp = À, for, if Spi = À 
also, 


p'Sp = p'Spi = p^iSp: 
TThe general procedure then for the hypothesis not of full rank is to write 


down the equations 
SB = Xy 


If any linear combination of the left-hand sides of the equations, say, 
p Sß, is equal to V f, then the estimate of MB is the same linear com- 
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bination of the right-hand sides, and the variance of the estimate is 
equal to p. 
With the 2-way classification, 


9% = 1 ＋ b. ＋ t K et 11, 2, % 5 = 1, 2, 78 
the equations SB = X'y are: 
rsp + sb + sho E. L b, + rh + rl d rh = F.. 


sa + 851 ＋ UT b+-4+ , 
sp + 852 + i+ a2 b= Yo. 
rh Îi + 52 . . b, + rh =Y. 
m+ b+ b T 6, rte F. 


SETS 1 ; 
The estimate of fı — é is then - (Y 1 — V. 2), and the variance of the 
T 


estimate is 


o o 


2 
r times c? = — 7? 
T 


(s — 2) times 


0 


Any linear function of the parameters A'B, such that there exists a solu- 
tion to the equations 
Sp = N 


may be said to be estimable. The condition that these equations have 
a solution is equivalent to the condition that 


E(p/X'y) = YB 
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"This states that there exists an estimate for any function of the param- 
eters which is a linear function of the expectations of the observations. 
Clearly only such functions ean be estimated by linear functions of the 
observations. 

It is virtually obvious and may easily be proved that, for the hypothe- 
sis of rank r: 


1. There exist only r linearly independent estimable functions. 

2. Any reparametrization leads to the same estimate of an estimable 
function. 

3. The best estimate of a linear function of estimable functions is the 
same linear function of the estimates of the estimable functions. 

4. The hypothesis may be expressed as an hypothesis of full rank on 
a set of r linearly independent estimable functions. 

5. It is possible to test hypotheses only about estimable functions. 


Finally we need a definition of orthogonality of estimable functions. 
If MB and M3 are estimable, their estimates are 


piX’y and p'oX'y 
The covariance of these estimates is 
E (p; X'ee'Xps) 


cep“ Spa 
c^ (pi) 
which is zero if p';À? equals zero. Clearly any block comparison is 
orthogonal to any treatment comparison in the 2-way classification 
with equal numbers. 

In addition there are certain invariance properties which hold and 
which enable the analysis of variance to be constructed easily by the 
imposition of linear conditions on the set of equations 


SB = Xy 
If B is a solution of these equations, obtained by the imposition of any 
conditions, then f Sf is invariant, for, if Bi and f; are two solutions, 


BSB, = BSB. = B’2SB. 


yy = (y - XÊ) — XB) + BSB 
and y’y is clearly invariant, the quantity (y — XB) Y — XÊ) is invariant 
and is distributed as x . Invariance is also obvious from the fact 
that XB is estimable, and therefore Xf is unique. 
It is possible only to test hypotheses about estimable functions. It 
is not, however, necessary to go through any algebra to obtain the tests, 


Il 


Also, since 
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for, from Chapter 5, all we have to do is to find the minimum sum of 
squares of deviations under the various hypotheses, and this leads to 
the usual tests of significance. 
For instance, in the 2-way classification, the hypothesis is Ho, that 
Yg = u ＋ bi ty tes $2142, 5,5 = 1, 2, „ 8 


We may test t; — t» = 0, for all 7 Æ 7’, since every ij — tj is estimable. 
The minimum sum of squares under Hp is obtained by taking any solu- 
tion of the normal equations derived by imposing linear restrictions on 
the estimates. This gives 


X Qu-w5-witry-0 
1 


The minimum with the hypothesis under test Hi, say, that 
yj =u + bit tH ey 
is likewise obtained to be 
D (Qu — yc» 
ij 
which equals Qı + Qs. (The notation for Q1, Q» is that of the previous 
chapter.) 


Therefore, 


e = LG, - 1. 0 


Q: / Qi 
s—1/ C- 06 — 1) 
The most useful part of this exposition is the definition of an estima- 


ble function, its estimate, and the variance of the estimate. "These we 
shall have occasion to use in several places throughout this book. 


and the F test is 


6.3 THE 2-WAY CLASSIFICATION WITH UNEQUAL 
NUMBERS AND NO INTERACTION 


'The model is 
yin = u T be tyt e; $1525," 3j-7.142-,s (14 


with the usual assumptions, and the number of observations in the (ij) 
cell is n,;: i.e., the range of k is 0, 1, 2, , nij We shall refer to the 7 
classification as blocks and the j classification as treatments. 
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The normal equations are: 


M. n T 35 Nib; - L N jl = F.. 
i 7 
Nit + Nibi + D nul; = Vi. (15) 
j 
ng zi 2 nib + Nj; = Ya. 


As usual the replacement of a dot for a subscript letter indicates a total 
(capital letter) or a mean (small letter) over the possible values of the 
subscript. To solve these equations, we may determine each (u + b;) 
in terms of observational results and the ¢,’s, thus: 


1 ; 
a+b = =- (i. — Mni) 
Ni- 7 
(16) 
1 A 
B5, = — (Yo.. — 2) nii) 
N2. j 


and so on. 
Substituting in the ¢ equations, we get the equations, 


(ws - xi) 5 E (z “ie 4. = Q; (17) 


— . 
N hes 


7 Ni 
where 


(18) 


These equations are not independent, it being easily verified that the 
sum of left-hand and of right-hand sides are both identically zero. To 
obtain a unique solution we may impose any condition, the simplest 


one (generally) being >t; =0 
A convenient method of solving these equations is to augment the equa- 
tions Dash, = Qj (17a) 
by introducing another unknown, say, 2, and making up the set of 
equations: uf + Male E. . Aude + 2 = Qi 

Dares + Azole E.. Naefe + 2 = Qa 

mo Mee ne eee ES (19) 


Reiki + Netz ++ +++ Aus + 2 = Qr 
it btt å =0 


2-WAY CLASSIFICATION 81 


Denoting the matrix of the coefficients by A, we find the inverse of A, 
say, C, and the solution of the equations is 


f Qi 
12 Q» 
=c]: (20) 
i, Qk 
2 0 


As a result of the imposition of the chosen condition, any i is the esti- 
mate, in fact, of (t: — i). This procedure is useful in that it produces 
as a by-product the variances and covariances of the é’s, for the variance 
of Lr is ce and the covariance of Î; and Î; is c. As far as estimation 
is concerned, we now have to obtain estimates of u, b; which may be 
done by substitution back into the equations 15 and imposing the con- 
dition, say, that Zb; = 0. The reduction in sum of squares due to 
fitting m, bi and tj is R(u, b, 1), which is given by 


Ru, b, ) = AY... + be. + DEY. 
i j 
The residual mean square which equals 


: [E sin- 06,5 J 


[V. — (r +s = 1)] Lijk 


is an unbiased estimate of c?. 
We now set up the two hypotheses, 


Ho: Yije = w+ bi + tj + eijk 
Hi: yk = ut bitt + eijk 


and we may omit t in the Hı equation. Under Hi the normal equations 
lead to f + 6; = yi--, so that the reduction in sum of squares is 


t 


R(u, b) = 

(u, ) x Ni. 
The reduction in sum of squares due to fitting u, bi, and £j, i.e., under Ho, 
is 


Ru, b, j= 1 UD T S DE. 
i i 
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and this equals 
X c bys. + LUV. 
i j 


Y;.. k 4 
= — (F... — Dut) + Cbs. 
i Ni. j j 
y 3 nig 
- Y. - L Fi. 
E te ey, 


sted sae she D (Ui. i) n. 
i J 
= Riu, b) + © bQ; 
J 


For testing treatments then, we have the analysis of variance shown in 
Table 6.2. 


TABLE 6.2 
Mean 
Due to df Sum of Squares Square 
st 
Fitti bi L— 
hitting u, b; r O N. 
Fitting t s—1 Xi; T 
j 
Error N.. T3841 By subtraction E 
"Total about zero N.. DY vin 
ijk 


The test of the hypothesis t; = t is made by comparing T/E with the 
appropriate F distribution. 

An alternative form of the analysis of variance which is more fre- 
quently used is the one in Table 6.3. 


TABLE 6.3 
Mean 
Due to df Sum of Squares Square 
Blocks ignoring treatments r—1 tna es 
pres SEU KU 
Treatments eliminating blocks 6 1 b. T 
7 
Error N.. —r—s+1 By subtraction E 
72 
Total Naa Ss 
E N.. 


The relationship between the two forms is obvious. It should be 
noted that the mean square for blocks ignoring treatments may not be 
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used to test the hypothesis that b; = b, because it will contain treat- 
ment effects. With orthogonality, of course, this is not the case. 


6.3.1 A Numerical Example 

For the benefit of the less mathematically minded reader, we will 
work through an example with artificial data in full. 

Suppose the data are as shown in Table 6.4, being fleece weight of 


TABLE 6.4 


Age in months 
12 13 14 15 


"Type of birth 


Single 


Twin 


sheep. The model is 
yk = ud ai t ei 


the ej's being normally independently distributed around zero with the 
same variance c. Then: 


ny = 2, n = 2, Ny. =4 
na = 2, n» = 2, No. =4 
ng = 1, 132 = 0, Na. = 1 
na = 0, Na = 1, Na. =1 
N. 1 =5, N. 2 = 5, N. . 2 10 


— 
[ 
= 
A 
5 
[ 
2 
E 
5 
[ 
e 
z 
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The normal equations are: 
10p + 4d, + 44g + ds + dy + ol, + 5½ = 78 


4p + 4d, + 2l, + 2%, = 28 
E + 442 + 2h ＋ 22 = 31 
à + dy +å = 10 
A + 44 += 9 
5p + 241 + 242 + ds + 5l = 42 


5p + 241 + 242 +å + 5i, = 36 
or 


OA ANAE D SNR 78 
4 4 0 0 0 2 2 61 28 
4 0 4 0 0 2 2 | dg 31 
100101 Of] 4} =|10 
1900/5070. 1. 0] | 44 9 
5 2.25190 5 04 42 
5 2 2 0 1 051 Lt 36 
Substituting for A + di, 2 + de, , in the ¢ equations, we get: 


15 — 2 2 T f (4 41 0 = 1 
GT - f = 
where 
na 021 731 Uu 
AW ID NUES Nit Na. 


42 4 * 28 4 K 31 K & 10 AN 
= 42 — 14 — 15.5 — 10 = 42 — 39.5 = 2.5 

Qz = 36 2 * 28 4 K 31 2 X10 - 1 X9 
= 36 — 14 — 15.5 — 9 = —2.5 


So the ¢ equations are 
21, — 255 = 2.5 


— 201 + 22 = —2.5 


A NUMERICAL EXAMPLE 
The solution in this case is obvious: Imposing the condition, 


i+h=0 or b= -ô 


we get 
4f, = 25 
or 
11 = 0.625 
So 
11 = 0.625 
12 = —0.625 


Substituting back in the normal equations, we have: 
4p ＋ 441 - 28 or Bà = 7 
An ＋ 4d — 31 or At â = 7.75 
pt dg = 9.375 


At â, = 9.025 
Adding, we get 
Af. + dy + 42 + da + d = 33.78 


and we then impose the condition 


41 + da + da + dy = 0 


This gives 
p = 84375 
and then 
41 = —14375 
dg = —0.6875 
dz = 0.9375 
â, = 1.1875 
It follows that 


Rl, a, t) = 84375 X 78 + (714375) X 28 
4+ (—0.6875) X 31 + 0.9375 X 10 


+ 1.1875 X 9 + 0.625 x 42 + (—0.625) X 36 


= 620.375 
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The analysis of variance is then as shown in Table 6.5. 


TABLE 6.5 
Sum of Mean 
Due to df Squares Square 
Fitting constants for , ai, tj 5 620.375 
Remainder 5 3.625 0.725 
Total 10 624 


The estimate of c? is 0.725. Suppose now we wish to test the hy- 
pothesis: I1 = t2. We need to calculate the additional quantity, 2 ) 
Tn this case it equals 


0.625 X 2.5 + (—0.625) X (—2.5) = 3.125 


As a check we may obtain 


R(u Pe Ee + 1 22 + pac y2 
? FF A DLE UN 


(4)28 + (031 + (0010 + (9 
= 617.25 


and note that 
620.375 — 617.25 = 3.125 


The analysis of variance for testing (i = tz is then as presented in 
Table 6.6. 


TABLE 6.6 
Sum of Mean 
Due to df Squares Square 
Fitting u and a; 4 617.25 
Difference 1 3.125 3.125 
Fitting u, a;, tj 5 620.375 - 
Remainder 5 3.625 0.725 
Total 10 624.00 


We compare F = 3.125/0.725 with the F distribution with 1 and 5 
degrees of freedom. A test for the hypothesis, a; = d» = as = a4 may 
be made similarly. 
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Finally, to exemplify the calculation of variances we augment the t 
equations to give us three equations: 


ot, — 25 4-2 = 2.5 


—2 + 255 +z = —2.5 


i+ 6 =0 
or, in matrix form, 
2 —2 11 f 2.5 
—2 2 1||t|2|-25 
1 0d Lz 0 
The inverse of the matrix, 
2 —2 1 
—2 2 1 
1 1. 0 
is x 8 1 
8 Tee? 
4 44 
E a 
It follows then that 1 1 
For fı, which, in fact, equals (i =A j . the variance is Yo. 
Qu AFEN „ 47 MI a Se 
For iz, which, in fact, equals | f2 — 5 the variance is Yo". 


For (fı — £a), the variance is [1g + % — 2 X (lo: = Yo. 


The variance of (lj — le) is estimated to be }4(0.725) = 0.362. Our 
conclusion on the effect of type of birth is then that the difference is 


f, — îs = 1.25 + 0.60. 


6.4 THE CASE OF PROPORTIONAL FREQUENCIES 


In certain situations, for example, when a randomized block is repli- 
cated twice on one set of experimental material and three times on an- 
other set, the inequality of the frequencies may be of a special type: 
namely, that the nijs may be expressed as krjs;, or. in words, that the 
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frequencies are proportional. Under these circumstances we would 
have 


N.. = bis. where S. s, 
7 
Nj =kR.s; where R. D ri 
7 
ad N.. ER. S. 


The normal equations 15 then become: 


kR.S.p ＋ kS. rb + R. i) = F. . 
A+ KS. (22b) + . (Sab) 
krjS.h + kr;S.5; + kr; e» siti) =f; (15a) 
a 
N. Sin + ks; (x nbi) + kR.sjl V. i. 


Imposition of the conditions, 


2 rds =0 


2, sí; 20 
7 
leads immediately to the solution: 
pay... 
ENG 
yi. — Ye 


Orthogonality of the b's and /s now holds, and the analysis is easily 
completed. 


6.5 MORE COMPLEX CLASSIFICATIONS 


We shall deal below with a few other cases of the analysis of multiple 
classification data with unequal numbers. We shall also consider 
models with interaction. These cases do not occur very frequently when 
the experiment is completely under the control of the experimenter, but 
they do arise, for example, in genetical research. They are important 
for the student of experimental design also in that they provide examples 
of the change in the analysis and interpretation brought about by the 
jnclusion of an interaction term in the model. 
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6.5.1 The 2-Way Classification with Interaction 
The model that we will assume for this case is 


Vije = 1 + dr + tj + hij + ei (21) 


in which the terms u, a; tj are defined as before, and the term hz is a 
measure of the interaction contribution to individuals in the (i, ) th cell, 
and e is a deviation or error. Note that, with the non-interaction 
model: 

Vk — Ve = Qi di, + error 


yj — Werk = ty — ty + error 
and 


yryk — Vi — Yij'k + Vk 
= (p+ ap dtp) ut ae +h) — ( + a; + tj) 
+ (u + a; + tj) + errors 
= 0 + errors 
In the case of the new model, 
Yije — Meik — Virk + Yijk = heey — hy; — hip + hij + errors 


80 that the effect of a change in the first classification (factor) depends 
on the level of the second classification (factor). 

The estimation of effects and interactions proceeds as in previous 
cases. By assuming that the deviations e have an expectation of 
zero, have the same variance c?, and are uncorrelated, we may apply 
least squares. It is a simple matter to show that for this case the best 
estimate of the true cell mean, namely, 


u+ a; tj + hij 
is, in fact, 
Y. 
5 
Nij 
Any function of the true cell means is estimated by the corresponding 
function of the observed cell means. 
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The analysis of variance which provides an estimate of c? is the well- 
known one (Table 6.7). 


TABLE 6.7 
Mean 
Due to df Sum of Squares Square 
Yt 
Mean or correction 1 TN 
Between cells rs — 1 aD — deem 
yg ong N.. 
Within cells N..— rs D a-w E 
tik 
Total N.. Xv 


ijk 


The number of degrees of freedom for “between cells” will be rs — 1 if 
all the cells are occupied by at least one individual. Otherwise it is the 
number of occupied cells minus one. The mean square within cells, 
E, say, gives an unbiased estimate of 92. The variance of an observed 
cell mean is 


ce? 


Nij 


which is estimated by E/n;;. The variance of any linear function of 
the cell means may be obtained easily and, hence, the variance of any 
function of the parameters that can, in fact, be estimated. 

As in all cases of a linear model, we test a hypothesis by obtaining the 
minimum sum of squares under the original hypothesis, and also under 
the hypothesis to be tested. The sum of squares removed with the 
hypothesis under test is R(x, a, t). 

We may then make up the subdivision of the analysis of variance 
shown in Table 6.8. 


TABLE 6.8 
Mean 
Due to df Sum of Squares Square 
Fitting u, di, t r+s-1 R(u, a, t) 
Difference rs—r—s+l Difference I 
Fitting u, a;, t, and 
interaction TS z 
Within cells NT a Proove rao eds 


Total N.. X vu 
ü 
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The test of zero interaction is to compare I/E with the F distribution 
with appropriate degrees of freedom. FU di 

Now to consider hypotheses about effects. It is necessary for us to 
be more specific about what we mean by effects when there are interac- 
tions than when there are not. When we wish to test the effects of the 
i classification, we must specify over what set of conditions given by the 
j classification we. wish to consider this effect. We noted previously 
that the functions that could be estimated are the true cell means and, 
hence, any function of these true cell means. So we can consider the 
effects of the 7 classification averaged over the set of conditions given 
by the j classification, assuming these conditions occur equally fre- 
quently, or alternatively as they occurred in our data, or again accord- 
ing to some preassigned frequencies. There appear to be no difficulties 
once the set of conditions has been specified. In the presence of inter- 
action, the existence of cells with no observations prevents the estima- 
tion of effects without further assumptions. 


6.5.5 The General -Way Classification without Interaction 


In this case each individual is classified in n different ways, say, ac- 
cording to age, breed, year, sire, dam, and so on, if the observation unit 
is a cow, for example. We are assuming that there are no interactions, 
so that the model can be written 


yn. = n ai bj + ek dig eges (22) 


Here the effect of a change in position with regard to one classification 
is assumed to be the same, regardless of the position of the individual 
with respect to the other classifications. The contributions in the model 
have an interpretation similar to that for the 2-way classification. 
Again assuming that the ers have an expectation of zero, have the 
same variance o°, and are uncorrelated, we may use least squares. 
With regard to notation we adopt the following rules: The last of the 
(p + 1) subscripts on the symbol yjx1--- will denote the order number 
of the individual in the cell given by (i, J, k, . .). The number of in- 
dividuals in this cell will be denoted by tijk: + there being p subscripts. 
Sums over all the groups of a classification will be denoted by capital 
letters with the subscript for the classifications over which addition is 
performed replaced by a dot. Thus with a 4-way classification, we shall 
have yix, and m is the order number of the individual in the (ijkl) 
class, there being Mijkt individuals in this cell: the quantity Va. E.., for 
example, is equal to 2 Yijkim. The normal equations will be as follows 
Dr 
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for the case of a 3-way classification with? = 1,2, . , j = 1,2, 483 
k = 1, 2, «++, t, only typical equations being given: 
Equation for: 


Bo N. . Nia pee EN, . 4, tN 161+: EN a, 
AN 1414 . +N. . 4. F. 

ai MI. ANI. d Vu. bi- Nu NU, 
Niate +N 1.16: FI. 

d) Vz. g ＋NN2. . 42 Voi. 61 L. Nn) - . Vas. ö. 
＋N2. 1&1 N. tet 2. 

bp Na LII- 41. Velda FE. . Nei. d, N. I. 5 (23) 


TEN ai N asco NV. 16. = Y as. 
bg N. 2.4L. NI. da Nga 2 E. . N.. 4, ＋. N. 2. ba 

+N ordi t-N206o-++ ++ +N née m Y an 
a Nap Naadi Na ade EN ade +N ais +N ba . V. ih. 


+N.. F.. i. 
e Nea EN acad L. Na. de- F. EN eade -N. 151-N. aah-E . N. ah. 
＋N. . 202 F.. 2. 


A procedure we may follow for solving the equations is the following. 
Let us suppose that r is greater than s or ¢. Then we may solve the a 
equations for (a + d;) in terms of the b's and é’s. These expressions 
may be substituted in the b and c equations to give equations only in 
the 6’s and é’s. These equations can then, if desired, be reduced further 
by solving for the 6’s in terms of the é’s, and so on. Thus, for the 
above equations, 


z 
Bd = F. ies - X Ny; L NIA) 
1e j k 


1 
At 4 = — (Ys... — L Naj5; — 22 Ns er) 
Nə.. j k 


etc. So, substituting in the b; equation, we get 


=) Na Nas. 
pts É- ( 08 
Nj; N.. Ng. 
(V- DA) a= Y, P Ve. (24) 


j=% 55 
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Similarly, the equation for cy becomes, on substitution for (A + di) in 
terms of the 6’s and 's, 


z(va- xf, (Wea E. 


i Sus 


Ne. x 
F — F.. . (25 
* k a (25) 


i i 


b-212 5t 


By substituting in this fashion, we retain the symmetry present in the 
original equations: namely, that the coefficient of ĉ in the b; equation 
is equal to the coefficient of b; in the c equation. 

The next step could be done in the following way: 

Consider the matrix of the coefficients of the b's in the b equations, 
namely: 


N?à. 
Na.— — 
i D W. 


2x. r 


Let us augment this matrix A = Qu), say, P, 9 = 1,2, +++, 8, by adding 
a column of l's and a row of 1’s except for the (s + 1, s + 1)th ele- 
ment which is zero. Suppose this gives A’, which is then 


N’; Nil Nis. 
„ 
7 Ni. 7 i 
Na Na Niz Mis 
E: e 1 
- Ni.. ~ Ni 
A = . 
Nes, 
zz N.. 1 
D x x. 
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Let the inverse of this matrix which will be symmetrical be D, where 


di eS dis 41,1 
d» ee dag 421 
D ae à (26) 
4.1 nic dys disi 
diga co depis denen 
Then 

- Ni. 

5| [duds s die Ya — 22 Vi. 2 fuc 

b, i Ne. k 


(27) 


Nis- 
Ma 


where fj is the matrix of coefficients of the c,’s in the b equations. We 
may then substitute for the 6’s in terms of the é’s and known quantities 
in the equations for the &'s, thus obtaining a set of ¢ equations in the &'s. 
These again may be solved by adding a row and a column of 1’s except 
for the lowest diagonal element which is zero, giving, say, a matrix G. 
This matrix may be inverted to give, say, hu», u, v = 1,2, „ t+ 1, 
and the estimates obtained in the usual way. The variance-covariance 
matrix of the é’s is 
(Hur) o 


The other parameters may then be estimated by substitution. 
The sum of squares attributable to u, a;, bj, cy is R(u, a, b, c) equal to 
RF. . + Ddr Ft.. Fob Y T DAY. x. 
that is, the sum of products of the estimates and the right-hand sides 


of the normal equations. 
The analysis of variance is then as shown in Table 6.9. 


b, dada d., F.. = Do Yi... — Do fact 
: k 


TABLE 6.9 
Mean 
Due to df Sum of Squares Square 
Fitting constants for 
u, Qi, bj, Ck r4s+t-—2 R(u, a, b, c) 
Remainder N... —r—s—t4+2 By subtraction E 


"Total N... Vun 
ijkl 
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The mean square Z is an unbiased estimate of o°. Any estimate has 
an estimated variance obtained by replacing c? in its true variance by E. 
Suppose we wish to test the hypothesis that the ¢’s are equal. We 
must assume as before that the es are normally distributed, in addi- 
tion to the previous assumptions. We fit the model in which the c;’s 
are replaced by a constant ¢ (or put equal to zero). Thus, we fit the 


model 
yu = u + aid bj + ein 


and obtain the sum of squares due to fitting constants for u, a;, and bj, 


say, R(u, a, b). 
The analysis of variance is then as given in Table 6.10. 


Tanz 6.10 
Mean 
Due to df Sum of Squares Square 
Fitting p, ai, bj r+s-1 R(u, a, b) 
Difference 1-1 By subtraction € 
Fitting , ai, bj, ck r+tst+t—2 R(u, a, b, c) 
Remainder N..—-r—s—t+2 By subtraction E 
Total N... Xv 
ijkl 


The ratio C/E is compared with the F distribution with appropriate 
degrees of freedom. If the procedure given above for eliminating p, 
ai, and b; from the c equations is followed and the right-hand sides of 
the resulting c equations are called Qi, +*+, O the sum of squares due 


to “difference” above is Dêr 
"Tests for the following hypotheses may be obtained in a similar way: 


at = , b; = b, o 
a; = 4, bj =b 


a; = d, Ck — € 


b; =b, Cy; =e 


57 = b 


It is unfortunate that the computations for these tests have little in 
common, so that one has almost to start from scratch with each hypoth- 


esis to be tested. 
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Tests for hypotheses such as b; = b», without specifying the other b’s 
may be obtained by the same process: i.e., obtaining the difference in 
sum of squares due to fitting the full model and the sum of squares due 
to fitting the adjusted model. The mean square of the difference is 
tested against E by the F test. 


6.5.3 The Case of Missing Observations in Planned n-Way 
Classifications 

In the case of the n-way classification for which the experimental 
plan called for one observation per cell, it will occasionally happen that 
the observations for a few cells are missing. In this case some special 
devices are available. We shall discuss the 2-way classification: e.g., 
blocks and treatments for illustrative purposes. 

The treatment of a 2-way classification without interaction with 
single observations per cell except for some cells with missing observa- 
tions is a simple case of the 2-way classification without interaction 
and with unequal numbers, for we take n;; = 0 for the cells in which 
observations are missing and n;; = 1 for the cells with an observation. 
This method is quite general providing, of course, that no classification 
is missing entirely, in which case the model and normal equations must 
be revised. If several observations are missing, the procedure given for 
solving a set of equations for the ?’s is best. Alternatively, if the num- 
ber of block parameters is less than the number of treatment para- 
meters, an analogous set of equations for the block parameters may 
be obtained and solved and then the treatment parameters estimated 
by substitution of these estimates in the treatment equations. It is 
necessary to assume that the missing observations do not arise as the 
result of factors whose effects we wish to estimate. 


6.5.4 The Alternative Method of Analyzing Incomplete Experiments 
When only a few observations are missing, a simple method of esti- 
mating the ¢;’s is available, providing that all treatments and blocks are 
represented. We insert algebraic symbols z, y, etc., for the missing ob- 
servations and perform the usual analysis of variance, supposing that 
, y, etc., are numbers. The remainder or error sum of squares may be 
evaluated, and it will be a function of 2, y, etc., and their squares and 
products. Estimates of x, y, etc., are obtained by minimizing this sum 
of squares with regard to z, y, etc. The estimates of x, y, etc., obtained 
are inserted in the 2-way table and the marginal means caleulated. 
The deviation of the ith treatment mean from the general mean of this 
augmented table is then equal to é;. Furthermore, the remainder sum 
of squares in the correct analysis of variance for the data as actually 
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obtained is equal to the remainder sum of squares in the analysis of 
variance of the augmented table. It is then a simple matter to calcu- 
late the total sum of squares of the original observations, the sums of 
squares due to the mean, and to blocks after taking account of the mean, 
and thus complete the analysis of variance in the following way, k being 
the number of missing plots (Table 6.11). 


Tarw 6.11. Exact Test or SIGNIFICANCE FOR TREATMENT DIFFERENCES 


Due to af ‘Sum of Squares Mean Square 
lock 2 
Mean and blocks jest) 
no. in block 

‘Treatments mei T — E — B (obtain by difference) 
Mean, blocks, 

and treatments 1 1 T — E (obtain by difference) 
Remainder (r—1(6&—1 —k Æ (obtain from analysis of 


augmented data) 


Total ra—k T Nj (summing over actual 
observations only) 


The order of computation is: 


1. Obtain T. 

2. Obtain E. 

3. Obtain T — E. 

4. Obtain B. 

5. Obtain T — E — B. 


An approximate test of significance is obtainable from the analyses 
of the augmented values by treating the augmented table as the actual 
yields except that the degrees of freedom for the remainder are reduced 
by the number of missing observations. It can be verified that the 
treatment mean square has an expectation of the form kio? + ro”), 
where kı is greater than unity. It is this latter fact that results in the 
bias of this test. Furthermore, the treatment sum of squares so ob- 
tained is not distributed as xo” under the null hypothesis that the ¢,’s 
are zero, nor is it distributed independently of the error sum of squares. 
The approximate test may be obtained quickly and suggests when it is 
desirable to calculate the exact significance level, since the significance 
level indicated by the approximate test is, in general, too large (i.e., 
instead of, say, 10 percent, the test may indicate a 5 percent level of 
significance). 

As a method of estimation of treatment effects and block effects, the 
substitution of algebraic values is generally the simpler operationally, 
but the matter depends on the number of missing plots. For example, 
in an experiment with 20 blocks of 4 treatments with, say, more than 
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5 missing plots, it is simpler to solve the normal equations for the 4- 
treatment parameters, t1, t2, tg, and ts. 


6.5.5 Proof of Alternative Procedure for Missing Plots 
Algebraically the alternative procedure consists of performing the 
analysis of variance on the model 


yg =u + b; +t + eij for plots present 
and 

Zij = u + bi + tj 
if the observation in the (i, j)th cell is missing and we substitute tij 
forit. The estimation procedure is to minimize the error sum of squares 
over the z;s. The error sum of squares is the minimum of 


Z(yj — n — bi — t? ＋ Dre — n — bi — t)? 


Taking the minimum of this sum of squares with respect to , bi tj 
and 2;; is obviously equivalent to taking the minimum of 


20% — & — b — t 


where summation is over cells for which observations are present, be- 
cause the minimization over the z;; gives merely 


fy = +b: +b 
This then identifies the procedure of Section 6.5.4 with the general pro- 
cedure. Clearly the best estimates of differences amongst the b;s or 


the j's are given by the corresponding differences of the marginal means 
of the augmented table. 


6.6 THE ANALYSIS OF COVARIANCE 


The analysis of covariance may be incorporated simply in the least 
squares approach given in this and the previous chapter. Consider the 
2-way classification with one observation per cell and no interaction. 
Suppose we have also an attribute x subject to variation over the ex- 
perimental area or units. In the absence of treatment effects, we might 
set up the hypothesis x : 


Yij = ud bi + B(xi — 3) + eij; 1 1, 2, «yr 


131, 2, 8 
and wish to test with the model 


yg = n + b; + Blei — 3) + tj + ei (28) 
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whether the £s could be equal. It is convenient to measure the 278 
about their mean E. We suppose, as before, that Zb; = 0, as we have 
an arbitrary choice at our disposal. We wish to have an analysis of 
variance of the form shown in Table 6.12. 


TABLE 6.12 
Due to df Sum of Squares Mean Square 

n, bi, and g rd R(u, bi, B) 
Treatments after u, 

bi, and 8 s—1 Difference 
n, bi, B, and tj triel Ru, bi, B, t) 
Residual T8—T—8 Difference 

Total TS Zy' 


Our equations for estimating u(= u + t), bi, B when we ignore treat- 
ments (i.e., assuming the ¢,’s are equal to h), which estimates we denote 
by f, b; and fj, are, using the conditions, Zb; = 0: 


rsp =Y.. 
sã + sb; +Ê [= (tig — a| = Y; (29) 


— b; [= ( — | is sz (vi; — | - 2 yiri — €) 


It follows that 


ü = Y../rs 
sb; + BD (ts — 3 = (Yi — V. /r) (30) 
q 
or 
bi -iq. — F. /r) -hxe-»2 
80 d 


zc. — V. r) -ÉD eu " | [Des — 8) Gn = 2) 
= 2j yiri — 2) 


1 


and l A 
„c- | 
- D vues — 40 — È (0 — — x (vj -— 5| (31) 


1 
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Similarly, with the model 

yg = ud bi + Bs — 8) + tj + eij 
the equations are, using the conditions, Zb; = 0, Di, = 0: 
781. = Y.. 


sp + sbi +Ê D (wy — 2) =Y; 
: (32) 


ra + rl; + BD (ey — 3) Yj 
23522 (05 — H+ UGX Ge 2) 
1 j 3 1 » ~ e 
+ê 27 (eis — 2) vn — 8 
ij ùj 


where we use the circumflex (^) to differentiate these estimates from 

the previous ones. It will be found that 

^ 1 1 ip 

C 2)? -:x|[xes-2| -i|Ec- 5| | 
ij i i J 


Y b 55 X Aa X 
e 
e 8 " T Us TS 
and that 7 Y A 
í2————-»5 e-a) (34) 
T 2 Teng 


To bring these formulas into the form of the analysis of covariance, 
suppose that analyses of variance on y and z and an analysis of the 
products yx are performed to give the information in Table 6.13. 


TABLE 6.13 
Due to y zy z? 
2 2 
Mean Y4.. YA eas 
TS TS TS 
b's By, Byz Ber 
t's T Tyz Tz 
Remainder Ey, Eye Ezz 


Total 2 Wu d sg. OD ca] 
ij 
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The symbols are as follows: 


X.- Dun 

5 

1 ys 
B c 
> 8 rs 

1 Vicks 
By, = F.. X.. — 

s TS 

1 2 
Bir = 2X?;. — — 

s rs 

1 yos 
353558 

T TS 

Yoox 


1 NX 
Ts ciie ZY.X. -—— — 
f TS 
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Eyn Ein, and Ez; being obtained by subtraction. With the above no- 


tation, 
E Ty; + Eye 
Ter + Ezz 
and Eye 
. 


For the fitting of g, bi, and B, we can obtain with some algebraic manip- 


ulation the breakdown of sum of squares (Table 6.14). 


TABLE 6.14 
Due to df Sum of Squares 
i, bi, and B. r+1 Difference Di 
^ (Ty, + Eya)? 
Remainder rs 1 1 Ty + Ew Ta 4 En 


Total rs Zy 


Mean Square 
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For the fitting of f, 6,, B, and fj, we can obtain the breakdown of the 
sum of squares (Table 6.15). 


Taste 6.15 
Due to df Sum of Squares Mean Square 

b, b; Bt r+s Difference Ds 

E? 
Remainder Tür 8 Ep -=F 

pm 

Total T8 Xv. vu 
u 


For the null hypothesis that the /j's are zero, we may test the mean 
Square 


1 
=a (Di Da) 


1 (Tj, + Ey.) E’ ya 
c + Bw - roe (e 2 


against the mean square 


1 E? 
€ Am 
1 — TES E; 


by the F distribution with (s — 1) and (rs — r — s) degrees of freedom. 
It should be noted that we no longer have orthogonality of the 6,’s 
and £s and that B is not orthogonal to the £s. That the test of sig- 
nificance of the hypothesis tł; = t is valid follows from the general linear 
hypothesis theory given earlier. 
The estimates of the ¢;’s are 


= ES (Z e 
mee e Til.) 
* TS :B rs 


Any treatment difference is estimated by 


mmo ef 
t — i = fa = F. ) BN — X. yl 


and has a variance of 


Thus, every treatment difference has a different variance. For pur- 
poses of presentation, it is often satisfactory to attach to each mean ad- 
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justed by the regression a variance equal to half the average variance 


for a difference of 
E 0 ripe =) 35 
s— 1 Ezz en 


where o” is estimated by 
1 Ji us 
E AI eee 
fü T — 8 E; 


6.7 COMPONENTS OF VARIANCE 


The analysis of variance by which effects in the multiple classification 
are tested is of identical form with the analysis of variance used for an 
analogous problem of sampling. We need to consider this matter be- 
cause it will arise in connection with certain types of experiment. 

Suppose for example that we have an infinite population which may 
be classified in two ways and that we have one observation in each cell. 


The observation in the (i, j)th cell is assumed to be 
ll!!! mes Da sro 1, 2, „8 
where the e;;'s are distributed with common variance 02, the bs with 
variance 027, and the ¢,’s with variance 02% and where the es, b,’s, tj's 
are uncorrelated, and have zero means. (In some sampling problems 

these have a mean of zero by definition.) 

The analysis of variance may be used to estimate o, o and o°; by 
equating observed mean squares to expected mean squares as indicated 
in Table 6.16. 


TaBe 6.16 
Expectation 
of Mean 
Due to df Sum of Squares Square 
s oa TRE Geo 
b’s r-1 >— -— o? + 80% 
8 TS 
5 
Us s—1 »— -— ce? + ro% 
T rs 
Residual (r — 906 — 1) Difference 02 
— — — 
"cm 
Total rs- 1 L - E 


The important point to note is that it is not necessary to make any 
assumptions about the distributions of the eis, b/'s, tjs except that 
they are uncorrelated. To make tests of significance of differences of 
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c^, and o°; from zero, however, normal independent distributions of 
the es are necessary. 

In the general problem of the estimation of components of variance 
there are essentially two cases: 


1. The hierarchal classification. 
2. The multiple classification of the type we have been discussing in 
the early part of the present chapter. 


We shall give a brief discussion of these cases and leave a mixture of 
the two cases for the reader to examine, except for a few cases of im- 
portance to experimental design. 


6.7.1 The Hierarchal Classification 


The simplest case is that of a 1-fold classification: say, individuals by 
families or observations by individual. "The model used is the following: 
y = u + aid eij; 1 1, 2, „7 
that is, that the observation for the jth individual in the ith group is 
made up of a portion u common to all observations, a contribution a; 
common to all individuals of the 7th group, and a deviation eij particular 
to the jth individual of the ith group. By definition then, the expec- 
tation of any erz is zero. We assume that the e;;’8 have the same vari- 
ance c? and are uncorrelated. Suppose also that the a,’s are a random 
sample from a population with variance c^, Let the number in the 
ith group be n;. We may then obtain estimates of u, à; as if they were 
fixed effects and construct the analysis of variance (Table 6.17), where 


1 Zn? 
pe (v. - 25) 
1 — 1 N. 


TABLE 6.17 
Mean Expectation of 
Due to df Sum of Squares Square Mean Square 
9 
Fittin, 1 =, 
itung y N. 
Difference 1 1 Difference 4 c? + ko, 
Fitting u, ai T by Ye 
: Ton 
Remainder N.—r By subtraction * E o? 
Total N. Eyy 
T 


* Equals sum of squares within groups. 
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The expectation of the sum of squares denoted by “difference” above 
is, in fact, the expectation of the sum of squares between families: i.e., of 


ny D (yi. — y..* 


Now, 
Yi = u + ai e. 
D niai 
J. . 1 ＋ 5 t e.. 
80 
En 
yi — J as — V. +e. e.. 
N. — n. Ny 
1 
. 
Ni INI SEE 


The expectation of the square of (y;. — y..) is then 


N.—nV np (N. — ni)? (N.—m) 
0 N. )* Ziel ee+ |» Mi 5 NS |e 


2n; -= n 
iape Tep Ng 
N.n 


* 


Multiplying by n; and adding over 7, we get 


ec eee 


Zw 
pt s 


Dividing by (r — 1) we find that the mean square has expectation 


1 n?; 
+ — (v. — x) 02, = c? + ko, (36) 
As unbiased estimates of c? and o, we may then use 
=E 


. iA E) 
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In general, we shall also wish to have sampling errors of these estimates. 
The variance of these estimates may be obtained exactly in terms of 
the cumulants of the true parent populations. See for instance Ken- 


dall. 
For example, if the e;;’s are independent, the variance of ó? is 


1 
N.-r+2— 
ui Ni K*, 


Resp C. os — 5 


where Ko, K4 are, respectively, the second and fourth cumulant of the 
distribution of the eis. The formula for the variance of 62% is more 
difficult to obtain, though the difficulty is entirely one of algebra. 

If we make the assumptions that e;; and a; are normally distributed, 
then 


ot 


1 = 1 


var (6?) = 2 


and may be estimated unbiasedly by 
e» 
n+l 


where n — 1 is the number of degrees of freedom for the remainder. 
If the n;;’s are all equal to k, say (so that k above equals this k), 


(c? + koa)? 
r— 1 


var (c? + ko?a) = 2 


Furthermore, 62 and (c? + ko?a) are independent, so that 
var [(c? T ko?a) — 67] = var (c? + ke?;) + var (62) 
(0? + ko?,)? ot 
+ 2 
1 n. 1 


or 


k? var (G70) = 2 


As an example of the use of these formulas, let us suppose that we 
are dealing, in fact, with material for which c? = 1.0 and c?, = 1.0. 
Then, 


var (62) = 
n=l 


Q EY 2 
r—1 n=1 


and 


k? var (a) = 2 
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Let 
k 5, r=10 
then 
eas (ket) 40 
and 
2 
var (92) = m ost SE (67) = 0.22 
and 
1 /2 X 36 2 
var (67) = 250 + =) 
S si aS abe a 
= 0.32 
so that 


SE(2,) = 0.55 


It is clear that the number of observations given by k and r is completely 


inadequate for this situation. 
In the case of unequal numbers, corresponding results can be obtained 


after a lot of simple but laborious algebra. 


6.7.3 The n-Fold Hierarchal Classification 

We shall deal first with the case of equal numbers and suppose that 
we have groups A (a in all), groups B (b for each A group) within A, 
groups C (c for each B group) within groups B, and soon. We use the 


model 
Yije = B di + bij + ck toot ees 


where 
E(eix. :.) = O, E(a) = O, Eby) = 0, ete., 
E@,) = c*, Eb) = 075, ete. 
and all the terms are uncorrelated. This leads to the analysis of vari- 
ance (Table 6.18) with groups A, B, C, D, and e individuals per ulti- 
mate D group. 


TABLE 6.18 
Mean 
df Square Expectation of Mean Square 
Between A groups a-i A a? + ed + deo + ede 2h + bcdes? 
Between B groups within A groups a(b — 1) B a? ed + deo + ede 
Between C groups within B groups able — 1) g a? + eo?a + deo, 
Between D groups within C groups abc(d — 1) D a? + esa 
Error abed(e—1) E e» 


Total (about mean) abede — 1 
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The sums of squares are easily obtained. The estimates of the com- 
ponents of variance are given by the linear functions of the mean squares 
the expectation of which is equal to the desired component. If the 
residuals, the a,’s, the by s, etc., are normally and independently dis- 
tributed, the mean squares are independently distributed. The vari- 
ance of each mean square is equal to 


(expectation of mean square)? 


degrees of freedom 


and these variances may be combined in the usual way to obtain the 
variance of a linear function. 

In the case of unequal numbers the situation is more complex. The 
analysis of variance has the same formal structure as before, the de- 
grees of freedom depending on the number of individuals in each ulti- 
mate group. It is possibly best obtained in a step-wise manner: Ob- 
tain the sum of squares within the ultimate groups, which is used as 
computed, then obtain the sum of squares within the penultimate 
groups, and obtain the sum of squares between ultimate groups by sub- 
tracting the former from the latter, and so on. 

We shall take a 2-fold hierarchal classification as an example, the 
model being 

Vk = n + ai + bij + eijk 
with 
1 = 1, 2, % 
JI, 2, +++, fl 
* = 1, 2, , nij 
The sums of squares are: 


Within B groups: L (Yije — ysj.)? with df L (nj; — 1) 
ijk ij 
Between B groups within A groups: 
Lua. yi)? with df L (8; — 1) 
E i 
Between A groups: L N;.(y:-. — y...)? with df (œ — 1) 
i 


The expectation of the within B groups sum of squares is easily verified 
to be equal to 


[z (nij — | o? 
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By an argument identical to that for the 1-fold classification, the ex- 
pectation of the sum of squares between B groups is 
Li 
DG |+ We 
i N 


The sum of squares between the A groups may be written 
Mey yi 
1 om 
ENN N.. 
Vir = u + d + bij + eijk 
Ya. = Miju + nia; + niji + Leut 
k 


0˙⁵ 


Now, 


Yi. = Niu + Nia; + 2 nbi + DO ei 
j jk 
s EY?) = N. + M22 + (= ns) 0% + Nic? 
Also d 
Y... = VN. u + ZN;.a; + >> nijbi; + >) ĉijk 
ij ijk 


-^OE(Y?...) = N?. u + (ZN?;)e?, + x 2) os + N. 02 
ij 


The expectation of the sum of squares between A groups is then 


n 
— m T Nico). Jl T eu * | 


i 


T S 
— E (N) + x c^, 4- c? 


which equals 


Dy mA Vn 27 N?;. 
be "E P jeec 75 . 


This must be divided by (æ — 1) to give the expectation of the mean 


Square. 

This process may be extended indefinitely with little difficulty. We 
have then dealt with the case of hierarchal classifieations. Aspects 
that we have not considered are: 


1. The variances of the estimates of components: This will proceed 


110 THE ANALYSIS OF MULTIPLE CLASSIFICATIONS 


in the usual way by virtue of the fact that the estimates are always 
quadratic functions of the observations. 

2. The effect of inadequacies in the model: For instance, the variance 
of the es may change from one class to another. Again it is a matter 
of algebra, though somewhat tedious, to evaluate the expectations un- 
der some other model. It should be noted that the model includes not 
only the linear equation 


Vit = w+ ai + bij + ete. 
but also the statement of distributional properties of the quantities on 
the right-hand side of the equation. 


These problems are virtually unsolved at the present time, though the 
procedure to be followed is simple. It is to be hoped that some prog- 
ress will be made on them. 


6.7.3 The Case of n-Way Classifications 

The situation now becomes very complex. In fact there appears to 
be praetieally no theory at all on which to base the estimation in the 
general non-orthogonal case. As a beginning let us state the results 
for the orthogonal case: namely, when an equal number of observations, 
say, n, occurs in each cell of the classification. 

Suppose that we have the model: 


Vit = M+ a; + b; + Ck + ek 


1 1, 2, „ 
1 1, 2, „8 
k= 1,2, % f 
L=1, 2, „ 


With equal frequencies we obtain a simple procedure by the analysis 
of variance (Table 6.19). 


TABLE 6.19 
Expectation of 
Due to df Sum of Squares Mean Square 
Mean A 1 d 
Differences among a; r— 1 a? + nsio?; 
Differences among b, 5 —1 c? + nric?, 
Differences among cx t—1 o + nro? 
2 


Remainder N..—r—s—t+2_ By subtraction c 


Total N..(= rst) ! 
11 
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Estimates of o, 075, etc., may be obtained from the mean squares 
by equating observed and expected mean squares, and the estimated 
variances of the estimates are now given exactly, if normality holds, 
by the fact that 

(true mean square)? 
var (mean square) = 2 —————— — ——— 
degrees of freedom 
The estimated variance of the estimate is obtained by substituting the 
observed mean square for the true mean square, and a divisor equal to 
(degrees of freedom + 2). The true variances may be combined in 
the usual manner for the variance of a linear function. It should be 
noted that the combination of estimated variances raises some difficult 
problems, analogous to the Behrens-Fisher problem. 

In a similar fashion one can write down the analysis of variance for 

the n-way classification with all possible interactions included: that is, 


for the model, 
Vit = w+ a; + bj + (ab); + ex + (ac) + (be) + (abe) + eia 
t= 1, „r; J = I, „s * = 1, %; LHl syn 


everything except u having expectation zero, variances of the a;'s equal 
to c?,, etc., of the (ab) ys equal to n etc., and all these random varia- 
bles being uncorrelated (Table 6.20). 


TABLE 6.20 
Due to df Expectation of Mean Square 
1 if 
a r-1 o? + noche + nlo?ab + nso?ac + nsto?a 
b 8 — 1 o? + nor are + nto? + nro? + rte 
(ab) (r — 0 — 1) a? + no?abe + teh 
c t—1 a? + norare + MSG, + robe + nrse?, 
(ac) (r — Ie — 1) o? nose + nge 
(be) (s — 1)(t — 1) 51 f nel, . nro be 
(abc) Ge 31) 62 4. nos 
Remainder rst(n — 1) o? 
Total nrst 


These expectations should be verified by the reader. The estimation 
of the components is again straightforward. 

In the case of unequal frequencies, we can regard the terms in the 
model apart from the error term as being unknown constants and make 
up the analysis of variance described earlier in this chapter. If we 
could obtain the expectation of the mean squares in terms of variance 
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components, the constants“ now being random variables, we could es- 
timate the components by equating observed mean squares to expected 
mean squares and solving the resulting equations, which will be linear 
in the components. 

As an example we will consider the 2-way classification with no in- 
teractions. In that case we make the analysis of variance, in which 
items obtained by subtraction are marked + (Table 6.21). 


TABLE 6.21 
Sum of Mean 

Due to df Squares Square 
nu 1 R(u) 

Difference 1 1 + A 
u and a; r R(u, a) 

Difference 8s —1 * B 
H, ài, bj fuste dt Ti(u, a, b) 
Remainder N..—r-—s-1 + E 

Total N.. 2 10K 


D 

The expectation: 
Of E is c? 

Of Bisc? + 


1 n?; 
x(v. = =o) 2, = c? + kio” 


s= a i Ni 
Of A is o? + kac? + kac? 


where 


So, to estimate o°, a°», and o”,, we could solve the equations: 
E=6 
B = 6? + ki” 
A = 8 + ksó?, + kaó?, 


More complex cases have possibly been worked out, but the author 
has not found such in the literature. 
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Problems yet to be solved are: 


1. The variance of estimates obtained in this way. 

2. The efficiency of various estimation procedures: We should con- 
sider the estimation by obtaining sums of squares for each classification, 
which will not be orthogonal to each other, and equating observed values 
to expectations. 


6.8 AN EXAMPLE OF THE ESTIMATION OF COMPONENTS 
OF VARIANCE IN A GENETIC PROBLEM 


We conclude with a less common problem in the estimation of com- 
ponents of variance as an example of method. Suppose that we have 
a set of p inbred lines and make all possible crosses among these lines, 
using each as a male and a female parent. It is reasonable from some 
genetic points of view to assume the model 


Yije = BA gi + gi + si + rij + eijk 


where 
Yijk = the observation of the kth offspring of line ? as male and line 7 
as female parent 
u = a contribution common to all observations 


gi = a contribution particular to line 7 
si; = a contribution particular to the cross of line 7 and line j, such 
that sj; = Sij 
"jj = a contribution arising from the difference between using line 7 
as male and line j as a female parent rather than vice-versa, and 
is such that rij = — fji 
ei = a random deviation 


It is assumed that we are dealing with a sample of lines from a popula- 
tion and that the e;jx’s are uncorrelated, with mean zero and constant 
variance o°. The terms gi, Sij, rij are assumed to be random variables 
with mean zero and variance c?,, c?,, and o”,, respectively. The aim 
is to estimate o°, o?,, c?,, and o”,. We assume also that there are n 
offspring from each possible cross. 

Our estimation procedure will be to regard the 9s, s;;'s, and rj's as 
fixed variables and construct an analysis of variance. We shall then 
take expectations of mean squares in this analysis and equate them to 
the observed values. The estimates of u, 91, go, * * *, Sij, rij are obtained 


by minimizing the sum of squares: 


ZB Giz — Bb — 95 — 97 — 85 — 153)? 
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The equations are: 


p(p — Dan + 20 — Da Ohr f On X Si =F... 
5 i<j 
2(p — Dun + 2(p — Un + 2n D hi, + 2n Y $5 = Ye. + F. i. 
. T 
2n + ng; + 2n$; + Ans, Fi. + Vu. 
Anfej Fi. Yp. 


To obtain a solution, we impose the conditions, 


Do. o, Den =0 for each i 
7 7 


The solutions to these equations are then 


a= Ven 


S 2n 
Ya 
dd np(p — 1) 
2n(p — 2)9; = Y;.. + Y.;. — 2(p — 1)na 
2ná;; = Yi. + Vin. — 2n — 2n; — 20, 
where 
N ＋ di +9; 


; Ed AY ron UIS 2 7 EVE, nd — J 
2n(p — 2) 2n(p — 2) 2n(p — 2) 2n(p — 2) 


1 
-————(- FS E n gy 
2500 — 2) 2npf + Setter ee 
= : (v TE X N : 
e aN a TY E; CE Ee) 


Tt should be noted that we do not, in fact, estimate any g; or 8;;; these 
quantities are not estimable. What we have estimated as g1is, 


m È sia — —— D sa 


> @ 7 m 
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The total sum of squares removed is equal to 
R(u, 9, $, 1) = AY... + Zj(Yi-. Y.) +O (Yi. + Y) 


i<j 
TOMAQS Pr.) 
i<j 
Das LUE (F. + Ya)? 2 
50 — In [ ante a) ape as] 


(a) (8) 


f (0579 3:14.) 
SP [x Sg(Yi. + ^! Pag Z EM 
is i<j 2n 
[7 [7] 
If we fitted for u, gi, Sij, we would have the same normal equations as 
the first three above, and the solutions of this set which would be de- 
noted by f, Ji, 8;; are the same as before if the same conditions are im- 


posed. So 
Riu, 9, 8) =at+B+y 
Similarly, 
Riu, g) - o 5 


R(u) =a 
We have the analysis of variance (Table 0.22). 


TABLE 6.22 

Due to df Sum of Squares Expectation of Mean Square 
u 1 a 
g p-—-1 B a? + 2no*, + 2(p — 2)ne?, 
s —— y ce? + 2nc?, 
r re- 2 è e? + 2nc*, 
Within cells p(p — 1)(n — 1) e (say) o? 

Total plp — 1)n 


The meanings of the components of variance are: 


1. c? is the variance between different progeny of the same eross, both 
male and female parents being specified. 

2. 07, is the average value of the square of the difference in means of 
two reciprocal crosses divided by 4. If the crossing is at random, the 
contribution to the progeny due to the fact that the male was of one 
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line and the female of the other rather than vice-versa will have variance 
bare, 

3. a°, is the square of the deviation of the average yield of the two 
reciprocal crosses from what we would expect, given an estimate of the 
additive values of the two lines from an infinite sample of crosses with 
different lines. 

4. c?, is defined conceptually as follows: Suppose each of the p lines 
is crossed with a very large number of others with equal frequency as 
male parent and female parent. This will give means of, say, 2, 2», 

1 
DD 
its additive contribution is a variable with mean zero and expectation 


0. 


+++, £5, and c?, is equal to D(z; — #)?. If we take a random line, 


The practical value of knowledge of these components is a matter for 
the geneticist. 

The expectation of the mean squares is obtained in the following 
manner. 


188; 


Yij. — Yji. = 2nr;; + sum of n different e’s — sum of n dif- 
ferent e's 


E(Yj. — Y)! = mo? + AuG 


and 
Yy. — Yj)? 

35 2 

2 205 (p — 1) 

i<j 2 

2. 8: 
(Yi. F.) = 20% — 1)na  2(p — ng; + 2n I ge + 2n D sij 
isi Pn 

80 + sum of 2(p — 1)n different e's 
al Qe. ag 

i -2n(p — 2) 


= 2r — D'mé | 2p(p— Yn, | 2np(p— os, | p(p — Hos 
(p — 2) (p — 2) (p— 2) (p 2 
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Also, 
Y... = plp — I)nu + 2(p — 1)nZg; + 2n O sij 
i 
" + sum of np(p - 1) different e’s 
z| pyss- | 5 2p?(p — 1) 212 S8 — 1) 252025 
p(p — 2)n p(p — 2)n p(p — 2)n 
8n?p(p — I). , 2np(p — De* 
25% n mp(p- 2) 


Subtracting, we get, as the expectation of the sum of squares, 
(p — I)e? + 2n(p — 1002, + 2n(p — 1) — 2); 
and, therefore, the expectation of the mean square is 
c? + 2nc?, + 2n(p — 2) 

3. y: 

As regards experimental errors, we have the following in which we 
denote Den by eig.: (It should be noted that this is not in accordance 

k 

with our usual notation.) Then, 


2n(p - 2)&s = (p — 2) (e12. + €-) — 612: — €n- — C21- — 612» 


RE 1 (&12- + el.) + other terms 
7 — 
— 3) ( — 2 
E ope (e12; + €21-) + other terms 
5 — 
and : 
Yio. + Yor. = (e12. + 0212) 
Also: 
E(eig-)(612-) = ne? 
E(cis )(eij-) = 0, (i, j) # (1, 2) 


E(e21-)(61-) = nos and so on 
So the expectation of $12(¥12. + Y21-) is equal to 
1 |^ — 3) — 2) n (p — 3)(p — 24 2829-29, 
2n(p — 2) ( 1) (p — 1) (p— 1) 
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There are in all p(p — 1)/2 such terms, giving as the expectation of 


the sum of squares p(p — 3) 2 and as expectation of the mean square 


92. 


The term involving c?, is found by an identical argument to be 2nc?,. 
As a check we may prepare Table 6.23 of expectations of sums of squares. 


TABLE 6.23 
12 o% 02, P o^, 
a np(p — 1) | 4n(p — 1) 2n 1 
€ (n — 1)p(p — 1) 
$ 2 1) 50 
— 3 
z inte =) i ) 
B 2n(p — 1)(p — 2) | 2n(p — 1) | p— 1 
Total | np(p — 1) | 2np(p — 1) np(p — 1) | np(p — 1) np(p — 1) 


The expectations of the individual items sum to the expectation of the 
total sum of squares (about zero), so that we have verified our caleula- 
tions. 


6.9 CONCLUSION 


In this and the previous chapter we have dealt with the estimation 
from data assumed to conform to a particular class of models, of the 
parameters of the member of the class actually encountered. 

We have not discussed, except briefly at the beginning, the problems 
of inference. The work we have described is entirely deductive in that 
we assumed random samples from partially specified populations. 

There is one difficulty involved in the application of these methods to 
a set of data which can hardly be emphasized sufficiently. The results 
are obtained for conceptual populations which are formed according to 
simple specifications. The application of these theoretical results to a 
real population of experimental or observational units depends entirely 
on the validity of the correspondence between the actual population 
and the chosen theoretical population. If we have good reason to be- 
lieve that the theoretical population does not correspond to the actual 
population, we are in no position to translate deduced results in the 
theoretical population into predictions of what would happen in the 
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actual population. The correspondence is a matter of degree, and it is 
impossible to obtain a perfect correspondence. This should not, how- 
ever, lull us into ignoring the risk that we may be on an erroneous path 
with the most complex model that we can handle. 

The acid test (and the only one) of the reliability of a model, theo- 
retical or otherwise, is the comparison of observations with predictions. 
The fact that observations agree with predictions does not prove the 
accuracy of the model but verifies that the model can predict within the 
range of error we desire at a particular moment. Later we shall be in- 
terested in smaller errors, and our model will be shown to be at best 
an approximation and at worst entirely erroneous. 

We shall find, however, in the next chapters, that we can obtain a 
considerable amount of insurance against such risks by applying the 
method of randomization. Under this principle, the experimental units 
which occur in a particular cell of a treatment classification are chosen 
at random from a specified population. 
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CHAPTER 7 


Randomization 


7.1 THE PRINCIPLE OF RANDOMIZATION 


Let us consider the basis of possible interpretations of data by meth- 
ods that have so far been given. In all cases we have to assume that 
our experimental results conform to some mathematical distribution 
which is specified to a greater or lesser degree. For example, the as- 
sumption may be that y, the variable under study, is distributed around 
some function of the other variables independently according to a nor- 
mal distribution with mean zero and constant variance. In the case 
of the tasting test, we have to assume that the taster will, in the absence 
of any difference detectable to him, choose the odd drink randomly un- 
less he knows which one of the three is the odd one. The important 
question is then: Can we ever be sure that our observations will follow 
the appropriate distribution? Fisher 1 gives an excellent, and now clas- 
sical, discussion of the problem, illustrating the points with the lady’s 
tea-tasting experiment. 

First, consider the triangular tasting experiment. Suppose there is 
no difference between the two processes for producing the drink, and 
that, in fact, they are identical as far as taste is concerned. Under these 
circumstances we wish the results to be in accord with the binomial 
distribution. Our taster will, each time, pick out one of the 3 drinks 
presented to him as the odd one. The processes by which he reaches 
a decision are unknown to us, but on tasting each drink he presumably 
scores it in some way and compares these scores. The score may, of 
course, be a composite of several characteristics and may exist only 
subconsciously in the taster’s mind. Supposing then the decision is 
based on considerations other than the treatment, because we assume 
the treatment to have no effect, we can be sure that he will be correct, 
by chance, 1 in 3 times on the average if the association between the 
treatment and any other characteristic of the experimental material is 
zero. The notion of lack of association between treatments and char- 
acteristic of the experimental material is not difficult to visualize. One 
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can formalize it by an argument such as the following. We imagine 
that the experimental material can be classified, say, for the purposes 
of argument into discrete classes, thus: 


Treatment () 
Classification 
of Material (i) 
1 2 
1 
2 


We have a process by which treatments are allocated to the experimental 
material which will specify the number n;; of experimental units in the 
(i, j)th cell. This number n;; must have the same distribution over the 
i cells for all the treatments. 

To develop a process that will have this property is a “tall” order, for 
the association must not exist for any characteristic of the experimental 
material. Furthermore, we do not know all these characteristics. The 
great contribution of Fisher to the scientific method was the notion of 
randomization. By this device, we can ensure that all the desirable 
conditions are met. 

Many attempts have been made to define randomness, but the defi- 
nitions tend to be circular. We adopt the axiomatic theory of proba- 
bility, in which we regard probability as a function of sets of points with 
particular properties. One property is that, for any set (to be precise 
and possibly a little esoteric for this book, the sets must be Borel sets) 
of points, it is non-negative and additive, and, for the set of points con- 
sisting of the whole space, it is unity. From these axioms we deduce 
certain theorems, of which the most important in the present context is 
the central limit theorem. This is a theorem entirely in our conceptual 
theory. The theorem states that, almost regardless of the true distri- 
butions of successive random variables vi, 1», ., their sum has a dis- 
tribution which tends to a distribution of known form, depending on 
the means and variances of the distributions of the z;s. As a special 
case, if we are sampling from a binomial distribution, the probability 
that the relative frequency deviates from a particular value by more 
than a certain amount tends to zero with increasing sample size. Note 
that all the terms in the previous sentences are in the conceptual theory: 
ie., sample, binomial distribution, probability. Now phenomena are 
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observed in nature, i.e., in the perceptual sphere, which appear to have 
this property. For example, if we toss a penny successively in the usual 
way and plot the relative frequency of heads obtained up to each toss, 
we shall get a graph that may look like Figure 5. 


Relative frequency 
of heads 
Em 


1 2 4 8 16 32 64 128 256 6512 etc. 
Number of tosses 


FIGURE 5. 


This is precisely the sort of thing to which our conceptual framework 
leads us. It suggests to us that the theory in the conceptual sphere 
may be related to the phenomenon in the observed world by interpreting 
probability in the conceptual sphere as relative frequency in the per- 
ceptual sphere. 

Again, we may examine the heights of the corn plants in a particular 
small area and obtain a histogram of these heights (Figure 6). We 


Frequency 


Heights 
FIGURE 6. 


realize that, with a large number of plants, finer observations, and smal- 
ler grouping intervals, this histogram will tend more and more closely 
to a smooth curve. It may never actually achieve a smooth curve be- 
cause in the present stage of genetic knowledge the height of each plant 
is regarded as made up of the small effects of a large but finite number of 
genes plus environmental effects. But it will certainly approximate a 
smooth curve. It has been found, for example, in some cases that the 
histogram can be closely approximated by the normal or Gaussian curve. 
Now suppose we have a population whose distribution resembles the 
normal distribution and we draw samples in such a way that we know 
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nothing about each individual: i.e., draw samples completely haphaz- 
ardly, and examine the distribution of the means of these samples. We 
shall find that this distribution follows closely the distribution of means 
that we can derive for the normal distribution. The crucial word of 
this statement is “haphazardly.” How can we draw samples without 
knowing anything about the individual members of the population? 
We need a process in the real world that will lead to results comparable 
to what we obtain in the conceptual world with equal probabilities. 
Here again we meet the difficulty of induction, that all we can show with 
a particular process is that it has worked in the past. 

The situation grows more and more complicated the deeper we delve 
into it, and we may perhaps best conclude this discussion by saying 
that processes have been found that give "random" numbers, which 
have the property that, if the members of our population are assigned 
successively the numbers 1, 2, 3, etc., and we use the set of random num- 
bers to draw samples, we obtain samples whose distribution in particu- 
lar respects, e.g., the mean, is closely approximated by the correspond- 
ing theoretical distribution. 

Given such a set of generated numbers, we are completely equipped 
for the drawing of random samples. We use a set of random numbers, 
because it is in most cases impossible for each and every one of us to 
carry a machine that we know will produce random numbers. In a 
sense, we can carry such a machine, for we are pretty sure that a new 
nickel, say, has the property of giving heads and tails with equal fre- 
quency in the long run and we could generate random numbers with it. 
If we wished, we could check that the nickel has this property. It is 
perhaps worth while to indicate how we would use such a “machine” 
to arrange, say, 20 items in random order. We would toss the nickel 
5 times to obtain a random number between 0 and 31 by the following 
process: record heads as 1 and tails as 0; then we shall have 5 numbers 
which we write out in order as 


di d ds di ds 
each a; being 0 or 1. From this we calculate the number as 
as + 2a4 + 4as + 8a; + 16a, 


If all the a’s are unity, we get 5 heads and the corresponding number is 
31, and, if all tails, the number is 0. If we repeat the process again and 
again, we shall eventually obtain all the numbers from 0 to 31 in some 
order, disregarding a number when we have obtained it before. We 
may then delete the numbers 0 and 21 to 31 and we have our numbers 
1 to 20 arranged in random order. 
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Such a process is rather tedious, and so we use sets of random num- 
bers prepared by someone else. There are some theoretical objections 
to the use by all of us of the same set of random numbers or to our us- 
ing the same set of numbers for all our aets of randomizing. "These, 
however, need not worry us here. The ordinary experimenter will not 
go wrong if he uses a table in order and when he has gone through the 
table starts again. But, if he does a large number of randomizations, 
he should use different sets of numbers, and he should not use a set of, 
say, 10,000 numbers to arrange the numbers 1 to 5000 in order. These 
ideas are intuitive but can probably be given some objective basis. 

What we have done essentially is to push the justification for our pro- 
cedure of randomization back a step. Any particular specified set of 
numbers may be random or not, depending on how they were obtained. 
In fact, the randomness of the numbers is not a property of the numbers 
but of the process that generated them. If they were obtained by a 
process which we believe to be random and the results of which have 
met successfully tests for randomness, we rely on the inference that 
these numbers have the desirable properties for our problems, and such 
an inference like all other inferences cannot be shown to be completely 
true. The sum total of our discussion is then that we put our faith in 
a set of random numbers. We have this to strengthen our belief in 
the process, that it has been found to work whenever it has been tested: 
for example, in sampling where we can compare our sample results with 
those obtained by complete enumeration. Furthermore, if this process 
does not work, it seems clear, though probably difficult to show, that 
no process of induction can work. 

To return to the tasting experiment, suppose that our production 
process goes by steps 1, 2, 3, ete., to N, and that we introduced a change 
in the process at step n and wish to ascertain if this change has produced 
any effect perceptible to the taster. If we divide our material at step 
(n — 1) into 8 portions and assign 1 of the 2 treatments at random to 
1 of the 3 portions, and then continue the process from the (n + 1)th 
step to the Nth step, we know that the taster will, in the absence of 
any effect, pick out the odd one correctly by chance in 14 of repeated 
trials, in the same way that we obtain results in our conceptual sphere 
with a binomial distribution with p = 14. In order to validate the 
process completely, that is, to test the hypothesis that the change in 
the process only at the nth step has had no effect, we should apply 
processes (n + 1) to N to the 3 portions at random also, or, less pref- 
erably, in some preassigned systematic way. Suppose that our taster 
is using some effect, completely unconnected with the processes at the 
nth step in order to make his choice of the odd one. Then we have by 
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our randomizing process given this effect a probability of 14 of being 
associated with the odd drink, and this is all we require to validate our 
tests based on the binomial distribution. Now consider the stipula- 
tion that the processes after the nth are to be applied at random or in 
a preassigned systematic way to the 3 drinks and what happens if this 
is done. "This stipulation will result in lack of association on the aver- 
age of any external factors with the treatments. 

Finally we should consider the extent to which we should endeavor 
to make all the processes apart from the one under test as alike as pos- 
sible. It is obvious that, as far as our test of the null hypothesis is con- 
cerned, it does not matter how gross the differences are, but we have to 
consider what happens under our alternative hypotheses. In the pres- 
ent case our alternative hypotheses are that the difference is such that 
the taster will choose the odd one correctly in a proportion p of cases, 
p being greater than 14. Gross differences occurring more or less hap- 
hazardly will lower the proportion of cases in which the differences will 
be detected correctly. In our discussion in Chapter 2 on the power of 
a test we considered only the case of p equal to 4, and then only briefly. 
Suppose we are using a 5 percent test, and we wish to reject the null 
hypothesis 95 times out of 100 on the average when the true hypothesis 
is that p equals 44. Then we shall require approximately 92 trials. 
If, on the other hand, the true hypothesis is that p equals 34, the num- 
ber required under the same conditions is approximately 13. The gen- 
eral effect of gross haphazard differences is obvious from these two cases. 
The removal of various haphazard effects will undoubtedly entail addi- 
tional expenditure of resources and brings with it an increase in the 
sensitivity of the experiment. A final answer to the balance that is 
to be practiced in this situation, namely, that an increase in the sensi- 
tivity or accuracy of an experiment requires additional expenditure of 
effort and money, is obtained only by recourse to economic arguments. 

Our general conclusion is the following. The experimenter must de- 
cide which of the various causes that he feels will produce variation in 
his results must be controlled experimentally. Those causes that he 
does not control experimentally, because he is not cognizant of them, 
he must control by the device of randomization. To reiterate the crit- 
icism of many so-called experiments in the various branches of science, 
particularly in the social sciences,* but also of some occurrence in other 
sciences (fortunately decreasing as the principles of statistical inference 
become more widely known), only when the treatments in the experiment 
are applied by the experimenter using the full randomization procedure 


* See, for example, F. Chapin, Experimental Designs in Sociological Research. 
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is the chain of inductive inference sound. It is only under these cir- 
cumstances that the experimenter can attribute whatever effects he ob- 
serves to the treatment and to the treatment only. Under these cir- 
eumstances his conclusions are reliable in the statistical sense. 


7.2 RANDOMIZATION IN THE CASE OF CONTINUOUS 
VARIABLES 


There is little need to discuss the effectiveness of randomization in 
the case of continuous variables. The same conclusions hold qualita- 
tively as for the discrete case, but some additional remarks are neces- 
sary, in that, with the particular example discussed, the distributions 
of our results in the case of the null hypothesis were completely deter- 
minate from the hypotheses. For example, in the tasting experiment 
the null hypothesis was equivalent to stating that the results would be 
distributed according to the binomial distribution with p equal to 14. 
For any special number of trials, then, the probabilities of the possible 
results could be evaluated. "There can, of course, be cases in which the 
discrete distribution is not completely specified by the null hypothesis. 

For the continuous case, consider the estimation of the differential 
effects of 2 treatments on a characteristic for which the possible measure- 
ments form a continuous set of numbers. Suppose that, with one treat- 
ment, the characteristic y is distributed for the population nearly ac- 
cording to the normal distribution 


ES 1 20 
f(y) = Vas 


and, with the other treatment, 


(y) = : i 
d PV 


The hypothesis we wish to test is that uy is equal to us, no assumptions 
being made about the value of c? other than that it is positive. 

The situation is exactly analogous to the problem in the axiomatic 
theory of testing the differences between samples from two populations, 
and the same considerations as with the tasting experiment hold. We 
must select the members of the population that receive treatment 1 at 
random, and also the members that receive treatment 2, We must 
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apply the treatments to the selected members individually and must 
randomize any stages in the process after the stage of applying the 
treatments. If the treatments have no differential effects, then our ex- 
perimental results will belong to one distribution, with uj = ue in the 
above formulas. 

The basis of our inferences in this case is that the experimental re- 
sults for the population are arranged in distributions approximated 
closely by the corresponding theoretical distributions. Our randomi- 
zation procedure by definition completes the reasoning process. 


7.3 SAMPLING FROM FINITE POPULATIONS 


The considerations that we have given above hold for particular sets 
of circumstances only. These may be stated briefly as follows: that 
we are sampling by a random process from an infinite population: e.g., 
of repetitions of the triangular taste trial. In any particular experi- 
mental situation it is diffieult to specify any infinite population from 
which we are sampling, and, if this is possible, it is rarely permissible 
to assume that we are sampling at random from this infinite popula- 
tion, as regards the choice of experimental units which are attached to 
particular treatments. The case of field experiments is somewhat clas- 
sical in that it has been subjected to more examination than other cases 
and also has been a subject of considerable controversy. Practically 
all the difficulties of interpretation of an experiment in any subject- 
matter field are exemplified by this case, and we shall therefore examine 
it in some detail. 

Suppose we wish to compare 2 treatments on an area of land, and for 
the purpose we divide the area into plots, over which the treatments 
are distributed randomly. We know that, if we give the area of land 
a uniform treatment and harvest it in very small plots, we shall find 
that the yields are approximately normally distributed. In our ex- 
periment, however, we may perhaps divide the area into 20 plots, ar- 
range these in pairs to make replicates, and assign the treatments at 
random within each pair. The plots then that receive a particular one 
of the treatments are a sample taken randomly without replacement 
from a finite population of 20 elements stratified into 10 strata, each of 
2 elements, there being 1 element from each stratum. It is common 
sense that the yields of neighboring plots are correlated (probably ap- 
proximately as some function of their distance apart), and we know 
that 2 random elements of a finite population of n elements have a cor- 
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relation of —1/(n — 1), which with strata of 2 elements equals —1. 
In the absence of any further considerations, we could not possibly re- 
gard such sampling as being from an infinite population and could not 
therefore use the theory of previous chapters whieh is concerned with 
infinite populations. 
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Suppose we have performed an ordinary randomized block experi- 
ment with ¢ treatments in r blocks of ¢ plots, the treatments being as- 
signed at random within each block. If the treatments have no differ- 
ential effects, we can say that we have made a grouping of the rt plots 
into t groups of r plots which is a random one of the possible (¢!)” group- 
ings that we could have obtained. Any property of a grouping may be 
considered, such as the sum of squares between treatment totals or the 
range of the treatment totals (or some peculiar property such as the 
cube of the means of the cube roots of the treatment totals, though it 
is unlikely that this quantity would be of interest). A chosen property 
may be evaluated for the particular grouping and for all the other pos- 
sible groupings, and we may then consider that we have a random sam- 
ple of 1 from the possible (¢!)” values that could have been obtained. 
Under the null hypothesis that the treatments have no differential effects 
on each individual plot, the value for the chosen grouping has an expec- 
tation of the average value for all the possible groupings. We may 
take any set of the values of possible groupings that has a probability 
of 5 percent and, if the actual grouping falls in this set, reject the null 
hypothesis. In this way we can be sure that we are using a 5 percent 
significance test; that is, under the null hypothesis we have a chance of 
5 percent of rejecting the null hypothesis when it is true. We need not, 
of course, go through all this work to get a 5 percent significance test: 
We need merely to reject the null hypothesis with a probability of 5 
percent according to some random device; in other words, we need not 
examine the observations at all. 

In order that our testing procedure have value, it is necessary to ex- 
amine the power of the test or the sensitivity of the test to departures 
from the null hypothesis. The criterion that we choose must be such 
that deviations from the null hypothesis tend to place the value of the 
criterion in a distinctive set of the possible values. It is with regard 
to the specification of alternatives that we encounter some difficulties. 
The simplest alternative that can be specified is that the effect of treat- 


RANDOMIZATION TESTS 129 


ment 7 measured from some arbitrarily chosen base is t; on any plot. 
The null hypothesis specifies that the tis are equal and the alternative 
that the ts are unequal. This suggests the criterion to be used, namely, 
the sum of squares between treatment means, for this sum of squares 
will contain Z(t; — 2)?. This is the simplest (mathematically) positive 
symmetric function of the differences of the tis. One could proceed 
in this fashion examining the distribution of the sum of squares between 
the treatment means, and it is only the labor of evaluating this sum of 
squares for all the possible groupings that militates against the pro- 
cedure. 

The way out of this difficulty is indicated by the theory based on 
normal distributions which we discussed in Chapter 6. For we know 
that, if normal theory and the additive hypothesis hold, we can test 
the hypothesis that the ts are equal against the alternative hypothesis 
that they are unequal by using the variance ratio criterion: namely, 
(treatment mean square)/(error mean square). It is natural, then, to 
examine the distribution over the possible randomizations of this quan- 
tity. This was done empirically by Eden and Yates ° and theoretically 
by Welch, Pitman,‘ and others. It is fairly easily shown that in the 
absence of treatment effects the expectation of the treatment mean 
square is equal to the expectation of the error mean square. It should 
be noted that the expectation is not with respect to some infinite popu- 
lation of repetitions of the experiment, but over the possible randomiza- 
tions of the treatments. It was proved by Pitman‘ that in the case 
of randomized blocks the criterion (treatment mean square/error mean 
square) was distributed approximately according to the F distribution. 
We shall discuss these matters in the next chapter. 

It follows that the F test may be used for testing the hypothesis that 
the treatments have had the same effect on each plot. There is, of 
course, the question of the closeness of the approximation to the dis- 
tribution of the criterion by the F test, and more work needs to be done 
on this problem. Assuming, however, that the approximation is satis- 
factory, we may, as far as the test of the null hypothesis is concerned, 
regard the observations in a randomized block experiment as having 


arisen from a model 
yg = nd bi + des 


i, j being the block and treatment numbers, respectively; m, bi, and /j 
being fixed unknown constants; and the e;;’s being normally and inde- 
pendently distributed around a mean of zero with variance o°. We 
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must regard the error component e;; as measuring the deviation of the 
plot from the block mean, when a uniform treatment is used over the 
whole experimental area or material. It should be emphasized that so 
far we have considered the use of the analysis of variance for testing the 
null hypothesis. The analysis of variance has another use and one that 
is generally more important, the estimation of the error of treatment 
comparisons, and we shall deal with this in the next chapter. 


7.41 An Example of a Randomization Test 

Suppose we have 8 experimental objects, a, b, c, d, e, f, g, h, of which 
4, a, b, c, d, have received treatment 1 and the other 4 treatment 2, 
and let the experimental results be: 


a 18 e 9 
b 13 d^ t6 
1 9 17 
d 17 h 17 


There are 70 possible ways of assigning the 2 treatments to the 8 ob- 
jects, of which 35 lead to the same treatment difference except for sign. 
We enumerate the sets of 4 which include a, and evaluate the treatment 
differences in each case ignoring sign (Table tL): 


TABLE 7.1 
Difference Difference 
Set of Sets, R Set of Sets, R 
Involving (plus or Involving (plus or 
a minus) a minus) 
abed 8 acdh. 0 
abce 24 acef 18 
abe 10 aceg 16 
abeg 8 aceh 16. 
abch 8 acfg 2 
abde 4 acfh. 2 
abdf 18 acgh 0 
abdg 20 adef 10 
abdh 20 adeg 12 
abef 2 adeh 12 
abeg 4 adfg 26 
abeh 4 adfh 26 
abfg 18 adgh 28 
abfh 18 aefg 10 
abgh 20 aefh 10 
acde 16 aegh 12 
acd} 2 afgh 26 


acdg 0 
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We find that in 25 cases out of the 35 (i.e., 71 percent of cases) a dif- 
ference as large as 8 (the observed difference) or larger would have been 
found. There is, therefore, no evidence from the randomization test of 
a treatment effect. 

If we applied the analysis of variance to this set of data we would 
have the results given in Table 7.2, where 


TABLE 7.2 
Sum of Mean 
Due to df Squares Square F 
Between treatments 1 8 8 0.26 
Within treatments 6 185.5 30.9 
Total 7 193.5 


Between-treatments sum of squares 
= [(18 + 13 +3 + 17) — (9 + 16 + 17 + 17)P/8 = (—8)?/8 = 8 


Within-treatments sum of squares = 18? + 13? + 3? + 17? 


e 
[21 


— (BD? + 9? + 16? + 17? + 17? — (88)? = 185. 


and 
Total sum of squares 


= 18? + 13? ---+ 17? — (H£) = 1706 — 1512.5 = 193.5 


The F value is much less than unity, and its level of significance is 
approximately 0.63. The agreement between these two methods of 
analysis, the one with very broad assumptions, and the other assuming 
normality, is such that the use of the normality assumption will not 
mislead the experimenter. The results in Table 7.3 were obtained with 
a number of similar sets of artificially constructed data, where p(F) is 
the probability of getting the value of F or a greater one according to 
the F distribution, and p(R) is the probability of getting a more extreme 
value of H. 

If we take into account the fact that p(/) is restricted to changes of 
135 or 0.028, the agreement between the two values is surprising. It 
would appear that, in general, the asymptotic result is closely realized 
for the usual type of experiment. 
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TABLE 7.3 
Set of 
Data PF) 2(R) 
1 0.967 1.000 
2 0.960 1.000 
3 0.941 0.943 
4 0.925 0.914 
5 0.916 1.000 
6 0.858 0.943 
7 0.857 0.771 
8 0.808 0.971 
9 0.741 0.714 
10 0.678 0.714 
11 0.656 0.657 
12 0.435 0.543 
13 0.546 0.571 
14 0.435 0.457 
15 0.404 0.429 
16 0.395 0.371 
17 0.382 0.343 
18 0.296 0.343 
19 0.263 0.257 
20 0.246 0,286 
21 0.238 0.257 
22 0.165 0.257 
23 0.125 0.143 
24 0.006 0.029 


7.5 OTHER FORMULATIONS OF THE PROBLEM 


The most important other formulation of the problem is that due to 
Neyman et al5 The difference arises in the formulation of the error 
of the yield of a particular plot with a particular treatment, and of the 
aim of the experimenter. Suppose a plot in a randomized block ex- 
periment is denoted by three subscripts, 7, j, and k, the block, plot 
within the block, and treatment, respectively. The “true” yield of the 
plot (7, J) with treatment (object) k is denoted by X;;(k). The defini- 
tion of “true” yield is based on the idea that the experiment could con- 
ceptually be repeated indefinitely without any change of experimental 
conditions or of arrangement so that the kth treatment is always tested 
on the plot (i, 7). A population of yields for this plot would be gener- 
ated, and X;;(k) is defined as the mean of this population. Any par- 
ticular yield obtained is denoted by «;;(k), and the difference 


Tilk) — Xi(k) = eij(k) 
is called the technical error of the particular yield x,;(k), since it is due 
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to the inaccuracy of experimental technique. In addition to the tech- 
nical error there is the “soil” error, or error due to the inherent varia- 
bility of the experimental units. The true yield of the jth plot in the 
ith block may be represented as follows: 


XO = X..(5) + [X;.(5) — X. C + [Xa(5) — X; 0] 
= X..(k) + B:(k) + 1 
The observed yield is therefore given by 
tylk) = X..(k) + Bi(E) + nlk) + eg) 


Neyman assumed that our purpose is to compare numbers such as 
X..(k), or the average yields the treatments will give when applied to 
the whole of the experimental material In order to examine the bias 
of comparisons estimated by comparing observed yields, expectations 
are taken (1) over the population of repetitions envisaged in the defini- 
tion of true yields and (2) over the population of possible randomiza- 
tions. It is shown by Neyman that under these circumstances the es- 
timates are unbiased. 

Neyman proposed as the null hypothesis that the X..(k)’s do not de- 
pend on k, in other words that the average yield over the experimental 
area would be the same under all treatments. This null hypothesis is 
less restrictive than Fisher's in that it is satisfied when Fisher's null hy- 
pothesis is satisfied and also when the treatments have differing effects 
on the different plots but average to zero. The question is then which 
of the two null hypotheses is the more satisfactory, and it seems that 
this is a matter of the objectives of the experimenter. If the experi- 
menter is interested in the more fundamental research work, Fisher's 
null hypothesis is more satisfactory, for one should be interested in dis- 
covering the fact that treatments have different effects on different plots 
and in trying to explain why such differences exist. It is only in tech- 
nological experiments designed to answer specific questions about a par- 
ticular batch of material which is later to be used for production of some 
sort that Neyman’s null hypothesis appears satisfactory: for example, 
when the experiment is designed to test the hypothesis that there are 
no differences in yield between a certain set of varieties of wheat grown 
over the state of Iowa. 

Neyman’s hypothesis appears artificial in this respect, that a series 
of repetitions is envisaged, the experimental conditions remaining the 
same but the technical errors being different. It follows, from the above 
discussion of Fisher’s null hypothesis that there is a test of the null hy- 
pothesis of zero differences between the effects of the treatments as ac- 
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tually applied, without the introduction of any conceptual population 
of repetitions, except the population inherent in the choice of a par- 
ticular randomization. 

On the other hand, it must be admitted that, when an experimenter 
applies a treatment, say, X units of a certain stimulus, we know that 
he does not apply exactly X units, but X + 6 units, where à is an error 
variable which may be due to measuring. If the circumstances of the 
experiment are such that this error variable has a distribution with ap- 
preciable spread, this fact should be utilized in the design. In the case 
of randomized blocks, for example, it may be suggested that under 
these circumstances the size of the block should be twice the number of 
treatments and each treatment should be represented twice at random 
within the block. The exact effect of such a modification in the design 
has not, however, been worked out. Such a modification is of value 
also for the examination of the other possible difficulty, that the treat- 
ments have different effects on the different plots. With this modifica- 
tion it would be possible to test whether there were differential effects 
between the blocks. 
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CHAPTER-.8 


The Validity of Analyses 


of Randomized Experiments 


81 INTRODUCTION 


We noted in the previous chapter that there is good reason to expect 
that tests of significance of treatment effects obtained by the analysis 
of variance, when randomization is used, are reliable, regardless of the 
distributions involved. In this way we considered one aspect of the 
analysis of experiments, but there remains the question of the estima- 
tion of treatment effects. In many respects this is the more important 
aspect particularly as it is unlikely that 2 treatments that are not iden- 
tical give exactly similar observations. The discussion of the previous 
chapter was largely qualitative, and we shall be concerned in this chap- 
ter with the analysis of experiments from the point of view of the effect 
of randomization on the estimation problem. 

The simplicity of the testing of hypotheses lay in the fact that it was 
unnecessary to specify alternatives, the randomization test intuitively 
discriminating against any alternatives. There remains, of course, the 
question of the sensitivity of the test. As regards estimation, randomi- 
zation ensures that any comparison of treatments is estimated without 
bias by the same comparison of the observed mean yields. Any ex- 
periment, then, in which randomization of treatments is used, gives a 
point estimate of the true difference, but the value of a point estimate 
without an indication of its reliability is low and, in most cases, ques- 
tionable. It is therefore necessary to consider the circumstances under 
which an error may be attached to estimates, the distribution of this 
error following some known distribution. 

There is also the further difficulty of defining exactly what we mean 
by a treatment effect. For example, suppose we consider a stimulus 


that adds a definite amount, say, 5 units, to the square root of the ob- 
135 
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servation: then, letting y, and y; be the yields under the control and the 
stimulus, respectively, we could have results such as the following: 


We V]. Mie 5 VIO Wu-y 


25 5 10 100 75 
64 8 13 169 105 
100 10 15 225 125 


On the actual scale of measurement the effect of the stimulus varies in 
the range of controls considered, from 75 to 125. If another experi- 
menter is working with exactly the same stimulus on material for which 
the control yield is in the range 9 to 16, say, and the response law is 
identical in the two cases, he will observe an effect on the actual scale 
of measurement of 55 to 65 units. Under these circumstances both ex- 
perimenters will agree only if they state their results in terms of effects 
on the square root of the observation. It is desirable then to express 
effects on a scale of measurement such that they are exactly additive. 
Such a procedure has its defects, for experimenters prefer to state effects 
on a scale of measurement that is used as a matter of custom or for con- 
venience reasons. It is probably difficult, for instance, to communicate 
to a farmer the meaning of the statement that a certain dose of an in- 
secticide reduces the square root of the number of corn borers. A 
statement on the effect on number of corn borers can be made but is 
more complex. These difficulties are not, however, in the realm of the 
experimenter. He should examine his data on a scale of measurement 
which is such that treatment effects are additive. The real difficulty, 
in general, is to determine the scale of measurement that has the de- 
sired property. The problem is identical with that which occurs in 
quantitative genetics, where heritabilities, genetic correlations, and so 
on may depend considerably on the scale of measurement that is used 
in their calculation, 


8.2 THE ANALYSIS OF RANDOMIZED BLOCKS WHEN 
ADDITIVITY HOLDS 


We shall use the randomized block design to illustrate a general proc- 
ess by which randomized designs may be examined. We shall denote 
the yield with treatment k(= 1, 2, . . t) on plot j(= 1, 2, «++, t) of 
block ¿(= 1, 2, +++, r) by r, and we then have the identity 


Vk = Yo + (yi = ...) ＋ ire — Ys) ＋ (. — ..) () 
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If we have additivity of treatment effects, we may write 

Yijk — Yije = tp for alli andj (2) 
and we may then write the identity as 


Vije = u + bi + te + eg (3) 
where 
ug. bi = Yi ~Y and ej = Yije — Yi 


In fact, we do not observe the yield of treatment k on plot j but merely 
the yield of treatment k on a randomly chosen plot in the block. If we 
denote the observed yield of treatment k in block 7 by Yiz, we may write 


Vi = nd bi + te + 2j dhe ; (4) 
3 


where ô$, is equal to unity if treatment k occurs on plot j in the ¿th block 
and is zero otherwise. The random error attached to any observed yield 
is the whole expression 2, pe. Any particular e;; is a fixed variable 


which we do not know. The random variable in the expression 4 is 
the term 865, and its distribution is determined by the randomization 
procedure which is used in obtaining the partieular experimental plan. 
The properties of the 6j’s which are necessary for our purposes are as 
follows: 


Prob (8j = 1) =- for any i, j, k 


«le 


Given that 
5 =1, then 6f = 0 forallj’ Aj and 8b = 0 for all * * k 
85 and 6 are independent if 
iz d foranyj,j, k, k’ 
Given that z 
ai, = 1, prob (ôy = 1) = 


for j #j, kh’ Ak 
. 

These properties are an expression of the fact that we randomize the 
positions of the treatments in each block separately and, of course, that 
a treatment occurs on only 1 plot in a block and that any plot receives 


only 1 treatment. 
Now let us examine the estimates of treatment effects. A treatment 


total V. or T, is given by 
T, =ru + rl, + 27 Y öden, (5) 
7 
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The expectation of ô$ is 1/t, and, because > eij = 0, the expectation of 


7 
the treatment total is ru + rt. Similarly, the expectation of any com- 
parison of observed treatment means is the same comparison of treat- 
ment effects. The variance of a treatment total is equal to the expecta- 


2 
tion of (= 2 aes) ; 
CES 


Now 
(x 2 iie) = x x (95e; + — . — p eijeij! 
t 3 i kig Æj 
TIXDEMSSuges (6) 


tæi j oj 
Using E(0) to denote the expectation of the quantity 0, we have 
1 
EN) = = 
(860%) = 0 forf zj 
k sk 1 — ipod 
Elri) = z for i' ¥ i and any J, j 


Since >> e;; equals zero, we have 
j 


H 
BIT, — E(T,)? = E 2j ei (7) 
Similarly, we find that $ 
1 
EU — E(T)IT« — ETH] = - ——— Yess (8 
(t— 1) 7 
that 
LIMIT — Tj) - (T) — EN = — 1 i68 (9) 
and that a 
EI (IJ — Ty) — (EF) — Efe]? = ADS T E E xe LO) 


where Tu is the treatment mean: i.e., Tyr. 
The estimation problem is solved to an appreciable extent then if we 
can find a quantity whose expectation is a known multiple of Le eij 


and if we can make statements about the joint distributions of d esti- 
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mates and their errors. The method of estimating Lei is based on 


t) 
the analysis of variance, involving a division of the total sum of squares 
into portions for blocks, treatments, and error. For we have the iden- 
tity 


x (ja — J.) 1 O 9e — V. Je. r2 (yn — u) 
t x (%% — ye — ac y» 


1 
where as usual y;. = 5 > vie, and soon, The expectations of the terms 


7 

on the right-hand side are easily obtained. The first term, the block 
sum of squares, is a constant and equal to be,, The second term, the 
treatment sum of squares, is also expressible as 


1 ET, 
1 1 8 D 
7 7 rt 


and the quantity D7; is equal to r and contains no errors. The expec- 
1 

tation of the treatment sum of squares is then — Ve + ler. The 
n 


total sum of squares, that is the quantity on the left-hand side, is equal 
to De; + te, + (ZU?;, and the third term on the right-hand side may 
be obtained by subtraction. Thus we have the analysis of variance 
(Table 8.1). 


TABLE 8.1 
Expectation of Sum 
Due to Sum of Squares of Squares 
Blocks tL Gi — Y (XU; 
i 
1 
"Treatments rE au z Den + Be, 
7 7 


r-1 
Remainder Xa we aec y E Len 
ik ij 


Total X (% — 1.02 D ey i, + XU 
tk D 


Tf we divide the remainder sum of squares by (r — 1)(¢ — 1), we ob- 
1 
2 4 
—— 2, €' and, if we denote 
r(t — 1) L "WE 
this by 02, the variance of a treatment difference is 20% . We may in- 
troduce the degrees of freedom for the remainder or error sum of squares 


tain à quantity whose expectation is 
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of (r — 1)(¢ — 1) for this reason if we wish, though we usually justify 
this number because the error sum of squares is the sum of squares of 
(r — 1)(t — 1) linearly independent quantities. Also, if we divide the 
treatment sum of squares by (t 1), its degrees of freedom, we see 
that the expectation of the treatment mean square is 


1 T ^ 
ppt m 
If there are no treatment effects, the expectation of the treatment mean 
square is equal to the expectation of the error mean square. This is 
the property of unbiasedness, which is an essential property of an ex- 
perimental design. 
We see, therefore, that any comparison of the treatment effects 


Dietz with ZA, = 0 


is estimated unbiasedly by the same comparison of the observed treat- 
ment means, with a variance equal to 


ruts 
TNT) — 
r 


where c? is the expectation of the error mean square. It should be 

noted that we have used no assumptions about the errors, except that 

there are fixed deviations of plot values from block means, which are 

attached at random to the treatment yields. We have used no assump- 

tion of homogeneity of errors, using the word “error” to denote the 

quantity — ôe; which is the error of the observed yield, nor have 
J 


we assumed that, for example, > e”,; is the same for all values of 7. 
j 


It remains to us now to consider the distribution of estimates and 
errors. 

We shall first consider the test of the hypothesis that there are no 
treatment effects: that is, that the /;'s are all zero. For this purpose it 
is necessary to obtain the distribution of the treatment sum of squares, 
the error sum of squares, or the criterion of (treatment mean square/error 
mean square) over the (t!)’ possible randomizations in the absence of 
treatment effects. We note that, if we denote >) ^; by S, the sum of 

3J 


the treatment sum of squares and the error sum of squares is then equal 
to S. We have already found that the expectation of the treatment 
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sum of squares T is S/r. After some straightforward but tedious al- 
gebra, it is found that the variance of T over the population of randomi- 
zations is 


ic D K) (11) 


where 


* (x es) (12) 


If the errors of the blocks are homogeneous, then 2x eij = S/r for each 
7 


i, so that K = S?/r, and the variance of T is 


2(r— Ds 


d TM 


If the e;;’s were normally and independently distributed, the quantity 
T S-T 


1 17 (r—-1(t— 
and 6), and the 5 T/S would follow the beta distribution, 


(= + ?) 
T 
2 2 —1 


fte P ded. (14) 


miens follow the F distribution (cf. Chapters 5 


where m = (t I) and n = (r — 1)(¢ — 1), the degrees of freedom, re- 


m 
spectively, for T and S — T. The mean of this distribution is ra 
m+n 


and the variance is 
2mn 


(m + ) + n + 2) 


If the distribution of T/S is to be representable by the beta distribution, 
the two distributions should at least have the same mean and variance. 
The mean of the distribution of T/S is 1/r, and the mean of the beta 


(t— 1) : : 
1 Ou Bud es) hich ls 1/r. Th - 
distribution is ee d =) which equals 1/r. e vari 


ance of the E of T/S we have found to be 2(r — 1)/(t — 1), 
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under certain specified conditions. The variance of the beta distribu- 
tion is very closely approximated by 


20 — 00 — 02 20 — 5 
GH FB Ie 


if 2 is small compared to r(t — 1). The agreement is remarkable, and 
we may conclude that, if the error variance is the same for all the blocks, 
the distribution of 7/8 is fairly accurately represented by the beta 
distribution. It then follows that the distribution of the quantity 
T (S — T) 
1 17 (r—1(—1 
square / error mean square) is fairly accurately represented by the ordi- 
nary F distribution. This was proved by Welch! and Pitman,’ the 
latter also making an examination of the third and fourth moments of 
T/S. 


1 
If we denote — €; by S; so that ZS; equals S, and ;8 by S, the vari- 


or, in words, of the criterion (treatment, mean 


J 
ance of T/S over the population of randomizations is equal to 


2 c EE S f, rq | 
(t — Drs? [s peu a 
or 
2(r — 1) | p (SS e" 
1 — 
(t — 1) * — 1 S? 
or 5) 
2(r — 24 28. — | 
(t — Ir? A r(r — 1)8? (15) 


If the errors of the blocks are homogeneous, S; equals S, and we have 
the previous expression again. 

Heterogeneity of the errors does not affect the mean of the distribu- 
tion of T/S but reduces the variance. As an example of the effect, of 
heterogeneity, let us suppose that we have an experiment in 4 blocks 
and that one of the blocks is 3 times as variable as the others. Then the 
variance of the distribution of T/S will be 14 less than if the error vari- 
ances were homogeneous. If, in addition, we suppose that there are 
6 treatments, the parameters m and n of the beta distribution, which 
closely represents the randomization distribution, are given by the 
equations, 
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m 1 2mn 206 7 1) 8 
15 mtn r (mm GDP 9 

m 1 2mn end 

mtn 4 (nn? 60 


The solution to these equations is m = 36964 and n = 3m. In order 
to obtain the level of significance by the randomization test, we should 
then compare the criterion (treatment mean square/error mean square) 
to the F distribution with about 6 and 17 degrees of freedom, instead of 
the F distribution with 5 and 15 degrees of freedom. The general effect 
of heterogeneity of errors will be that the ordinary use of the F distri- 
bution underestimates the level of significance of the randomization 
test. Just how much the underestimation will be in a particular situa- 
tion may be caleulated on the lines of the example above. Although 
there remains the problem of the accurate evaluation of the difference 
between the approximation and the true value and the size of experi- 
ment necessary for this difference to be small, we may rely on the F 
distribution to give us a sufficiently accurate evaluation of the level of 
significance except for very small experiments. 
We found above that any treatment comparison 


De 
k 


is estimated by 
E MT. 
k 


with a variance equal to 
ies 
Z 1 8 


— (XM 
F MOULE D 


The expectation of the error mean square E is S/r(t — 1), which we 
have called c?, and so we shall state that the estimated variance of the 


1 
estimate of the comparison is — (N) E. In order that this statement 
T 


may be of value to us, however, we need to be able to assume that the 
distribution or some other easily handled distribution holds for the 
ratio of the error of the comparison to the estimated standard error of 
the comparison. In this connection we must note that the distribution 
of the error sum of squares has a mean of (r — 1)(t — 1)o”, and a vari- 
ance equal to that of T, because S is a constant: that is, a variance of 
2 1)8? 20 — 1I)(¢— 1) * 


or With the normal model theory of 
(t — 1) T 
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Chapter 6 we noted that the error sum of squares was distributed as 
xo? with (r — 1)(t — 1) degrees of freedom. This distribution has a 
mean of (r — 1)(t — 1)o”, and a variance of 2(r — 1)(t — 1)o*. The 
fact that the variance of the error sum of squares under randomization 
is less by a factor of r could have been expected from the fact that in a 
sense we are considering the sum of squares of a random sample of 
(r — 1)(t — 1) deviates from a finite population of r(t — 1) deviates. 
There does not appear to be a strict justification for using the ¢ test for 
individual comparisons, but rather we rely on the general applicability 
of the ¢ distribution to a wide range of problems. 

We may note that we can construct a set of (t — 1) normalized or- 
thogonal comparisons of the treatments, say, 


Yp = È Midi, 2 1, 2, 6 — 1 (16) 
with à 
$0420, DO NaS d, and LM, = O, p. p 
7 7 k 


Each of these comparisons may be estimated in each block by the corre- 
sponding comparison of yields, and it is easily verified that in block ¿ 
the estimate, say, Cpi has a variance of L/ — 1) and that the 


j 
comparisons are uncorrelated. If we denote Le — 1) by c?; and 


3 
consider any one comparison for all the blocks, we have r uncorrelated 
estimates of this comparison with variances cel, 072, +++, a?r, respec- 
tively, for each estimate. The assumption of homogeneity of errror 
that we made above is the assumption that 


021 =o , = 


If this assumption is true and we make up a set of orthogonal compari- 
sons and obtain an error sum of squares for each with (r — 1) degrees 
of freedom, then we should find that the (¢ — 1) sums of squares are 
homogeneous. It does not appear likely, however, that Bartlett’s test 
of homogeneity of variances would apply to this case, because we noted 
above that the total sum of squares for error is not distributed approxi- 
mately as x?c? over the possible randomizations.* 

This brings to light an additional point in regard to estimation, that 
it is desirable that the variance within the blocks be constant, for we 
know that, if we have uncorrelated and unbiased estimates 7; of a pa- 
rameter y with variance o”;, i = 1, 2, . . n, the best linear unbiased 

An empirical examination by W. D. Barclay (M.S. thesis Iowa State College) 


has indicated that “ tests are satisfactory but that Bartlett’s criterion does not have 
the appropriate distribution over randomizations. 
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estimate of is 


which has a variance of 


»» T 

"yn 
We shall always use arithmetic means in a randomized block experi- 
ment, and the variance of the arithmetic mean is 


„( 


If the c?;s vary considerably, we may have very inefficient estimates. 
For example, if we have two estimates, 71 and 4», with variances of 1 
and 11, respectively, the variance of the arithmetie mean is 3, which is 
3 times the variance of the estimate 4; alone. The variance of the 
weighted estimate is 1142, which is, of course, lower than the variance of 
4,. It is desirable from the point of view of estimation therefore that 
the variances within blocks be approximately the same. We may ex- 
pect that F tests will be more accurate in this case also, as we have seen 
earlier. 

We have not given the results for the completely randomized design 
because they are essentially the same as in the randomized block case. 


83 THE ANALYSIS OF RANDOMIZED BLOCKS WITH 
NON-ADDITIVITY 


We now formulate a model in which additivity does not hold. Con- 
sider any block given by the subscript i, the plots within the block given 
by the subscript j, and the treatment given by the subscript k. Let 
yix be the yield of plot j in block 2 under treatment k. In performing 
an experiment we obtain a balanced sample of the y;j;s. We may 
write 


uk = Your Qe m ge) Qs — Yer) H C. * — V) 
+ Wir — Vies — Yr Ve) Qe — Vis — Ves ye) (17) 


This is an algebraic identity, the replacement of a subscript by a dot 
indicating that an average over the values of that subscript has been 
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taken. The terms on the right-hand side have practical meaning: 


1. y...: the mean over the whole experiment, if each treatment could 
be applied to each plot. 

2. yi.: — y-..: the deviation of the block mean from the over-all 
mean, averaging over all treatments. 

3. yi. — Fire: the deviation of the jth plot from the block mean, 
averaging over all treatments. 

4. y.p — Je: the deviation of the kth treatment from the over-all 
mean, averaging over all plots. 

5. (Yir — Vi — Vk + y---): the deviation of the effect of the kth 
treatment in block 7 from the effect over all blocks. 

6. (Yije — Yije — Vick + Yi--): the deviation of the effect of the kth 
treatment on the jth plot of the ith block from the average effect in the 
ith block. 


We now take into account the fact that we observe, say, Yir, which 
equals the yield of the kth treatment in the ith block and which occurs 
on a randomly chosen plot. It should be noted that we distinguish the 
members of the population of possible results y;;; from the observed 
result y; the latter containing only two subscripts, one for the block 
and one for the treatment. 
Then, 

Yik = w+ bi + te + eir (Dt) + mk (18) 

where 
4 =, HY Y YR Ys 

ei is the random variable which takes the values /. — Yi.. if treat- 
ment k occurs on plot j, 


(bt) = (yix — yi: K + ye) 


and is the same regardless of the plot to which treatment k happens to 
be allocated, and 

"gk = (Yijk — Vi: — Yor + i..) 
if treatment k occurs on plot j. 

We note that the difference between this model and the one we had 
previously is that the present one contains two additional terms. The 
first, (ex, measures the extent to which effects differ from block to 
block and is not a random variable unless we consider that we have a 
random sample of some population of blocks. The second, vii, meas- 
ures the extent to which the effect of the kth treatment on plot (77) is 
different from the effect of treatment k averaging over the plots in the 
ith block and is a random variable as far as treatment k is concerned. 
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A method of writing the model which exhibits the random variable 
nature of some of the terms is to use the symbol ò of the previous sec- 
tion. The model then becomes 


yi = u + bi + tr + Oa + Oden + 22 ona (19) 
j j 


It is instructive to examine what the usual estimates in fact estimate, 
if this is the true model. Since 


: 1 
E) =- Din 2(00& =0, 226;-0, and Di nin = 0 
t i k j j 
: (20) 
a treatment total > ya. has an expectation of 
: ru + Tb. + rte 
i.e., the observed treatment mean estimates the mean that would have 
been obtained had the whole of the experimental material been sub- 


jected to treatment k. 
Now let us examine the usual analysis of variance (Table 8.2). 


TABLE 8.2 
Due to df Sum of Squares Mean Square 
Blocks r—1 iz Ya. — Y?../rt 
Treatments t — 1 >> Y? — Y?../rt 
Error (r — D - 1) By subtraction 
Total 7t — 1 ZEy'u — Y?../rt 


It is a straightforward job to evaluate the expectation of the respec- 
tive sums of squares and, hence, of the mean squares. As an example, 
consider V2 .. Now, 


Y; = tp + b; 4- 22 È iey + Edna 
E cg. LE 


But 
3-1 ad en = 0 
* =} 
so 
Yi = tu ＋ tbi - 22 m rni 
and = 


2 
Y, = Oe +P; + 22 ub; + 2t(u + bi) L 22 Xm + (= Di dina) 
rem k j 
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Now, 1 
E(i) = F and x (nix) = 0 
so that 
Blu + bi) 27 n mil = 0 
Also, 
2 
(= 27 dina) = D Qu D 1 (55) Qnae 
kG 77 k'æk j 
+> 2) o mem + 2 — ö öh 
and, since 1 d V ad 
naa mi 
EI(500 : 
aba = 0, * £k 
We 0% J. Aj 
and 
E(8505) TERT J Eq, WA 
we find that 
2 
1 
E [x >D dna) == Drie t DD usus 
BF t kj i — 1) bree e 
1 
= A Lr 1 ijk — a E m = x Nijxnijx- 
= : 2l Wisk ae : P Wisk 
t kj u(t — 1) kj if 
1 
2 
„ (21) 
t= Lg, : 


The expectation of all the other terms may be evaluated similarly, and 
the result shown in Table 8.3 is obtained, where 


Üuk = Cig + Tk 


TABLE 8.3 EXPECTATION OF MEAN Squares UNDER RANDOMIZATION 


Due to df 5 of Mean Square 
Hide RR "s ydg tt m 
Treatments 1 1 T 1 a n XA tik + pe 
Error ( —1)¢-1) E D ES Pie — UO LE Me aro. pi [71 


Total rh =k 
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We have incidentally proved again the unbiased character of the ran- 
domized block design under the null hypothesis that the treatments 
have identical effects on all plots, for, in that case, 


Tljk = 0, all d. 4, k 
(bi), — 0, alli, k 


Tt should be noted that we are considering the estimation problem, 
The analysis of variance given in Table 8.3 is entirely irrelevant from 
the point of view of the testing of the hypothesis, that there are no 
treatment effects, for we have obtained the expectations over the popu- 
lation of possible experiments that we could have obtained. As re- 
gards the testing of the hypothesis, we shall obtain one experiment 
only, and we shall apply the randomization test procedure to that one 
experiment. This test procedure would consist of superimposing all the 
possible randomizations on the set of yields we would obtain in the par- 
ticular experiment and evaluating some criterion for each randomiza- 
tion. If this criterion is in the critical region, we reject the hypothesis 
that there are no treatment effects. It is difficult to visualize the effect 
of non-additive treatment effects on the sensitivity of this test: that is, 
on the proportion of the possible experiments we could have obtained 
with particular non-additive treatment effects, which would have indi- 
cated by the randomization test that there are treatment effects. 

If the treatment effects are not additive, the observed mean of a 
treatment will estimate the mean yield we would have obtained had 
the whole experimental area been subjected to that treatment. Com- 
parisons of these means will be of value to the experimenter, because 
they give estimates of treatment differences over a well-defined popula- 
tion. It is necessary, however, to consider under what circumstances 
we may attach a standard error to these means which ean be interpreted 
in the usual manner. If we write 


Yir = u + bi + tr + (Da + ex (22) 


it is easily found that 


1 
E(x) = 29 (ijs — yix)? 


1 
Eee) = 16 — J) DD) (ax — yix) ie — vix k sk 
7 


E(exerj) = O for any k,k' and 1 i 
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If we could assume that 
E (yix — yi? = on (23) 
is constant for all blocks and treatments and equal to c?;, say, and that 
: X (ir — yix) e — yia) = po^ (24) 


for all 7’s and all k's and “s, the variance of a treatment comparison 


LM , De = 0 
7 
would be 


2 
wo (i+) (25) 
T =l 
Furthermore, if the terms (bi); are zero, the expectation of the error 
2 


mean square is equal to “(1 + =) If E is the observed mean 
r — 


square, the variance of the comparison would be estimated by (CN) Er, 
which is the usual process. 

The above assumptions are, however, not easy to justify from a prac- 
tical point of view. The constancy of c?;; appears fairly reasonable, 
though it is likely that c?;; depends on k unless the treatments are addi- 
tive in their effects. The assumption of constant correlations is not 
entirely reasonable because, if 2 treatments k and k’ are, in fact, iden- 
tical in their effects, the assumption that 


1 
mtn Wijk — yia) ie — Vie) = por 
implies that 4 i 
" — (Wijk — yix)? = pos 
a 


whereas we have already assumed it to be equal to 921. Since, however, 
p cannot be greater than unity, the effect of the correlation term in the 
variance will be small if we have several treatments, 

It appears therefore that we can justify the usual process of estimat- 
ing the errors of treatment comparisons if we can assume that c?;; is 
constant and that there are no block-treatment interactions. If the 
assumption that the block-treatment interactions are not zero is in- 
correct, we shall overestimate the standard error of the treatment com- 
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parison, as an estimate of the true treatment comparison for the whole 
experimental area. The applicability of the ¢ test when block-treat- 
ment interactions are negligible, cannot be examined without postulat- 
ing some distribution of the terms (i — yi-z). It may be suspected, 
however, as for the case when additivity holds, that the usual t test is 
somewhat conservative. 


84 METHOD OF ANALYSIS USED IN SUBSEQUENT 
CHAPTERS 


The methods of analysis of experimental data given in Chapters 5 and 
6 are based on a model containing fixed environmental and treatment 
effects with an error which is normally and independently distributed 
around a mean of zero with constant variance (or known relative vari- 
ances). The difficulty inherent in this approach is that the population 
of experimental units and repetitions of the experiment about which 
the inferences are made are unspecified. For this reason we considered 
it desirable to examine the possibilities of making inferences about the 
experimental units actually used. The analysis given above for the 
case when additivity holds is based only on the repetitions given by 
the set of possible randomization patterns. It provides a test of the 
effects of the treatments as actually applied on the experimental units 
used. 

It should be noted, however, that the analysis given in section 8.2 
concerns certain errors only, in that we suppose that, if treatment k is 
placed on plot (), the yield is given by 


Yik = Tij + tr 


The quantity e;; which we have used in earlier sections may be called 
the plot error, and the analysis of section 8.2 dealt only with these plot 
errors. In general, we may expect that there will be other errors due 
to variations in experimental technique, or extraneous factors. These 
variations should have small effects, and, if, for example, variations in 
experimental technique, such as the exact amount of stimulus applied 
to an experimental unit, cannot be considered small, further definition 
of the problem under investigation is necessary. From the point of 
view of estimation of treatment differences, we therefore adopt the 


model 
yi = u + bi + tk + eik (26) 


where the error e; now contains the plot errors and the other errors. 
We have seen that orthogonal comparisons of treatments within the 
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blocks have plot errors that have expectation zero, are uncorrelated, 
and have the same variance. We may assume that the errors due to 
extraneous factors are uncorrelated, with expectation zero and constant 
variance, 

Therefore, in the model 26, the quantities u, b;, and i are fixed un- 
known constants, and the e;;s may be regarded as being uncorrelated, 
with expectation zero and constant variance, because, using this model, 
we shall estimate treatment comparisons by within-block comparisons. 
This model we shall term the finite model, and it is the one we shall use 
for most purposes. We prefer it to the infinite model which has the 
same components but in which the e,,’s are assumed to be independently 
normally distributed, because the main component of the errors will 
usually be the plot errors, and these are not normally distributed. For 
tests of significance we shall rely on the approximation to the randomi- 
zation test by the F test and on the assumption that the normal theory 
tests may be used for tests of individual comparisons and similar ques- 
tions, realizing that they may possibly be somewhat in error if there are 
only plot errors. We shall regard the inferences that we make as being 
inferences about the experimental units actually used, the extrapolation 
of these to a broader population being a matter of judgment in the 
present state of knowledge. This is not, of course, the case when a 
broader population is introduced at the beginning of the investigation 
and random samples of it are used. 

The main requirements on the use of the model are that we have ad- 
ditivity of treatment effects and that we have homogeneity of errors. 
The main device to obtain these is the use of a transformation, and this 
is discussed in a later section. The two requirements are not necessarily 
consistent, and it appears that additivity is the more important one, 
because we may expect plot errors to be the more important ones 
generally. 

Occasionally, we may find that no simple transformation of the data 
appears to give a reasonable approximation to additivity. We may 
then consider orthogonal contrasts among the treatments and evaluate 
an error for each with (r — 1) degrees of freedom. Such a procedure in 
a small experiment has doubtful value when the orthogonal contrasts 
are made up on the basis of the observed yields, for we are then using 
a procedure the operating characteristics of which would be very diffi- 
cult to ascertain. If the interpretation made of the experiment de- 
pends at all markedly on the choice of orthogonal contrasts, we may 
conclude that the experiment is of little value. 

There is considerable discussion in the literature of the problems we 
have examined, and we may refer the reader to the papers by Neyman 
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et al? and MeCarthy * on the problem of tests of hypotheses that the 
average effects of treatments are identical. We may also refer the 
reader to the paper by Anscombe ê for a discussion of the general prob- 
lem of inference from experiments. 

We may conclude this section with the observation that, even if our 
inferences from experimental designs are open to some criticism, we can 
take the position that we are following rules of action and interpreta- 
tion of which we know the operating characteristics under perfect con- 
ditions and for which there appear to be no good substitutes. There 
are three separate parts of the whole procedure which can be altered. 

First, we can decide to take observations according to some pattern 
other than a randomized pattern; that is, we can use a systematic de- 
sign. There is an extensive discussion of this point in the literature, and 
we may refer the reader to Fisher? Barbacki and Fisher,’ Yates,’ and 
Student.^** Insofar as there is no possibility of estimating the errors 
of treatment comparisons for systematic designs even when additivity 
holds, without very considerable replication or prior knowledge, we shall 
not consider the systematic designs at all in this book. The joint prob- 
ability distribution of the numbers 5*;; determines the pattern of obser- 
vations to be taken, and, although it would perhaps be interesting to 
consider distributions other than the one that is generally used, it is 
clear from the derivation of the estimates and errors of estimates in 
section 8.2 that recourse to a distribution other than the one used would 
render the estimation of errors very difficult even with additivity. 

Second, we may consider different tests and test criteria to be applied 
to the data of the individual experiment. The randomization test is 
preferred because no assumption of distributions is necessary. The use 
of the criterion (treatment mean square/error mean square) is deemed 
best because we can obtain reasonably accurate significance levels for 
this criterion very easily. The fact that the test based on this cri- 
terion has optimum properties with samples from normal populations 
is an additional reason of some force. 

The third part of the process is the estimation of effects, and the pro- 
cedure we follow does not appear to have a preferable substitute that is 


manageable and realistic. 


8.5 TRANSFORMATIONS 


We have mentioned the problem of the choice of seale of measure- 
ment, and we have seen that, if we ean find a scale of measurement on 
which treatment effects are additive, the examination of the experiment 
and the presentation of the results are straightforward. Since we shall 
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not usually be able to specify a scale on which effects will be additive, 
it is necessary to consider means of examining the experimental data 
to discover non-additivity. We shall in a later section describe Tukey’s 
test for non-additivity, which is however based on normal or infinite 
model theory. As a rough test we may utilize the fact that we can par- 
tition the error sum of squares into (t — 1) sums of squares, each with 
(r — 1) degrees of freedom. It is unlikely that we can test these accu- 
rately by Bartlett’s test as we have already noted. However, if they 
are markedly different we may need to examine some transformations. 
A better procedure, if there are small block differences, is to examine 
the range r for each treatment in relation to the mean m. If this ex- 
amination suggest that r — g(m), we may be fairly confident that the 
transformation given by E 

fa) = | (27) 

gly) 

will result in closer conformity to additivity. This procedure is sug- 
gested by normal theory, in that the range will be proportional approx- 
mately to the standard deviation. If oy = g(y), then approximately 
var [/(y)] = [f’(y)?[g(y)], and, if the variance of the transformed vari- 
able f(y) is to be constant, we must have 


Thus, if the range appears to be proportional to the mean, a logarithmic 
transformation will be useful, and, if the (range)? is proportional to 
the mean, a square root transformation should be made. 

It we use normal law theory in the analysis of experiments, the essen- 
tial conditions for the applicability of the methods of Chapters 5 and 6 
are that the yield be composed additively of environmental effects, 
treatment effects, and error, the errors being normally and independently 
distributed with mean zero and constant variance. If we are using a 
linear model, the minimum conditions for the application of least squares 
are that additivity holds as before and that the errors are uncorrelated 
with zero mean and known relative variances, preferably constant. 

It is, perhaps, unnecessary to state that, if a transformation is used, 
the best estimates of the treatment means on the untransformed scale 
are obtained by transforming back the means of the transformed variate. 
Similarly, confidence intervals must be obtained on the transformed 
variate. 

In general, in the analysis of experimental data, our procedure is to 
obtain a transformation that results in homogeneity of error variance 
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and to assume that deviations from additivity on the transformed scale 
are small. Heterogeneity of error variance usually arises from a rela- 
tionship of variance to mean and will often be due to non-additivity, so 
that our choice of transformation depends on the relation between vari- 
ance and mean of observations. This relation must be determined gen- 
erally from the actual data by a device such as that mentioned above 
of comparing the mean under treatments with the range. Another de- 
vice which is occasionally helpful is to examine the deviations of ob- 
served values from what would be expected with additivity and con- 
stant variance. A plotting of 


| tir — ti- y cose cde 


against Xip will indicate whether a transformation has been reasonably 
successful. 

A transformation may be suggested on the basis of the method of 
colleetion of the observations. If, for example, we are observing pro- 
portions by examining à random sample of individuals within each plot, 
we know that the variance of an observed p is 


POSIP) 
n 


where P is the true proportion. It is easily verified that the appropriate 
transformation is sin! Vp, and, furthermore, if there is no hetero- 
geneity between the plots, the variance of the transformed variate will 
be 0.25/n or 821/n, according as sin! Vp is measured in radians or 
degrees. 

The term heterogeneity as used here should be defined more precisely. 
Suppose we are performing an experiment to determine the response 
curve of a biological population to some killing drug, and for the pur- 
pose we draw 4 random samples of, say, 20 individuals, these samples 
being exposed to doses of 0, 1, 2, 3 units of the drug, respectively. The 
number that die at each dose is recorded. Now it may possibly be (and 
is frequently) assumed that the distribution of the tolerance (the amount 
of drug that will just kill an individual) in the population is one of some 
specified family of distributions. It is possible that experimental con- 
ditions are so well under control that the only differences apart from 
treatment between the groups tested with various amounts of the drug 
arise because they are different random samples of the same population. 
In other words, it is possible that there are no extraneous forces that 
cause groups treated with the same amount to vary more than would 
be expected under the binomial law. If the groups were, for example, 
exposed to the drug on different days, one would expect that environ- 
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mental forces would tend to cause greater variation. The statement 
"if there is no heterogeneity" is then interpreted as meaning in the 
absence of extraneous factors producing variation. Heterogeneity is es- 
sentially the same as the existence of plot errors, which we discussed 
earlier. The transformation obtained in the above way is not designed 
to deal with the extraneous variation, though it may well do so. In 
particular instances the effect of the heterogeneity may be small, but, 
on the other hand, it does not seem reasonable to assume that there are 
no plot errors. No transformation may be expected to work perfectly, 
and it is this fact more than any other that vitiates extensive computa- 
tions to fit a computationally awkward transformation. 

With these remarks in mind we list in Table 8.4 from Bartlett ^ 
transformations that have been found to have practical value. 


TABLE 8.4 
Approximate 
Variance 
on New 
Scale in 
Variance in Absence of 
Terma of Hetero- Parent Rejer- 
Mean m Transformation geneity Distribution ence 
8. Vis or Vey 0.25 Poisson m 
Mn for amall integers 0,250 Empirical Z 
Mat (iw , log, (2 + 1) ** 
logio æ, logio (2 + 1) 0.189)? Empirical 
2m? 2 
u-— log, x EL Sample variance 12 
m = m) sin“! V (degrees) 821/n 
^ sin7! Ve (radiana) s pue M 
kmli ~ m) tin"! Vz (radians) 0.25% Empirical 
e loge GS X Empirical 
(1 = w^? 1+ 1 
ook J los. (5 ru Sample correlation M 
X7! sinh 7! GN 
mtn? eri"! sinh" OVE +h) 0.25 Negative binomial 15 
for amall integers 
im + Mint) X"! ain! N 0.258 Empirical 
ord sinh“ We + D 
for amall integers 


In addition to these transformations, for which the transformed vari- 
ate has constant variance if the basic distribution is as specified, there 
are 2 transformations that have been used extensively in biological assay 
which do not have this property: namely, the probit and logit transfor- 
mations for variates which take values between 0 and 1. In the probit 
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transformation the variate which is a proportion is replaced by the 
deviate of the normal distribution equal to the variate below the deviate. 
The book Probit Analysis (by Finney “) contains a comprehensive ac- 
count of applications of this transformation which have been used. In 
the case of logits, instead of the normal distribution,the distribution 


700 dz = $ sech? z dz 


is used, and the proportion p is replaced by z= 1log (72): The 


logit transformation is also indicated when the response of the experi- 
mental unit to the stimulus tends to behave as an autocatalytic reaction 
(Berkson n). This distribution and the normal distribution can be made 
virtually indistinguishable experimentally by suitable choices of 
scale, 

A transformation that has some intuitive appeal has been used to 
apply the analysis of variance to ranked data (Fisher and Yates “). 
The observations are obtained by ranking objects given the various 
treatments in order of preference, aay, 1, 2, «++, 10 if there are 10 treat- 
ments. ‘The procedure is to replace the rank r, say, these running from 
1 for the best to n for the worst, by the expected value of the rth largest 
of a sample of size n from a normal distribution of mean zero and unit 
variance. These quantities are tabulated by Fisher and Yates." Such 
a procedure should, however, if possible, be preceded by investigation 
into the repeatability of ranks and additivity on the new scale, 

A similar problem arises in experiments, particularly in food tech- 
nology, on the effect of treatments on preferences for foods produced 
under different treatments, A common procedure is to ask a number 
of individuals (tasters) to give the product a rating between, way, | 
and 10. The resulting experimental data are obviously not susceptible 
to treatment by the analysis of variance without some a priori informa- 
tion about the statistical behavior of actual ratings and possibly a 
transformation. ‘The a priori information on ratings by tasters which 
is necessary appears to be the same essentially as that required when 
we use any measuring device. When we use a measuring device such 
as a foot rule, we know that the rule we are using has been calibrated 
according to some standard and that it varies little over the range of 
environmental conditions for which we use it. We also know that, 
given an arbitrary measuring device, we can calibrate it according to 
some standard device. It might be desirable to obtain scores for each 
rating such that the variation due to the interaction of test materials 
with tasters is a minimum relative to the variation over repetitions. 
These scores would then have some properties of additivity. There 
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are many problems in this field which are essentially untouched so far. 
An example of a similar technique was first given by Fisher.” 

A final remark should be made. It is general experience that fre- 
quently it is very difficult to decide which transformation, if any, should 
be used and that under these circumstances the general conclusions are 
often little affected by the choice. This should not, however, be con- 
strued as a recommendation to ignore the whole problem. 


8.6 AN EXAMPLE FOR THE READER 


The data in Table 8.5 were obtained in an investigation of 2 grass 
mixtures (H and C), at 4 rates of application. The characteristic of 


TABLE 8.5 Grass EXPERIMENT: Counts or PLANTS PER SQUARE YARD 


Treatment Replicate I Treatment Replicate II 
Hı 94, 53, 57 Hy 431, 540, 551 
C3 371, 397, 295 C» 180, 90, 120 
H, 604, 1890, 1570 Hs 404, 350, 234 
€i 25, 11, 18 C3 332, 44, 150 
Cs 865, 690, 1120 Cs 910, 880, 560 
02 90, 59, 103 Cy 29, 11, 21 
Hs 303, 271, 134 Hs 297, 199, 123 
Hs 730, 261, 243 Hi 88, 81, 56 


interest was the number of plants after a certain interval, and this was 
measured on 3 random samples of 1 square yard in each plot. The 
data are given in the table, and obviously a transformation is neces- 
sary. The rates of seeding denoted by 1, 2, 3, and 4 were in fact 1, 4, 
16, and 64 seeds per unit area. 


8.7 THE ANALYSIS OF COVARIANCE 


In Chapter 6 we considered the addition of a concomitant variable 
to the linear hypothesis for a 2-way classification and gave the test 
that may be used. 

The relationship of this material to that of the previous sections of 
the present chapter must be considered. We have adopted the cri- 
terion that the experiment be capable of giving estimates of the plot 
errors to which treatment comparisons are subject, and this amounted 
to the criterion that the expectation of the treatment mean square 
should equal the expectation of the error mean square (cf. Yates"). 
The expectation in these cases was taken over the possible randomiza- 
tions of treatments that we could apply. The notion behind this is 
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that an observed treatment comparison will be subject to errors be- 
cause the treatments fell on some plots rather than on others, and the 
error of a treatment comparison is the deviation of what we actually 
observe from what we would have observed had it been possible to 
apply every treatment to every experimental unit. As far as estima- 
tion is concerned then, we visualize the experiment we have as a ran- 
dom one of a population, and we wish to estimate the deviation of this 
experiment from the whole population, the whole population estimat- 
ing comparisons perfectly. It we can assume additivity, we have seen 
that the problem is solved, and the solution appears to be satisfactory. 
When we utilize the analysis of eovariance, we cannot adopt similar 
reasoning and therefore rely entirely on the validity of the model 


yi = u + bi + tj + Bx t eu (28) 

where 

yij = the observed yield 

n = a constant 

b; — the block effect 

zij = the concomitant variable 

eij = the error, these being normally and independently 

distributed with mean zero and variance c? 

and 


B — a regression coefficient 


This model is very reasonable under some circumstances. For instance, 
if a plot yielded a known amount z;; in the previous year, it is reason- 
able to assume that its yield in the present year will be equal to a con- 
stant plus &:;; plus an error with the stated distributional properties. 
The advantage of using the above model is that we achieve greater ac- 
curacy in the comparison of treatments. 

In the ease when we use “arbitrary corrections" (Fisher, pp. 178- 
179), we do not incur the difficulties of the assumptions of the normal 
law or infinite model above, if we are reasonably sure that the corrected 
observation is additive. 

Our reason for making this remark is that, without the concomitant 
variable, we do not rely on the accuracy of a model for the test of the 
hypothesis that there are no treatment effects, whereas for the analysis 
of covariance we are entirely dependent on the accuracy of the model 
given above. 

For this reason the analysis of covariance is less useful than one might 
at first think. If, for example, we have performed a randomized ex- 
periment on a field crop and have made plant counts also, it is danger- 
ous to regard the information on plant counts as being a concomitant 
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variable and adjust the yields on the basis of the analysis of covariance. 
Even if a test of significance of the effect of treatments on plant count 
indieates non-significance, we cannot be sure that the concomitant vari- 
able is unaffected by the treatments. For this reason the analysis of 
covariance as a means of increasing precision of treatment comparisons 
should be confined to cases where the experimenter is sure that the vari- 
ations in the concomitant variable are unrelated to treatments. If the 
concomitant variable is observed before the experiment commenced, 
this condition is certainly satisfied. 

The same type of reasoning is involved in tests of significance of 
treatment effects when there are missing data. 

In other cases even when there are treatment effects on the concomi- 
tant variate, we may be interested in the effect of treatments on yield 
keeping the concomitant variate constant: for example, the effect on 
yield keeping number of plants constant in an agronomic experiment. 
In making this type of inference, we are dependent on the assumption 
that the effect of treatments on the concomitant variable is given by a 
linear regression on that variate. The validity of inferences made by 
the analysis of covariance is discussed by Bartlett.! 


8.8 A TEST FOR ADDITIVITY 


We have found that additivity is very important in the interpreta- 
tion of experimental data, for, in the absence of additivity, the model 
should be written 

Vi = u + bi + tj + G0 + ei (29) 
In this case the error mean square will contain terms in (bt);; which 
may or may not be random variables, depending on the inference to 
be made. Even if they are assumed to be random variables, the error 
sum of squares may not be homogeneous, and the error mean square 
may not be applied to all treatment comparisons. 

Tukey ? has devised a test for non-additivity. The procedure is to 
obtain a sum of squares with one degree of freedom which will tend to 
be inflated if there is non-additivity. This test is obtained in terms of 
the infinite model. 

The sum of squares for the one degree of freedom is 


[z ( — 1 0 % — 2 


[x (yi. — v» [z ge v] 


(30) 
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This sum of squares may be tested against the residual mean square 
after it is deducted from the error sum of squares. The example given 
by Tukey is as follows: 


1 2 3 4 
2 1 2 
2 2 0 2 2 
150 


and the analysis of variance is found in Table 8.6. 


TABLE 8.6 

Sum of Mean 
Due to df Squares Square 
Rows 2 24.5 12.2 
Columns 3 46.9 15.6 
Non-additivity 1 50.9 50.9 
Balance 5 33.9 6.8 

Total 11 156.2 


The one degree of freedom has a sum of squares which is significant 
by the F test at the 5 percent level. The reader is referred to Tukey’s 


paper for a detailed discussion of the test. 
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CHAPTER 9 


Randomized Blocks 


9.1 INTRODUCTION 


In presenting the various experimental patterns, it is convenient to 
consider first the basic designs, and then to examine the problems of 
choice of experimental unit. The latter will be discussed in Chapter 11, 
together with details of experimental technique for particular types of 
experiments, such as field experiments and animal experiments. The 
basic designs are randomized blocks and Latin squares. We have al- 
ready discussed in some detail the nature of the inference in randomized 
blocks. In this chapter we shall give an account of the uses of the ran- 
domized block design and its analysis. 

Throughout this book we shall use the term “experimental unit" to 
denote the unit that is allocated a treatment independently of the other 
units. The experimental unit can contain several observational units; 
for instance, a class of students that receive a certain method of teach- 
ing in common can be an experimental unit, while the individual stu- 
dents are observational units. The distinction is, as we shall see, very 
important, because, from the point of view of inference on the effects of 
treatments, the experimental unit must be considered as a whole, and 
the variation between the observational units within an experimental 
unit is usually of little value in assessing the errors of estimates of treat- 
ment effects. 

We shall suppose then that we have determined our experimental unit 
and wish to compare ¢ treatments. Suppose also that we decide to sub- 
ject r experimental units to each of the ¢ treatments. One possibility is 
to allocate the ¢ treatments at random to the total of rt experimental 
units, with the restriction that each treatment is applied to r of the 
units. This we may refer to as complete randomization, or randomiza- 
tion with no restrictions. Another possibility is to divide the rt experi- 
mental units into 7 sets of ¢ units, in such a way that the sets are as 
homogeneous as possible and that differences among the experimental 


units are accounted for as much as possible by differences between the 
163 


164 RANDOMIZED BLOCKS 


sets. This is an ideal requirement which can be achieved only to a lim- 
ited extent in any particular case. 

For example, suppose the experimental unit is a cow and that we wish 
to compare 5 treatments and decide to test each treatment on 4 cows. 
Suppose, furthermore, that we are interested in the effect of the treat- 
ments on yield of milk. This particular example is chosen because quite 
a lot is known about the factors influencing milk production. We there- 
fore require 20 cows in order to perform the experiment. The experi- 
ment with complete randomization would consist of the division at ran- 
dom of the 20 cows into 5 sets of 4 cows and the allocation of the treat- 
ments to the sets at random. To visualize how good such a procedure 
is, we have to consider the sort of data we shall obtain and the model 
of variation we may suppose the observations to follow. 

We saw in the previous chapters that we could represent the model by 


yg = u be T e, i 1, „5 
led qoe oM 


where the e;;’s have the same variance and are uncorrelated. Any con- 
trast among the treatment constants, i.e., a treatment comparison, say, 


YA = Nh + ate ot Nals ae Asla AF Asts 
where Zà; = O, is best estimated by 


Ayi. + Aaya. + Maya + NAA. + Asys- 


4 
where ys. = 14 D> yi. 


j=1 


Furthermore, the variance of this estimate with this design is 
2 
g 
DOP ay 
i 4 


where c? may be regarded as the variance of each yield. 

The variance c? is estimated by the variance between cows having the 
same treatment and is a measure of the extent to which animals sub- 
jected to the same treatment give different yields. The inf ormation pro- 
vided by the experiment on any treatment comparison (which is the 
reciprocal of the variance) is inversely proportional to the variance 02. 
If we know anything at all about cows and their ability to produce milk, 
we shall know relationships between attributes of the cow and her yield- 
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ing ability. For instance we know definitely that yield depends on the 
following attributes to an appreciable extent: 


1. Breed of cow. 

2. Age of cow: the relation between lactation number and age is usually 
quite close. 

3. Stage within lactation: milk yield is known to be related to time 
from parturition, and the relationship is known to a greater or less de- 
gree of accuracy. 


We could continue for some time to list factors affecting milk produc- 
tion, but the above are quite sufficient for purposes of illustration. Now 
suppose we have available for the experiment 10 Guernsey cows and 10 
Holsteins, 2 breeds that we know to differ considerably in their yield, 
and suppose that in all other respects the cows are more or less similar. 
With complete randomization we allow of the possibility of unequal 
numbers of the 2 breeds being subjected to the 5 treatments. The 
measure o? of the extent to which cows receiving the same treatment 
vive different yields will then include a component due to the breed 
difference. We can in any particular instance, assuming a certain defi- 
nite difference between the breeds, obtain the contribution to c? which 
arises from our allowing the following possibilities to happen: (a) all 4 
cows receiving a treatment are of the same breed, (b) 3 are of one breed, 
(c) 2 are of one breed and 2 of the other. There is little point in stating 
this more precisely or evaluating the contribution: It is sufficient to 
know that the contribution may be large, relative to the variance be- 
tween cows of the same breed. The experimenter would then be ignor- 
ing valuable a priori information by using complete randomization. 
Furthermore, he would allow the possibility arising of partieular treat- 
ment comparisons he wishes to make being affected by breed differences 
which he does not know precisely. A general term for such a situation is 
confounding: A treatment comparison will be subject by chance to a 
greater or lesser degree of confounding with breed differences. If, for 
example, the experimenter wished to compare treatment 1 with treat- 
ment 2, i.e., estimate the difference of the yields under treatment 1 and 
treatment 2, it would happen with a particular frequency, if complete 
randomization is used, that all the cows receiving treatment 1 were 
Holsteins and all receiving treatment 2 were Guernseys. In this case 
we would say that the comparison of treatments 1 and 2 was confounded 
completely with the breed difference. At the other extreme, it, could 
happen that, for both treatments 1 and 2, two of the cows are of each 
breed, and then the treatment difference would be unconfounded with 


breed difference. 
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In passing it should be noted that there is no bias in the complete 
randomization plan. Bias is defined in terms of what would happen 
with a large number of repetitions of the experiment, and it is easily 
seen that, on the average of all possible randomizations, the treatment 
difference will not be affected by the breed difference. 

As a first modification on the plan of complete randomization then, 
we would divide the cows into 2 groups of 10 according to breed and 
within each group of 10 apply the 5 treatments each to 2 cows at random. 
Any treatment comparisons will then be comparisons between cows of 
the same breed, and the variance c? will measure the extent to which 
cows of the same breed give different yields under the same treatment. 
The variance o” under this plan will be no larger than under complete 
randomization and, if the breed difference is large, will be considerably 
less. To continue further with this example, we will suppose that all 
the cows are at approximately the same stage of the lactation period, 
for differences in stage of lactation have such a large effect on yield that, 
if this factor is not controlled, the experimental results are likely to be 
of little value. 

Finally to bring in the other factor mentioned, age or lactation num- 
ber, we will suppose that 5 of the cows of each breed are in their second 
lactation and 5 in their third lactation. We can prevent the lactation 
number from introducing variability into treatment comparisons by 
further dividing each group of 10 cows into 2 groups of 5 cows according 
to lactation number, so that we finally have 4 groups of 5 cows: (1) 
Guernsey second lactation, (2) Guernsey third lactation, (3) Holstein 
second lactation, (4) Holstein third lactation. The experimental plan 
would then be to apply the 5 treatments at random within each of the 
4 groups or replicates. This plan is known as randomized blocks of 5 
plots. Each block of 5 plots is called a replicate. 

In the previous chapter we discussed difficulties in the analysis of 
variance of the randomized block test, and these should be borne in 
mind in the setting up of the design. The two crucial points that we 
found were (a) that the treatments be additive in their effects and (b) 
that the units within the block be subject to the same variance. If we 
knew that a was satisfied for a particular experiment, we would know a 
lot about the experimental material, and there might not be the need 
for the experiment. It is usual, however, that we can obtain a good 
idea of whether additivity would hold on some scale, and we should 
work only within sets of experimental units for which this is likely to 
hold. Likewise, as far as b is concerned, we should attempt to use 
blocks or replicates that are likely to have much the same variability 
between plots within them, 
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Before the analysis of such an experiment is described, the general 
principles utilized in its construction will be emphasized. The charac- 
teristic that is to be observed is known to be affected by many factors, 
some of which have large effects, and, in addition, by many unknown 
factors. The factors that are known to have an effect fall with a par- 
ticular situation of the experimenter into two groups: those he can con- 
trol easily and those he cannot. The procedure is to decide which fac- 
tors shall be actually controlled by making up groups or blocks homo- 
geneous for these factors, and to control all other factors by the device 
of randomization. Of course, in actually controlling a factor, we do 
not achieve perfection, and the extent to which factors are not actually 
controlled is measured exactly by the variance between units treated 
alike. It would be entirely reasonable to make up the groups on the basis 
of a regression function of yield on the factors that are known to affect the 
yield. Experimental units would be sorted into groups, or what we 
usually call blocks, on the basis of their values for the regression function. 

This procedure should be carefully differentiated from a procedure 
that is superficially valid which has some vogue in the social sciences. 
In the social sciences it is difficult if not impossible to perform experi- 
ments, and the following procedure is resorted to. Suppose that it were, 
in fact, very difficult to perform our experiment on the cows, but that, 
of the large number of cows in the United States, some have received 
treatment 1, some treatment 2, and so on. We know that it is useless 
merely to compare those receiving the different treatments, because they 
will differ in many respects other than the treatment. We, therefore, 
find, among our population of cows, some cows that receive each of the 
treatments but are “identical” with respect to the factors we listed 
above, namely, breed, lactation number, and stage in lactation, and we 
compare the cows receiving the various treatments. Any differences we 
observe we shall attribute to the effect of the treatments. In drawing 
such an inference with such data, we have to assume that the cows are 
identical in all respects except that they received different treatments. 
In fact, we cannot make the cows identical in the factors on the basis 
of which we select our “experimental” animals, because 2 of the 3 vari- 
ables are continuous variables. By the term breed we merely mean that 
the cows have many superficial characteristics in common, say, certain 
genes controlling, to a greater or lesser degree, color, size and conforma- 
tion, and a certain amount of common ancestry. The stage in lactation 
is a continuous variable ranging from zero to some number of months 
after parturition, and it is most unlikely that we could find 2 cows that 
gave birth to calves at the same time. It is for these reasons that we 


put the word identical above in quotes. 
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We have the further difficulty that the “treatments” appear to be the 
ones we wish to compare, but it may and will generally be the case that 
the “treatments” were associated with other husbandry practices, and 
we would not be measuring the effect of the “treatments” only. For 
example, suppose the treatments consisted of different levels of nutri- 
tion during lactation. Dairymen who feed their cows at a high level 
of nutrition while they are in production feed them at a high level of 
nutrition throughout their lives. We would then be measuring the ef- 
fect of the treatment plus the effect of some treatment applied before 
the period of observation. In some instances inferences made in this 
way are valuable; and most of our knowledge in a field such as psychol- 
ogy is based on this type of inference. Frequently, however, we may 
obtain an entirely erroneous conclusion. In determining treatment 
effects in a true experiment, we, in fact, estimate the effect of the treat- 
ment and any factors associated with it. But in all cases we are con- 
cerned with the possible happenings in an indefinitely large set of re- 
peated experiments. As long as the treatments are kept constant, in- 
cluding the factors associated with the treatments, we draw the correct 
inference. This point serves to emphasize the necessity of exact report- 
ing of treatments and experimental procedures. 

The randomized block design for the testing of “ treatments with r 
replications consists then of the division of the total of rt experimental 
units into blocks of ¢ units, within each of which the treatments are 
applied at random. 


9.0 THE ANALYSIS OF RANDOMIZED BLOCKS 


The yields of the experiment may be arranged in an r t table 
(Table 9.1). 


TABLE 9.1 
Treatment 
Block 1 2 3 t 
l yu ym ete. Yi. 
2 Ys. 
3 Ys. 
T Y, 


ESQ Fig Ya Y pY.. 
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The marginal totals are then obtained, and the analysis of variance 
is caleulated as in Chapter 6 (Table 9.2). 


TABLE 9.2 
Mean 
Due to df Sum of Squares Squares 
: 2 
Blocks r-1 Kid B 
7 * rt 
Fiy n. 
"Treatments t-1 — T 
pa rt 
Error (r — 1) — 1) By subtraction 
2 
Total rt — 1 * - — — 


rt 


The mean squares are obtained by dividing the sum of squares by the 
corresponding degrees of freedom. The test of the null hypothesis that: 
the treatments have no effect, ie. that the treatment constants are 
equal, is to compare the observed variance ratio T/E with the tabulated 
values of the F distribution with (t 1) and (r — 1)(t — 1) degrees of 
freedom. 

The results of such an experiment are simply presentable in the form: 


Treatment Mean 
Ya 
n 
Yo 


A Ae 
EET 


1 


t Yu 
Y 
The estimated standard error of each mean is V E/r for the comparison 

of means, and any treatment comparison 
Ditz with 2 =0 
is estimated by 
Y; 
2) — 
2 

with an estimated standard error of V INV E/r. In order to test 
whether this comparison takes on a particular prechosen value, say, €, 
we evaluate Student's ¢ equal to 
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VF. /r — c 
e 


and compare this observed value with tabulated values of the / distri- 

bution with (r — 1)(t — 1) degrees of freedom, the number of degrees 

of freedom on which the estimate E of the error variance is based. 
Confidence limits on the value of the comparison are given by 


Y; — E 
Dj xS + da- D- DV 4E (2) 


where t -= is the value of ¢ for the probability p with degrees of 
freedom (r — 1)(t — 1). 

We note that, from the point of view of restricted sampling, the 
variance of a treatment mean for comparison with outside data is 
«^ (| — 1)/rt which is estimated by E(t — 1)/rt. 


(1) 


9.3 BREAKDOWN OF THE TREATMENT SUM OF 
SQUARES 


The experimenter may wish to test various hypotheses about the 
treatments. Any comparison that he had a prior basis for testing may 
be tested in the above way. Frequently a partitioning of the treatment 
sum of squares is desirable. In the extreme case, it may be desirable to 
obtain an orthogonal set of (¢ — 1) treatment comparisons. An orthog- 
onal set may be denoted by 


2 Ni * 1, 2, 0-1 
j 
where, for each k, $^ X; = 0, and, for each k and I with k # [A 
j 
2 Aeg = 0 
E 


For example, a set of orthogonal comparisons for 4 treatments is the 


following: PR E , 
1 F t2 — t3 — t4 


11 — 12 ＋ tl — t 
11 — 1 — la ＋ t 


The stated properties should be verified. The particular set of orthog- 
onal treatment comparisons to be used depends entirely on the hypoth- 
esis the experimenter wishes to test; i.e., they can be specified only by 
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the experimenter or by someone with knowledge of the experimental 
material and treatments. 
The estimate with the randomized block design and no missing data 


of any comparison 
Dats (3) 
J 


iw = (4 


and the corresponding sum of squares with one degree of freedom is 


(E 6 


A partitioning of the sum of squares which is frequently desirable is 
the following: Suppose the treatments form k groups (1, „ P), (p + 1, 
so, p +g), etc. The total sum of squares for treatments would then 


be broken down into 


Between groups (* — 1) 

Within group 1 (p — 1) 

Within group 2 (q— 0 
ete. 


The sum of squares between groups will be obtained in the usual way, 
namely, that, if pr plots make up the first group, gr make up the second, 
and so on, it is equal to 

MER 
+ ete. — —— 


(Total of group 1)? 4 (total of group 2)? 
rt 


pr qr 
The sum of squares within a group, say, the first, will be 
an T + W Y 


r r T pr 


and so on. 
In testing several components of a treatment sum of squares by com- 


paring each with the same error mean square by F tests, it should be 
remembered that the F tests are not independent, because the same de- 
nominator is used in all the tests. The degree of correlation decreases 
as the number of degrees of freedom on which the error mean square is 
based increases. (See Finney ' for further discussion on the normal 


theory or infinite model.) 
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9.4 RANDOMIZATION TEST 


We are basing our conclusions on randomization tests, as discussed in 
the previous two chapters. Perhaps, however, we should emphasize that, 
although the approach we adopt appears to be that of an infinite model, 
we have justified this method by reference to randomization tests. The 
relation of the randomization test to the corresponding F test was indi- 
cated in Chapter 8, by obtaining moments of the criterion (treatment 
mean square/error mean square) over the population of randomizations. 
These moments were found to be close to those of the theoretical F dis- 
tribution. This is not, of course, a perfect proof of the correspondence, 
for we are not particularly interested in the correspondence over the 
bulk of the distribution, but in the upper tail; also we know little of the 
rate of approach of the randomization distribution to the F distribution 
with increasing size of experiment. 


9.5 THE TREATMENT OF RANDOMIZED BLOCK 
EXPERIMENTS WITH MISSING DATA 


Let us suppose, for purposes of illustration, that the observation for 
treatment 1 in block 1 is missing. The procedure is to substitute a 
symbol z, say, for the missing observation and perform the analysis of 
variance. This will be as in Table 9.3, where 


Y^. = now the total for the (¢ — 1) plots in block 1 for which yields 
were obtained 


Y'4 


the total of the (r — 1) plots of treatment 1 for which yields 
were obtained 


and 


Y'.. = the total of the observed yields 


TABLE 9.3 ALGEBRAIC ANALYSIS OF VARIANCE 


Due to Sum of Squares 
7 2 2, z2 " 2 
Blocks (Y^. t 2) . +2) 
t t t rt 
7 2 2 r 2 
Treatments Qa + 2) ds Y*4 8 VAG We? +22) 
$! r r rt 
Error By subtraction 
z 2 
Total Zy + 2? — uu 


rt 


The error sum of squares is then 
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(v.. )? (PI. a)?  (Y'4 +2)? 


+ LM — . terms not involving. 


This sum of squares is now to be minimized for variation in æ, and 
this is simply done by equating the differential with regard to x to zero 
and solving for x: i.e., 


2Z(Y'.. L) E 2(Y^;. + 2) E 2(Y'4 + 2) 0 


2 + 
rt t T 
giving 
lol dl MER UR ESI RET 
z(1d 5 =F = 
rh, vut oo t r rt 
or 
Y^. ＋ T“. — “. 
FEE (6) 
(r—1)(— 1) 


The quantity æ is the best estimate of the yield of the missing plot under 
the model. This value for x may then be inserted in the original table 
of yields, the marginal means of the augmented table give the block and 
treatment means, and comparisons of treatments are obtainable directly 
by taking the same comparison of the treatment means from the aug- 
mented table. 

An approximate test of significance of the null hypothesis that the 
treatments have no differential effects may be obtained by analyzing the 
augmented table in the usual way, with the modification that the de- 
grees of freedom for the error sum of squares is diminished by the num- 
ber of plots for which observations are missing (in this case, 1). This 
test can be shown to be biased in that the expectation of the treatment 
mean square is greater than the expectation of the error mean square 
under the null hypothesis. If the approximate test of significance indi- 
cates that there are no significant treatment differences, there is no need 
to perform the accurate test of significance. 

The accurate test of significance in the above case is made by the 
analysis of variance given in Table 9.4. (This test is accurate on the 


TABLE 9.4 ANALYSIS OF VARIANCE FOR Exacr TEST or SIGNIFICANCE 


Due to df Sum of Squares Mean Square 
2 Fanera 
Block: = 5 
locks r-1 Pattee T sn 1 
Treatments t-1 By subtraction 
Error (r-Dt-D-1 As in the analysis of variance of the 


augmented table 


Em 
Total 1 — 2 Iry- — 
1 1 
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basis of normal law theory.) Mean squares are then compared by the 
F distribution in the usual way. 

The extensions of this procedure to cases where more than 1 plot is 
missing will not be given. The reader may find it instructive to work 
through a simple case with more than one missing observation. A some- 
what involved case is described by Yates.’ 

A simple method when there are several missing observations is to 
replace each missing observation by the mean of the block in which it 
lies, as a first approximation. The formula for 1 missing plot is then 
used to estimate a second approximation for the missing observations 
in order, utilizing either the block mean or the new approximation, if it 
has been obtained for all missing plots except the one being estimated. 
Such a procedure converges rapidly, in general. 

Either of these procedures is valid as long as each block and treat- 
ment is represented at least once in the table of observed yields. If the 
whole of a block or of a treatment is missing, the experiment is regarded 
and treated as an experiment of correspondingly reduced size. If only 
1 treatment is represented in a block, the block is omitted as the 1 plot 
gives no information on treatment differences. 

In some situations, when the number of missing plots is large, it is 
computationally simpler to follow the standard methods for the 2-way 
classification outlined in Chapter 6. 


9.6 THE VARIANCE OF TREATMENT COMPARISONS WITH 
MISSING PLOTS 


In a randomized block experiment with £ treatments and r blocks, 
where no plots are missing, the variance of a treatment mean for com- 
parisons with other treatment means has been shown to be c?/r, where 
c? is estimated by the mean square for error in the analysis of variance. 

When a single plot is missing, the treatment mean containing an esti- 
mated yield is a simple linear function of known yields; i.e., if the plot 
corresponding to the kth treatment and the lth block (i) is missing, 
then it has been shown that the best estimate of the yield for that plot is 


2 tT’, + rB’, — T’ 
(r— D(t— 1) 


where 7", is the sum of all known yields for plots receiving treatment k, 
B', is the sum of all the known yields from plots in block J, and T” is 
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the sum of all known yields. The estimate of the kth treatment mean 
is then 


WAS + 7B, = -| 
(ri D) 
Using the fact that the y;; are distributed with common variance e? 
and that the variance of 


7 1 
& = — (T^y +2) n 
T T 


DMM 


is o ij (apart from covariance terms which vanish in any comparison 
orthogonal to blocks as discussed in Chapter 8), we find that 


e? 1 
varh) = r—1 E E r(t— zl 


c? 


Ao carry 


The variance of any other treatment mean is, as above, c?/r, and the 
treatment means are (in a sense) uncorrelated. For any contrast among 
the treatment means, 


PM; with 2; = 0 


i=l 


the variance of the contrast is 
2 E 
NW 12 (7) 
T 


T izk 


t 
(r—1t- zl 


Tf 2 plot yields are missing, the variance of any contrast among treat- 
ment means may be found by expressing the contrast as a linear func- 
tion of all the known plots, the variance of which is easily evaluated. 
As the number of missing plots increases beyond 2, the algebra involved 
in such calculations becomes extremely tedious and not worth while, 
and it is probably best if accurate variances and covariances are needed 
to have recourse to the methods of Chapter 6 for the 2-way classifica- 
tion with unequal numbers. 

Yates ? sets upper and lower limits on the variance of the difference 
of 2 treatment means by ignoring the block classification altogether to 
get a lower limit and by rejecting all those blocks that do not contain 
both treatments to set the upper limit. He also proposed the approxi- 
mate rule of giving J weight to each plot of a treatment that has no 
corresponding plot in the same block belonging to the other treatment. 
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For example, suppose we had treatments a, b, c, d, e in 6 blocks as shown 
in Figure 7, where the shaded plots are missing. 


Block 


Ficure 7. 


The rule in comparing 2 treatments a and b is: 


If a and b both occur in a block, give each a weight of 1. 

If a occurs without b in a block, give a weight of 14. 

If b occurs without a in a block, give b weight of 14. 

If both a and b do not occur in a block, give each a weight of 0. 


Thus, var ( — ê) = ( 54 


1 1 
$ 2 
var (a — ie) = 5 + 3 c 
var (le — le) = (E ＋ De? 

When data are missing, an easy partitioning of the treatment sum of 
squares is no longer possible, since the effects due to each factor are no 
longer independent of the order in which they are estimated. This is a 
consequence of the non-orthogonality of the data, and reference should 
be made to Chapter 6 for the treatment of such a situation. 


9.7 DIFFICULTIES OF RANDOMIZED BLOCKS 


We may summarize the relevant discussion of the previous chapter in 
stating that the following difficulties of randomized block experiments 
are fairly common: 


1. Missing data: procedures for this problem are given above. 
2. Heterogeneity of Errors: this may be of two types: 
(a) That the variance of the experimental errors is related to the 
expected yields because of non-additivity, or differential variability from 
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block to block. In this case the appropriate procedure is to use a trans- 
formation, which results in error variance being independent of expected 
yield, and to apply Tukey's test for non-additivity. 

(b) That the error variance of some treatment comparisons is 
greater than that for other comparisons because of non-additivity, or 
sampling errors within the plot, if sampling is used. It is an advantage 
of randomized blocks that an error variance may be obtained for each 
treatment comparison. This is done by evaluating the comparison in 
each block and estimating the variance of the mean comparison by the 
sum of squares between the values for each block divided by the number 
of blocks minus one, and by the number of blocks. 


9.8 THE PURPOSES OF REPLICATION 


In any randomized block experiment it is necessary to have at least 
two replications in order that an estimate of the experimental error vari- 
ance may be obtained. With increasing replication the error variance 
will be estimated with inereasing aceuracy, the estimated error variance 
being subject to a standard error of approximately 


Ne 


where c? is the true value and n, is the number of degrees of freedom on 
which the error is based, according to the infinite model. In general, it 
will be expected, and it is assumed in the analysis, that the true value 
of the error variance does not depend on the number of replicates, since 
it measures the variation within replicates if the treatments are identical. 

The important purpose of replication is, however, to decrease the error 
of treatment comparisons. The true variance of any treatment com- 
parison was shown earlier to be proportional to c? /r, where o? is the 
variance per plot and 7 is the number of replicates. This variance de- 
creases directly with increasing r, and the information on the comparison 
which is proportional to r/o” increases proportionally with r. 

It is intuitively obvious that increasing replication results in increas- 
ing sensitivity of the experiment. We shall devote a chapter later to 
this subject. For the moment we shall consider a simple aspect of the 
problem, originally discussed by Neyman et al? We suppose that we 
are comparing 2 treatments, A and B, and wish to test the hypothesis 
that B gives greater yields than A. We suppose that the infinite model 
can be used so that we obtain an estimate d of the difference B — A, 
with an estimate of error s? based on n degrees of freedom, the estimate 
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d being normally distributed around the true value A with variance c?;, 
and the estimate of variance s? being distributed independently of d as 


oa 2 
— Xn) 
n 


With this formulation the test of the hypothesis A > 0 will be the “ test 
with n degrees of freedom and level of significance equal to twice the 
corresponding tabular level. The probability of concluding on the basis 
of this test that A is not greater than zero is easily obtained by integra- 
tion of the joint probability density of d and s". From tables given by 
Neyman we have constructed the relations given in Table 9.5 between 
number of replicates r and probability of rejecting the null hypothesis 
for various values of A/c, « being the standard deviation, with random- 
ized blocks of 2 plots. 


TasuE 9.5 Sensitivity or EXPERIMENTS IN RaNnpomizEp Brocks or 2 Proms 


A/o 
r 1 2 3 
Probability of Rejecting Null Hypothesis with a 1% Test (Approximate) 

2 0.03 0.05 0.08 
3 0.05 0.13 0.25 
4 0.09 0.27 0.53 
5 0.13 0.42 0.77 
6 0.16 0.57 0.92 
7 0.20 0.74 0.96 
8 0.24 0.81 0.99 
9 0.29 0.86 

10 0.36 0.91 

16 0.60 0.99 

32 0.81 

44 0.99 


2 0.14 0.25 0.36 


3 0.22 0.49 0.74 
4 0.30 0.69 0.92 
5 0.38 0.82 0.99 
6 0.45 0.88 

7 0.51 0.94 

8 0.56 0.97 

9 0.61 

10 0.65 

16 0.84 

32 0.99 
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This table emphasizes the importance of replication, for the experi- 
menter should have in mind the magnitude of true differences which 
will be shown with high probability by the experiment to be significant. 
Thus, the experimenter should be in the position of being able to state 
that, if the true difference is z units, he wants a probability of 95 percent 
that the experiment he will do will indicate that there is a difference. 
If, for example, A/s = 1 and a 5 percent test is to be used, then about 
23 replicates are necessary for the probability to be 95 percent of de- 
ciding on the basis of the test that there is a difference. The above dis- 
cussion indicates the importance of making the quantity A/c as large 
as possible. This may be done either by reducing o or by increasing A 
or by both. The increasing of A is much a matter of experimental tech- 
nique and may not be possible without some redefinition of the problem. 
An example in which this has been used is in biological assay where the 
problem is to estimate the effects of different proteins on growth of rats, 
and the technique is to reduce the animals to a very low plane of nutri- 
tion with consequent magnification of A over what would have been 
obtained with ordinary animals. The reduction of c? is one of the prime 
problems of experimental design, and we shall see the development of 
various experimental patterns devised to remove variation between ex- 
perimental units treated differently. 


9.9 THE USE OF CONCOMITANT INFORMATION 


After the experiment has been conducted, information additional to 
yield may be obtained, or there may have been obvious simple positional 
effects in the experiment. It may then be desirable to take account of 
this concomitant variation. For example, in a plant experiment, it may 
happen that, for no reason related to the treatment, there resulted vari- 
ation in number of plants per plot. If the experimenter is sure that this 
variation is not related to treatments, the effect of the concomitant vari- 
ation may be removed by the analysis of covariance. Again, in a green- 
house experiment, it may be thought that variation in light due to differ- 
ing distances of the experimental units from the side of the greenhouse 
may have produced some variation in the yield and that such variation 
is in no way related to treatment. The experimenter is then at liberty 
to treat the distance of the unit from the side of the greenhouse as a 
concomitant variable and to use the analysis of covariance. The only 
purpose of using such information is to increase the accuracy of treat- 
ment comparisons, and whether this result is achieved may be deter- 
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mined by testing the error regression of the yield on the concomitant 
variable for significance. If it is not significant, it will not be worth 
while to make the adjustments. 

In accordance with the discussion of the previous chapter, the infer- 
ence on the unadjusted yields is based on randomization considerations, 
while the inference on the adjusted yields is based on the assumption 
of the model 

yi = n + bi + + Bi + ei (8) 


where z;; is the concomitant variable, and the er's are normally and 
independently distributed. The additional information which the co- 
variance analysis gives is, therefore, obtained at the cost of this assump- 
tion, and it is necessary to be sure that the variation in the concomitant 
variable has not arisen as a result of the treatments. In the case of posi- 
tional effects, the experimenter is fairly safe in using the procedure. In 
the case of a concomitant variable like number of plants, however, such 
an assumption may not be acceptable. 

In such instances we may wish to determine the effect of treatment on 
yields, supposing plant, number were kept constant, and, for this type 
of inference, the analysis of covariance is satisfactory, providing again 
that the model is reasonably satisfied. In some cases, for example, one 
should use as the concomitant variable some function of the plant num- 
bers. 


9.10 THE EFFICIENCY OF RANDOMIZED BLOCKS 


In a field experiment, there is generally no difficulty in arranging the 
testing of the ¢ treatments in r blocks of ¢ plots. In other experimental 
situations, there may be some difficulty in arranging the experimental 
units in groups of ¢ units, each group forming a block. It is desirable, 
therefore, to investigate the efficiency of the arrangement in randomized 
blocks relative to the complete randomization arrangement. The word 
“efficiency” as used here and elsewhere refers to the efficiency of esti- 
mates. 

The best method by which this may be done is to have available 
so-called uniformity trial data: that is, data obtained on a large number 
of experimental units with a common treatment. These are then di- 
vided into sets of rt units, each set simulating the actual experiment to 
be done, and each set being divided into r blocks of ¢ units, according 
to some known information about the experimental units. For example, 
if the experimental unit is a cow, the cows may be arranged in blocks 
on the basis of breed, age, stage in lactation, and so on. An analysis 
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of the consequent observations is then made with the result shown in 
Table 9.6, supposing there are k sets of rt units. 


TaBe 9.6 
Mean 
Due to df Square 
Sets * — 1 
Blocks within sets * — 1) B 
Within blocks kr(t — 1) E 
Total krt — 1 


The mean square Z is then an estimate of the experimental error o? 
with randomized blocks of f plots, and B is an estimate of the variance 
between blocks within the experiment. 

We can then say that the analysis for a single experiment with dummy 
treatments will be as shown in Table 9.7. 


TABLE 9.7 
Due to df Sum of Squares 
Blocks r—1 (r —1)B 
Within blocks rt — 1) r(t — 1) 
Total rt — 1 (r — 1)B + r(t — DE 


If the blocks were not used, the variances of treatment comparisons 
would be proportional to the total mean square, i.e., to 


(r— 0B + r(t — DE 
1 


whereas with the blocks they are proportional to E. The relative effi- 
ciency of randomized blocks to complete randomization is then 


(r — DB + r(t— DE 
(rt — 1)E 


In general, B will be greater than E unless the blocks are entirely inef- 
fective in removing heterogeneity, so that the relative efficiency of ran- 
domized blocks is greater than or equal to 100 percent. 

The field experimenter will almost invariably use blocks, so that the 
question is for him somewhat academic. When confounding, which will 
be discussed in a later chapter, is used, however, it is of interest even for 
field experiments. With confounding the size of the block will be less 
than the number of treatments, and this results in a loss of information 


(9) 
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on confounded comparisons. It is important to estimate whether the 
gain in information on the unconfounded comparisons, which results 
from the smaller size of block, outweighs the loss in information on the 
confounded comparisons. 

In the general type of experiment, the above method may be used to 
determine how much information or efficiency is gained by controlling 
on particular extraneous factors: that is, holding these constant to a 
particular degree. For example, how important is it that observations 
on industrial articles produced under different treatments be made under 
environmental conditions held constant in a particular respect? It was 
stated earlier that the essence of experimentation is the controlling of 
extraneous factors easy to control, and randomization over all other 
factors. This process is put on an economic basis by considerations of 
efficiency of arrangements in blocks made up in particular ways; i.e., we 
wish to maximize efficiency by variation in size and shape of blocks and 
number of characteristics controlled for a fixed or minimum cost. 

It is possible with any experiment laid out with certain restrictions 
on the location of treatments to estimate how much information would 
have been lost by using a smaller number of restrictions. For example, 
with an experiment of r blocks of ¢ plots testing ¢ treatments, it is pos- 
sible to estimate what the relative efficiency of an arrangement with no 
blocks would be. It will, in fact, be 


(rt — DE 
(r— 0B + r(t — DE 


where E is the error mean square and B is the block mean square. 

The reader should note that the argument used in obtaining the rela- 
tive efficiency of randomized blocks is exactly the same as that used in 
Chapter 8 and is based on the finite model. Instead of being within 
blocks, the randomization is within the total set of rt plots. To verify 
the formula for the relative efficiency, we note that, with complete 
randomization, 


1 
5 = with probability — 
7 


f P 
and, if 6% = 1, then 35; = 1, with probability ae w, 3) * (i, J). 
77 — 
The plot yields y;; are given by 
yg % = . ) 
=y.. + dij (10) 
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and it is readily found that the error mean square has an expectation of 


= ite 
(rt — 1) 7 
Now, 
dij = bi T Cj (11) 

where bi and e;; are defined as in Section 8.2, and so the expectation of 
the error mean square is 

o’? — . (i 25 525 + . % (12) 

(i—i) i 7 
We found in section 8.2 that the expectation of the block mean square B 
is (b?;/(r — 1), and of the error mean square Eis 2 e/r(i — 1), so 
yu 
(r = B t r(t — DE 
ric 

the result stated above. This method is not then empirical, but is in 
strict accordance with randomization theory. The assumption behind 
the calculation is that exactly the same experimental units will be used 
in either design. In applying the formula to field plot experiments, it 
should be noted that the size and shape of plots are considered to be 
exactly identical for the two designs, and this may vitiate the caleula- 
tion to some extent, in that a different division of the total experimental 
material into plots may be desirable for the two designs. 

The above discussion is concerned with efficiency of estimation and 
not relative sensitivity. The latter depends not only on the error vari- 
ance but also on the number of degrees of freedom for error, and will be 
be discussed in Chapter 12. 


that the expectation of is o°, in accordance with 
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Latin Squares 


10.1 INTRODUCTION 


The randomized block type of experiment may be regarded as an 
arrangement in which treatments are randomized under one restriction: 
namely, that each treatment must occur in each block. If, for instance, 
the experimental unit is a cow, blocks may be made up of cows of the 
same lactation number. Now it is fairly obvious that this may be ex- 
tended so that the cows are divided into groups by lactation number 
and also into groups by, say, yield in previous lactation, so that each 
animal falls into one of the lactation number groups and one of the 
previous yield groups. If the numbers of groups on each of the 2 fac- 
tors are equal to, say, 4, the cows may be regarded as forming a 4 X 4 
arrangement as shown in Figure 8. 


Group on First Factor 
1 2 3 4 


Group on 2 

Second Factor 
Scr er athe a 
4 


Ficunz 8. 


It is then possible to superimpose 4 treatments on this arrangement 
so that each treatment occurs once and only once in each row of the 
plan and in each column. Such an arrangement is called a Latin square. 
These arrangements were first used in experimental agriculture in which 


the above arrangement is merely a division of the experimental area 
184 
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into b? plots. Such arrangements have fairly obvious properties, the 
important one being that any comparison of treatments is unaffected 
by average differences which exist between the rows or between col- 
umns. Such differences will not affect the errors of treatment compari- 
sons so that such arrangements are likely to lead to greatly increased 
precision, The order in which Latin squares will be discussed is to 
present the combinatorial properties of these arrangements first and 
then to discuss the uses of these arrangements for experimental purposes. 
Some detailed discussion of the combinatorial properties is necessary, as 
these properties lead to an understanding of the randomization test 
and also to designs other than the simple Latin square. 


10.2 COMBINATORIAL PROPERTIES 


A reduced Latin square (or a Latin square in standard form) is one 
in which the first row and the first column are arranged in alphabetical 
order: e.g., 

Bi CLD 
CD A 


DAB 


S fX HL OE 


ABC 


The number of squares that can be generated from a reduced Latin 
square by permutation of the rows, columns, and letters is (EH). These 
are not necessarily all different. If all rows but the first and all columns 


are permuted, we generate k!(k — 1)! squares. 
We proceed to give an enumeration of the samller squares. 


10.2.1 3 X 3 Square 
There is only one reduced Latin square, namely: 


ABC 
BCA 


c AB 


From this we can generate 12 squares by permuting all rows except the 
first and all columns. 
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10.2.2 4 X 4 Squares 
There are 4 reduced Latin squares which fall into two sets as in 


Taste 10.1 Tun Repucep 4 X 4 Latin Squares 


LATIN SQUARES 


First Transformation Set 


Table 10.1. 
A «Bi D 
BY 1 D 
CID IB A 
DG A B 

(1) 


A 


bab 


B 


C 
D 
A 


[^ 


D 
A 
B 


(2) 


D 


Qa es 


S228 


"wg kh 


hm way 


Second Trans- 
formation Set 


A 


B 
0 
D 


B CD 
ADC 
DA" B 
C BA 
(4) 


One square of the transformation set may be obtained from the other 
by permutation of letters and subsequent rearrangement into reduced 
or standard form. This is the definition of a transformation set. For 
example, any interchange of letters and rearrangement into standard 
form of the member of the second transformation set result in its re- 


production. 
[^] 
B 
A 
D 


B 
0 
D 
A 


A 
D 
C 
B 


D 
A 
B 
0 


— 


A 


D 
0 
B 


B 
C 
D 
A 


0 
B 
A 


D 


D 
A 


= 
B 


[^ 


ABC 
B AD 
C DA 
DC B 


Thus, by interchanging A and C, we have 


D 
c 
B 
A 


In the first transformation set, square 2 can be obtained from square 1, 
for example, by interchanging A and D in 1 and rearranging, thus: 


D 
B 
0 
4 


B 


D 
A 
0 


[^] 
A 
B 
D 


10.2.3 5 X 5 Squares 
There exist 2 transformation sets, one containing 50 reduced Latin 


squares and the other containing 6 reduced Latin squares. 
ample for each set is listed by Fisher and Yates.! 


10.2.4 6 X 6 Squares 
Fisher and Yates ^? list a square from each of the 22 transformation 


sets, which contain a total of 9408 reduced Latin squares. 


A 


0 
D 
B 


— 


A 


0 
D 
B 


B 


D 
A 
c 


0 
4 
B 
D 


D 


B 
C 
A 


— 


A 


B 
0 
D 


B 


0 
D 
4 


c 


D 
A 
B 


D 


A 
B 
[^ 


An ex- 
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10.2.5 Larger Squares 

An exhaustive enumeration of 7 X 7 squares was made by Norton.* 
Fisher and Yates? give examples of squares of sides 7, 8, 9, 10, 11, 12. 
A square of any side may be obtained by writing down the correspond- 
ing number of letters to make the first row, making the second row by 
moving the first row along one step, and putting the last letter of row 1 
in the first position in row 2, and so on. 


10.2.6 Selection of a Random Square 


The procedure for obtaining a random square is given by Fisher and 
Yates. This consists of first selecting a reduced square at random. 
For squares of side 3, 4, or 5, permute all rows except the first and all 
columns, or all rows and all columns except the first, and assign treat- 
ments at random to the letters A, B, C, . . For 6 X 6 squares, select 
a reduced square at random, and permute all rows and columns, and 
then assign the letters to treatments at random. For larger squares, 
it is satisfactory to take any square and permute rows, columns, and 
treatments. 

10.3 GRAECO-LATIN SQUARES 

The Graeco-Latin square properties are exemplified simply by the 
square of side 3, the only one apart from permutation of rows, columns, 
Greek letters. 4 BGH Cy 

By Ca Ap 

Cg Ay Ba 
In this arrangement every Latin letter occurs once in each row and 
once in each column, each Greek letter occurs once in each row and once 
in each column, and each Greek letter occurs once with each Latin letter. 

Graeco-Latin squares of side k exist when kis a prime number or a power 
ofaprime. They also exist for all other odd numbers. A Graeco-Latin 
square of side 12 exists. There has not been an enumeration for other cases. 


10.4 THE COMPLETELY ORTHOGONALIZED SQUARE 


As an example the square of side 4 is given in Table 10.2. 


Tasty 10.2 Tun 4X4 COMPLETELY ORTHOGONALIZED SQUARE 
Aia Bog Cs Da 
By, As Doa Cig 
Ca Di A Baa 
Das Ca, Bry Am 
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Note that the Latin letters, the Greek letters, and the numerals have 
the Latin square property, and also that the Latin and Greek letters 
form a Graeco-Latin square, as do the Latin letters and numerals, and 
that the Greek letters and numerals have the Graeco-Latin square 
property. 

The extensions of this are given by the following theorem, due to 
Stevens‘ and Bose: When k is a prime or a power of a prime, there 
exists a k X k square with each cell containing a letter of each of (k — 1) 
languages, such that the letters of any two languages form a square with 
the Graeco-Latin square property. 

The proof of this theorem follows from the existence of Galois fields 
of p" elements where p is a prime and n is an integer. When n is unity, 
the Galois field may be represented by the numbers 0, 1, 2, ., (p — 1), 
where the operations of ordinary arithmetic are performed, except that 
any resulting number is replaced by the remainder when it is divided 
by p (ie., is reduced modulo p). Let the coordinates of any cell be 
given by z and y, where z and y each run from 0 to (p — 1). Then a 
square in each language is given by inserting in the (x, y) cell the num- 
ber x + Xy, reduced modulo p. By using values of 1, 2, ..., p — 1, for 
à, (p — 1) different squares will be obtained, and, when superimposed, 
the squares form, as is easily proved, the completely orthogonalized 
square. 

Corresponding to the existence of a completely orthogonalized square 
of side p there exists a very useful partitioning of p^ objects. Note 
that, with the 4 X 4 completely orthogonalized square, the 16 cells may 
be divided into groups of 4 in 5 ways, namely: 


By rows 

By columns 

By Latin letters 
By Greek letters 
By numerals 


These groupings are orthogonal in the sense that any grouping gives 4 
groups, each of 4 cells, and the 4 cells that oceur in 1 group of any 
grouping lie 1 each in the 4 groups of any other grouping. It follows 
that, if the cells are occupied by p? uncorrelated random variables, any 
contrast among the groups of one grouping will be orthogonal to any 
contrast among the groups of another grouping. For example, a group 
of 4 cells according to Latin letters in the 4 X 4 example above consists 
of the cells with A which are 


1, 6, 11, 16 
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where the cells are numbered serially from left to right. The groups by 


numerals are: 
(1) 1,8,10,15 


(2) 2,7, 9,16 
(3) 3, 6, 12, 13 
(4) 4.5, 11, 14 


and we see that the cells containing 4 are distributed one each in the 
groups of numerals. 

Among 16 objects there will be 15 degrees of freedom with the usual 
analysis of variance. These 15 degrees of freedom may be broken 
down into 5 sets of 3 degrees of freedom, any set of 3 degrees of freedom 
being given by the contrast among the 4 groups according to one of the 
methods of classification. 

In general, the ( — 1) degrees of freedom among p?" objects may 
be divided into (p" + 1) sets of (p" — 1) degrees of freedom. ‘This 
property is the basis for lattice square designs and is of frequent value 
in other connections. 


10.5 THE ANALYSIS OF THE LATIN SQUARE DESIGN 


We shall examine the Latin square design from the same point of 
view as that which we used for randomized blocks. We suppose then 
that the subscripts (i, j, k) denote the row, column, and treatment of a 
particular plot. In all there are /? possible yields, for each treatment 
can conceptually be applied to each plot, and from this population of 
true yields we draw a sample which is based on a random ( X t Latin 
square. Such a sample has obvious properties of balance, particularly 
when we are concerned with the comparison of treatments. 

The following relation is identically true: 


Yim med Qi . ) ne) 
4g. — Ve mee ye G. * 7 — 
＋ (yer i.. Jk yet y; — Yok + e.) 
uk — Ws — We — Yik t Ye TYG Ve — y.) Q 
1, J, K = 1, 2, % 


Now suppose that 
Yijk = Tij + Tk 
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where z;; is the yield under a uniform treatment of plot (77): that is, 
that treatments are additive in their effects. The relation then reduces 
to d 


Vi = (K. . + 7.) + (. — ..) + (04 — . . ) + (* — 7) 


+ (ty — ti: — tj ＋ . .) (2) 
which we may write as 


Vik = U + pi + Yj + Tk + eije (3) 


The last term is a random variable since we have chosen a random 
t X t Latin square, and the particular (z;; — Ti. — 2.; + x..) associated 
with v; is therefore chosen at random. Let 6; be the random variable 
which takes the value unity if treatment k is on the plot (i, j) and is 
zero otherwise. The joint distribution of the 6f’s is determined by the 
particular family of Latin squares from which the one actually used is 
chosen at random. 

Now we examine the expected value of treatment totals, of the error 
of treatment totals, of the treatment sum of squares, and so on. By 
definition p;, Yj, and 7; have zero means. 

A treatment total T'; is equal to 


tu + tre + X ö 615 (4) 
7 


Now if we choose a particular ¢ X ¢ Latin square and randomize rows, 
columns, and treatments, a is equal to unity with probability 1/t and 


— 1 
equal to zero with probability (=). So the expected value of T; is 
1 
E(T) = tu tre +> Des 
ij 


= t(u + rr) (5) 


The variance of a treatment total is equal to 


(res) 


z[r (rey + X Y bue; 


dei j 


＋ È dob enen, t L 2 8 (6) 


i 3 1 115 


ELD, — B(x) 
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From the structure of Latin squares, we have: 


If 
af =1 then 35 = 0 and D =0 
and if 
1 
555 =1 then 5 » = 1 with probability ges 


The variance of a treatment total is then 
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The variance is cael 
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The covariance of any 2 treatment totals 
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The variance of any linear contrast of the treatment totals 
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is then 
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Infinite model theory leads us to the partitioning for the analysis of 
variance given in Table 10.3, and we proceed to obtain the expectations 


Taste 10.3 
df 
Rows t-1 
Columns 121 
Treatments 1 — 1 
Error (t — 1) — 2) 
Total 2 — 1 


of the mean square under the model we are using. It is found that 


t 
E (row mean square) — me de: 
ular, 
t 2 
E (column mean square) = p dv, 
^ (10) 
1 t 
E (treatment mean square) = ———— D ey + —— E 7, 
(t — 1? 7 1—1 7 
1 
E (error mean square) = ———— >> e; 


6 2 927 


The Latin square is, therefore, unbiased in the sense of the expectation 
of the mean square for treatments equaling the expectation of the mean 
Square for error under the null hypothesis that the treatments have 
identical effects on every plot or experimental unit. 

It may be further noted that, if the expectation of the mean square 
for error is denoted by c?, the variance of any contrast of treatment 
means 

2.7; with Dd; =0 


is (ON) /t, and that the covariance of two contrasts given by Xr and 
. is (ZA 2o? /1. 

We are now in a position to understand the rule stated by Fisher * 
that the random Latin square should be chosen out of a number of 
Latin squares, in which every pair of plots that do not occur in the 
same row or column belongs to the same treatment with equal frequency. 
In our derivation of the analysis of the Latin square, we used the result 
that, if ô equals unity, then 5%, with i = i and j J, equals unity 
with probability 1/(¢— 1). The probability of plots (ij) and (7) be- 
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ing occupied by the same treatment is therefore 1/t(t — 1), the same 
for all treatments. It may be noted in the derivation that we obtained 
the results using only the properties of any individual Latin square, 
such as that the probability that 6}, equals unity is 1/t, together with 
the statement that the probability that 556% equals unity is equal to 
1/t(t — 1). If we had not chosen these rules, the expression in equa- 
tion 6 would not be the same for all treatments. Furthermore there 
would be no possibility of estimating the variances and covariances such 
as E(T, — E(T4)P or E(([T; = E(T9)] — (Te — ET). 

The testing of the hypothesis that there are no treatment effects is 
made by the randomization test. In view of the expectations given 
above, a criterion which is intuitively reasonable is that of (treatment 
mean square/error mean square). This will be evaluated for the square 
actually used and for all other squares that we could have obtained by 
the randomization procedure. If the value for the square actually used 
is equaled or exceeded by that of 5 percent or less of the possible ar- 
rangements, we shall say that we have significance at the 5 percent 
level. The evaluation of the significance level in a particular experi- 
ment would be a very laborious task, and we rely on the fact that the 
distribution of the criterion will be closely approximated by the F dis- 
tribution with (f — 1) and (t — 1)( — 2) degrees of freedom. This 
distribution would hold exactly if the error terms in the model were 
normally and independently distributed with mean zero and variance 
52. The extent to which the distribution of the criterion over the pos- 
sible randomizations may be represented by the F distribution has been 
examined by Welch. We have seen above that the quantity (treat- 
ment sum of squares/treatment plus error sum of squares), U, say, has 
a mean value of 1/(¢ — 1), and this is the mean value of the beta dis- 
tribution which is the transform of the F distribution. This was ob- 
tained, moreover, with only the specification that the probability that 
obi, equals unity is 1/t(t — 1) and therefore holds for any transforma- 


tion set. 
Welch found that the variance of U depended on the transformation 


set, and also on the quantities: 


G- x (x eu) * 2 e és), H= »» (z tn) 


Welch examined the variance of U for some constructed data and for 
some sets of uniformity data and found that the proportion of times 
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the 5 percent value of U from the beta distribution was exceeded ranged 
from.2.7 to 6.2 percent. The approximation by the I distribution is 
therefore not entirely satisfactory, but the evidence is not conclusive, 
in that the approximation depends on the quantities D, F, G, H above, 
and, in a particular case, we do not know these values, nor do we know 
the values we shall meet in practice. The rules given above for the 
choice of a random Latin square are designed to give equal probability 
to all possible Latin squares of size less than 7 X 7, and in the present 
state of knowledge this appears to be a desirable procedure. To con- 
clude this aspect of the Latin square, we shall assume that normal 
theory gives satisfactory approximations to corresponding randomiza- 
tion tests. 

Finally we should note some properties of the smaller Latin squares 
and the impact of these properties on randomization tests. We con- 
sider first the 2 X 2 Latin square, for which there are only 2 different 


ones: namely, 
A. -B BA 
and 
BA AB 


This square has no degrees of freedom for error, as is obvious from the 
fact that, if we use one square and obtain the treatment difference, then 
the treatment difference given by the other square is the negative of 
the difference with the former square. If then we wish to compare 2 
treatments with 2 X 2 Latin squares, we must use many squares, and 
to make any test we must assume that the difference is constant from 
square to square. The randomization test is so simply performed in 
this case, that with a small number of squares, say, 6 or less, it would 
probably be advisable to rely on the randomization test procedures 
rather than the usual F distribution approximation (unless, of course, 
one can assume the infinite model). 

In the case of the 3 X 3 Latin square, it is important. to note. that 
there are, in fact, only 2 different partitions of the 9 cells into 3 sets of 
3, in such a way that each set is represented in each row and in each 
column. There are 12 different 3 X 3 Latin squares, but these give 
the same partitioning in sets of 3. If we wish to test the null hypothe- 
sis that there are no ‘differences among the 3 treatments, we shall use 
the ratio of treatment mean square to error mean square as the test 
criterion. If this takes the value R with the randomization we in fact 
used, it will take the same value for 5 of the other 11 randomizations, 
and the value 1/R for the remaining 6. This happens because the sum 
of the treatment sum of squares with 2 degrees of freedom and the error 
sum of squares with 2 degrees of freedom is constant for all randomiza- 
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tions, and a randomization that gives a partitioning different from the 
one actually used will have the treatment and error sum of squares in- 
terchanged. We are, therefore, in the position of not being able to 
make a significance test, for which the chance of rejecting the hypothe- 
sis when true is less than 50 percent (or, in other words, of size less than 
0.50). This fact is important because, if we use the infinite model in 
which the errors in the model are assumed to be normally and inde- 
pendently distributed with mean zero and constant variance o, we 
shall use the F test with 2 and 2 degrees of freedom and can make a test 
at any significance level we please. The distinction we make through- 
out this book between the finite and infinite model is therefore extremely 
relevant. If we consider a particular treatment contrast, and evaluate 
it for the 12 possible 3 X 3 Latin squares, we shall find that there are 
6 possible values which the criterion (mean square due to treatment 
comparison/error mean square) can take. We therefore only make a 
test of significance with level 1-in-6, of the hypothesis that the true 
comparison is zero, if we use a 2-tailed test. For these reasons, a single 
3 X 3 Latin square experiment is virtually valueless, and, if we use a 
small number of repetitions, we should, as with the 2 X 2 square, prob- 
ably use the randomization test procedures, although it is often found 
that the usual F test gives a remarkably similar answer. 

There are in all 4(4!3!) or 576 different 4 X 4 Latin squares, but these 
lead to only 24 different partitions of the 16 cells into 4 sets of 4, in 
such a way that each cell is represented in each row and in each column. 
It is therefore desirable to make the test strictly according to the ran- 
domization test procedure. 

Squares of side 5 and 6 were examined by Welch in the afore-men- 
tioned work. For squares of side 7 or more it seems reasonable to as- 
sume that the F distribution is satisfactory. 

We shall not give a lengthy discussion of the analysis of variance 
when the additive model does not hold. It is elear that, if there are 
row-treatment or column-treatment interactions, these will enter into 
the error mean square but not into the treatment mean square. The 
situation is entirely analogous to that of randomized blocks in that 
block-treatment interactions enter the error mean square but not the 
treatment mean square. Using a scale of measurement on which ef- 
fects are additive is, therefore, very important. For tests of hypothesis 
we rely on the validity of F tests and ¢ tests in finite populations. 

We may, therefore, use the model 


Yije = Bd pi + Yj + Tk + eit 


the quantities 4, pi; Yi; and 7, being fixed unknown constants and the 
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ers being normally and independently distributed around zero with 
constant variance as an easy substitute for the laborious restricted sam- 
pling approach. Alternatively one may prefer to use the infinite model 
from the start. There is only one difference, other than those we have 
already mentioned in connection with tests of hypotheses, between the 
two approaches: namely, that the variance of a treatment mean for 
comparison with results of other experiments is a?/t with the infinite 
model but /t — 1) with the finite model. When we make a state- 
ment about the variance of a treatment mean, we shall mean the vari- 
ance appropriate for comparisons within the experiment, which is, in 
this case, /. In this way we may ignore algebraically the correla- 
tion of treatment means. 


10.6 ANALYSIS OF THE LATIN SQUARE WITH THE 
INFINITE MODEL 


The basis of the usual analysis of the Latin square is the assumption 
of a model 
Yije = M + pi + Yj + Tk + eijk jmd, 0t 
where jit 
m = the contribution common to all plots 
pi = the contribution common to all plots of the 7th row 
yj = the contribution common to all plots of the jth column 
7% = the contribution common to all plots of the kth treatment 
and the er's are random errors, normally distributed about a mean of 
zero with constant variance o°. 
This model leads to the analysis of variance (Table 10.4), where Ri 
C;, Tr, and G are row, column, treatment, and grand totals, respectively. 


TaBLE 10.4 ANALYSIS OF VARIANCE FOR A t X t LATIN Square EXPERIMENT 


Mean 
Due to df Sum of Squares Square 
2. 2 
Rows t—1 > Hine R 
BITE 
45 2 
Columns 1-1 2 CS Es 0 
t 75 
Treatments t—1 z 7 — * T 
Error (t— 1)(t - 2) By subtraetion E 


Total 12 —1 Dyin —- 
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The mean square Z is an estimate of c?, and, if there are no differential 
treatment effects, i.e., the us are equal, the mean square T is an esti- 
mate of c?, both sums of squares being distributed independently ac- 
cording to X02, with the appropriate number of degrees of freedom for 
Xê, by virtue of Cochran’s theorem (cf. Chapter 5). 

The estimated standard error of each treatment mean will be V E/r, 
which is appropriate for any treatment comparison. The results may 
be presented simply as in the case of randomized blocks: namely, a 
statement of treatment means with this standard error. Errors of par- 
ticular comparisons, confidence limits, and so on are obtained as in 
that case, and the treatment sum of squares may be partitioned simi- 
larly. 


10.7 MISSING DATA 


The solution for 1 missing plot is fairly easily obtained and will be 
given. Suppose the yield on the plot in row 1, column 1, is missing 
and that this plot received treatment n 

Let R; (i = 2, , t) be the total for the ith row, C; (j = 2, +++, t) be 
the total for the jth column, and Ty (k = 2, +++, t) be the total for treat- 
ment k. Let R’; be the total of the known yields in row 1, and define 
C', and T", in the same manner. G' is the total of all known yields. 

The procedure, as in the case of randomized blocks, will be to mini- 
mize the error variance with respect to the missing plot. In the anal- 
ysis of variance given above we have the modification shown in Table 


10.5. 


Taste 10.5 
Due to Sum of Squares 
ps G' 2 
Rows HA t3 +7 2 Rh — ere 
S 
1 T3 G' +2)? 
Columns “(1 +22 += GIS ( : z) 
j UM i 
1 Tee G' + zy 
‘Treatments =(T +a) += DT. ( i z) 
t t gan Ü 
Error Difference 
G' +2) 
Total at» Vue : z 2 
ijk D 


We differentiate the error sum of squares with respect to « and, set- 
ting the derivative equal to zero solve for x. We need consider only 


those terms involving æ, say, Q, where 
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pace rar Oe ed oi y ay 
8 

- 5 — lU +2)? + (C^; ＋ 2)? + (T^, + 2)?] 

55 a ge 2022 — "(gn 2) + (O 2) +C +a) 


It can be easily verified that setting this equal to zero and solving for 
x yields 
IR^, + (C^, + tT’; — 28" 
(t— 1)(t — 2) 


In general, if the yield corresponding to the uth row, vth column, wth 
treatment is missing, then the estimate of that yield is 


x NR“ + tC’y + LT, — 2G’ 
E (t— 0. — 2) 


where the quantities N“, C’,, T',, and G are defined as above. As 
before, we may replace the missing yield with this quantity and per- 
form the analysis of variance exactly as above with this modification: 
The degrees of freedom for error will be (t — 1)(t — 2) — 1 = 0? — 
3t + 1, and for the total we will have @ — 2 degrees of freedom. The 
usual tests of significance may be performed, but the F will have an 
upward bias. Thus, if non-significance is found, we can stop. If F is 
significant, however, we cannot be sure that it is due to treatments and 
not to this bias. 

Exact tests of significance in terms of infinite model theory, although 
easy to describe in terms of general theory, are somewhat difficult to 
Obtain. It is necessary to evaluate the sum of squares attributable to 
rows and columns ignoring treatments, and to rows, columns, and treat- 
ments. The difference of these 2 sums of squares may then be tested 
against the error with the reduced sum of squares. To compute the 
necessary quantities, the experiment is first regarded as an experiment 
in rows and columns with one observation missing and the minimum 
sum of squares for error obtained. This sum of squares, W, say, will 
have (t — 20 degrees of freedom. The minimum sum of squares for 
error, when treatments are taken into account, is obtained by analyzing 
the augmented table, E, say, with ( — 3t + 1) degrees of freedom. 


(11) 
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The quantity (W — E)/(t — 1) is the mean square for treatments, 
which is tested against E/(È — 3t + 1) by the F test with (H — 1) and 
(È — 3t + 1) degrees of freedom. 

If more than 1 plot, say, n, are missing, we can denote them by 21, 
re, „ rn and proceed exactly as above. Partial derivatives with re- 
spect to the «;’s set equal to zero will give n equations in the n varia- 
bles, which can be solved for exact solutions. However, if n is greater 
than 2 or 3, the algebra becomes very involved and tedious. Yates? 
has given an iterative method for solving for these unknown yields. 
For the plots æ2, 2, -**, Un We substitute the general mean of all known 
yields, G’/(? — n) and solve for æ1 as above in the case of 1 missing 
plot. Using this value for z; we can solve for zs, etc. For the first 
approximation the quantity can be left equal to 


N 


la 
GNE Gam EN 
until all n s are calculated. These values, say, 2’;, are then put into 
the place of the missing plots, the new marginal and treatment totals 
are calculated, and a second approximation is calculated in the same 
manner. Yates? states that two approximations usually give suffi- 
ciently aceurate values. More approximations are necessary if greater 
accuracy is desired. 

The analysis of variance is then performed as with 1 missing plot, 
with the same restrictions. The degree of freedom for "error" and 
“total” are reduced by n from what they would be with no missing 
plots. The method for accurate F tests is unchanged. 


10.71 The Case of a Missing Row, Column, or Treatment 
The analysis of a Latin square experiment with a missing row (say, 
row 1) may be made in terms of the model 


Yair = 1 + pi + Yi + Tk + eii 
where 
. 
=, 2, 3, omn) 
Hea Oh eh Caer: 


Least squares leads to simple equations for estimating the constants. 
A similar setup is used for the case of a missing treatment. Suppose 
the rows and columns are named so that the missing treatment, say, 
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treatment 1, lies along the leading diagonal. Then the normal equa- 
tions are, utilizing the conditions, Z9; = Z4; = D7, = 0: 


t(t — 1)8 =G 
„ a ＋ C - 1051 — 71 = Ri 
(t — DA ＋ (t — 1) 52 — f2 = Ro 


D 
Q 


(— Ia - 5 +- D5 (12) 


(t Ia - 52 + (t 1) = Ce 


in + tî = Tz 
là + f = Ts 


where G, Ri, Ro, +++, CI, Co, «++, To, Ts, +++, are, respectively, the 
grand total, row totals, column totals, and treatment totals. The es- 
timates of treatment differences are given by differences of the observed 
treatment means. The only further question is the analysis of variance. 
The estimates of the row and column parameters are given by the 
equations, 


tt — a+ tt — 2)8; = (t — 1) R. + C; 
ut — Ia + tt — 2)$; = (t — 1)C; + R. 


The sum of squares due to fitting the p’s and y’s may be split into two 
portions: 


(13) 


1. Sum of Squares for Columns Ignoring Rows: 


1 G 


LS EET SC ae 4 
t—-1 1 — 1) im 
2. Sum of Squares for Rows Eliminating Columns: 
0² 
———— Se i 5 1 — 
u(t — 1)(t — 2) are ene (t — 1)(t — 2) G5) 


The error sum of squares is obtained by subtraction. The variance of 
treatment means for comparison of means is, of course, /. 
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The reader may refer to Yates? for a discussion of the above and of 
the case when both one row and column are missing and to Yates and 
Hale? when 2 or more rows, columns, or treatments are missing. 

An important fact about the Latin square with 1 row, column, or 
treatment missing is that the design is unbiased in the sense that the 
expectation over possible randomizations of the error mean square is 
equal to the expectation of the treatment mean square. The same holds 
for the ease of 1 row and 1 column, 1 row and 1 treatment, or 1 column 
and 1 treatment. The reader is referred to Yates * for proofs. By vir- 
tue of these facts, such patterns give valid experimental designs and can 
be used directly when the occasion arises. No examination of these 
patterns from the point of view of randomization tests except in re- 
gard to the mean value of the test criterion appears to have been made. 


10.8 EFFICIENCY OF LATIN SQUARES 


It may be desirable to test whether the row classification or the col- 
umn classification or both have led to increased precision in the experi- 
ment. To obtain relative efficiencies suppose the mean squares in the 
analysis of variance of the Latin square are labeled as in Table 10.6. 


Taste 10.6 

Mean 

Due to df Square 
Rows r—1 R 
Columns r-1 0 
Treatments r-i T 
Errors (r — 1)(r — 2) E 

Total 12 — 1 


With rows as blocks, and no treatment effects so that T will on the 
average equal E, the analysis of variance would be as shown in Table 


10.7. 


Tase 10.7 
Due to df Sum of Squares 
Blocks (rows) r-l R 
Error r(r — 1) (r— 2€ - D 


If then the column classification had not been made, the error mean 
square would have been 
(r— DC-c-(r—1yE C-c(r— DE 
v(r-—1 r 
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and the efficiency of the Latin square relative to randomized blocks 
made up by rows is estimated by 


C Der- DE CCC 
r(r — 1) E rE 


(16) 
Similarly, the relative efficiency of the Latin square to randomized 
blocks made up of columns is estimated by 


G- DR TC DE K ＋ =) 
r(r — 1) E rE 


(17) 
The efficiency of the Latin square relative to complete or unrestricted 
randomization is estimated by 


(r— R4 G = ) = Dr R+0+(r-1E 
(? — DE CE 


(18) 


In the above we have assumed that exactly the same plots would 
have been used in either of the other designs considered. The argu- 
ment given is an intuitive one. It may be verified by the reader that 
an approach by the finite model gives the same result. 

Tt may be noted that it is possible to estimate the efficiency of a par- 
tieular design, relative to other designs obtained by dropping any of 
the restrictions in the particular design, from the results of actual ex- 
periments. This procedure is entirely valid, but it must be remem- 
bered that, if, to take an example, randomized blocks of size 7 were to 
be used instead of a Latin square, the best shape of block from the 
point of view of experimental procedure might have been of shape other 
than that given by rows or columns. This tends to vitiate many com- 
parisons that are made in this way. The argument here is entirely 
one from the point of view of estimation. 


10.81 Some Results on Efficiencies 


Yates in his paper, Complex Experiments,” ” gives some results on 
the efficiencies of complete randomization relative to randomized blocks 
and Latin squares for the case of field experiments: 


1932 1933 
Randomized blocks 72% (22) 75% (22) 
Latin square 54% (38) 57% (37) 


The figures in brackets denote the number of experiments on which the 
means efficiencies are based. 
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It may be deduced that with this type of experiment and experi- 
mental unit randomized blocks necessitate about 14 (72-75%) the num- 
ber of plots that the completely randomized experiment requires to 
achieve a particular accuracy, A Latin square requires about 14 the 
number of plots. 

On another set of experiments he found that the efficiency of ran- 
domized blocks relative to Latin squares was about 60 percent. Ina 
comparison of 5 X 5 Latin squares and randomized blocks of 5 plots, 
he found that about 214 times as many plots were necessary with the 
randomized blocks as with the Latin squares to achieve a particular ac- 
curacy. These results should be regarded only as an indication of the 
sort of results that may be obtained with different experimental material. 


10.9 DESIGNS BASED ON GRAECO-LATIN SQUARES 


A Graeco-Latin square pattern may be utilized to compare ¢ (not 
equal to 6 or 10) treatments if the experimental units can be classified 
in 3 mutually orthogonal ways, corresponding, say, to rows, columns, 
and Latin letters. The treatments will be assigned to the Greek let- 
ters. "These designs may, however, be unsatisfactory from the point of 
view of randomization tests. To take the case of t equal to 7, the treat- 
ment sum of squares is a random 14 of the treatment plus error sum of 
squares (see Chapter 17). A test of significance can, therefore, work 
only at the level of rejecting the hypothesis that there are no treatment 
effects in 14 of cases when it is true. For this reason, these designs are 
not to be recommended for any purposes other than exploratory. Their 
range of utility is restricted very much also by the necessity of having 
an orthogonal 3-way classification of the experimental units. 


10.10 THE USE OF SYSTEMATIC LATIN SQUARES 


In accordance with the basis of inference on which we rely through- 
out, we shall not consider the use of systematic Latin squares such as 
the Knut Vik square. The reader should refer to Fisher u for a discus- 
sion of this matter. The conclusion reached was that systematic 
squares prevented an estimation of the error of each treatment compari- 
son and should not, therefore, be used. We shall examine the Knut, 
Vik square in Chapter 18 when we have developed a notation that is 
particularly convenient for the purpose. Any of the designs that we 
consider apart from those using complete randomization are in à sense 
systematic, but we attempt to ensure that we always have a reasonable 
randomization test. Without such a test, we are completely at the 


204 LATIN SQUARES 


mercy of whatever pattern of heterogeneity Nature chooses to impose 
on the experiment. 


10.11 FURTHER REMARKS ON LATIN SQUARES 
The following remarks may be made about Latin squares: 


1. The need for transformations may arise as with randomized blocks. 

2. A disadvantage of Latin squares is that the analysis becomes 
rather arduous if whole rows, columns, or treatments are missing. 

3. It is not possible to partition the error sum of squares into compo- 
nents for particular treatment comparisons. If then the yields under 
1 treatment are subject to a variance different from that with other 
treatments, the analysis becomes difficult if not impossible: This does 
not, fortunately, happen very often, and, if the experimenter has any 
inkling that such a possibility may occur, which cannot be corrected 
by a transformation, he should avoid Latin squares. 

4. In general, the Latin square will be more efficient than the ran- 
domized block experiment, if only because a second classification added 
to a block classification can never lower the true efficiency. 

5. The number of replicates must equal the number of treatments, 
and for this reason Latin squares are not popular with 8 or more treat- 
ments. 

6. Squares of size 4 X 4 or less are unsatisfactory from the point of 
view of randomization tests and should be repeated; the same holds 
with the infinite model because of the low number of degrees of free- 
dom for error. 

7. The large Latin squares suffer from another defect that column 
effects, for example, could vary considerably over the experiment, and 
also row and column interaction with treatments become more likely. 
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CHAPTER 11 


Plot Technique 


111 INTRODUCTION 


Under this general heading will be considered matters relating to the 
choice of experimental unit for various types of experiments. There 
are very few general considerations, but a large body of information has 
been accumulated over the past twenty or so years on field plot tech- 
nique, that is, technique for field experiments. Most of the difficulties 
are illustrated by this case, which will be described, and the reader 
should have no difficulty in translating notions like size and shape of 
plot and block into the language of another subject-matter field. The 
uses of sampling in experimentation will also be discussed. 


11.2 FIELD EXPERIMENTS 
The following matters are of importance: 


1. Size and shape of plot. 
2. Size and shape of block. 


The considerations that influence the choice on these matters are of 
two types: statistical and other. Under statistical considerations we 
include topics such as the effect of size and shape of plot on error vari- 
ance and accuracy of estimation. The non-statistical considerations in- 
clude such matters as the feasibility of particular sizes and shapes of 
plot from the point of view of experimentation. 


11.21 Size and Shape of Plots 

The most extensive investigation on size and shape of plot and size 
of block is that of Fairfield Smith.! By harvesting a crop in very small 
units, he found that the variance per unit area for plots of area x units 
was given approximately by 


V2 == (1) 
* 
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where b is a characteristic of the soil, and a measure of the correlation 
among contiguous units. For example, if b = 1, V, = Vi/z, and the 
units making up the plot of z units are not correlated at all. If, on the 
other hand, the x units are perfectly correlated, b O and V; = Vi, so 
that there is no gain due to the use of the larger size of plot. In general, 
b will be between zero and unity, so that the larger plots give more in- 
formation with the same number of plots. This is to be expected in 
that a larger experimental area is being used. This formula can be in- 
terpreted in the other direction: Suppose we are to use a fixed area, so 
that we have the choice of r plots of size x units, 2r plots of size 2/2 
units, 3r plots of size z/3 units, ete., for each treatment. The vari- 
ances of treatment means will then be as shown in Table 11.1. 


Taste 11.1 


Variance of 
Size of No. of Treatment Means 
Unit Replicates per Unit Area 


Vz 
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T 
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Using the above empiricial relationship the variance of treatment 
means per unit area with kr replicates is 


1 Yi N 
b re ROD D 
G) 


and this decreases as h increases since b must be between zero and unity. 

This argument would lead us then to the use of as small a plot as 
possible (as large & as possible), and this is what is generally done. 
There is, however, a definite lower limit in a particular experimental 
situation on the size of plot. First, regardless of size of plot a certain 
amount on the border of the plot has to be rejected because there may 
be some carryover of treatment effects from plots to neighboring plots. 
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Second, it is necessary to use certain agricultural equipment for the cul- 
tivation and other agricultural operations on each plot; the gain from 
small plots may be more than offset by the increased cost of these ex- 
perimental details with the small plots. "Third, the argument assumes 
that the amount of work involved in the experiment is proportional to 
the area, whereas it is more reasonable to assume that the total cost is 
a function of the area and the number of plots. 

As the size of plot decreases, the proportion of the experimental area 
that has to be devoted to guard rows or areas becomes very large, and 
this, together with the cost of agricultural operations, tends to produce 
a medium-sized plot. For example, with experiments on agronomic 
treatments on potatoes, a row crop, or small grains a plot of oth to 
loth of an acre has been found to be more or less optimum. The exact 
details of this problem are a topic for the subject-matter field under 
consideration and will not be discussed here. An easily examined in- 
stance of difficulties arising from border effects occurs in tree ex- 
periments, say, on apple trees. If the experimental unit is 1 tree and 
it is necessary to have each experimental unit guarded from each other 
by 1 tree, the experimental setup will be of the type shown in Figure 9, 
€ denoting an experimental tree and g a guard tree. 


FIGURE 9. 


With this arrangement somewhat less than one half of the trees in an 
experiment will be non-experimental. It is easily verified that, as the 
size of experimental unit increases, the proportion of non-experimental 
trees decreases. 

Tn agricultural crops and particularly tree crops the question of size 
of plot must be considered in relation to the amount of competition and 
the effect of treatments on adjacent plots that may be expected. In 
some instances one might expect the effect of competition will be to 
lower treatment differences for a tree experiment. In some cases tak- 
ing account of the difficulty of using guard trees, plots of individual 
trees may be recommended. It is, of course, necessary to consider the 
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actual treatments being investigated, and no general rules can be stated. 
A design that was found to be very successful recently in the determi- 
nation of a small effect on corn utilized plots of a single kernel of corn, 
With this size of plot the amount of replication possible was, by ordi- 
nary standards, tremendous. 

Fairfield Smith found little effect of shape in the sets of uniformity 
data he examined, but this is somewhat contrary to our general expec- 
tation, If there are no fertility trends in the experimental area, we 
would expect long narrow plots to be more efficient, as the correlation 
between small areas within the plot will be less than in a square plot of 
the same area, if it is assumed, as appears reasonable, that the correla- 
tion between two points is a function of their distance apart. If, how- 
ever, the experimenter uses long narrow plots which run perpendicular 
to the direction of fertility changes, he may expect to obtain lower ac- 
curacy than with square plots and a fortiori with the same-shaped plots 
running parallel to the direction of fertility changes. In the absence of 
any knowledge of fertility trends, it is probably better to use square 
plots, though again experimental details, such as ease of cultivation, 
sowing, and harvesting, may lead the experimenter to rectangular plots 
with one dimension different from the other. There is, of course, no 
necessity of insisting on rectangular plots except for reasons of con- 
venience. Sometimes in experiments on terraced land it may be neces- 
sary to use plots that are not rectangular. 

An original type of experimental unit was de- 
vised at the Connecticut Agricultural Experi- 
mental Station for the testing of fungicides on 
plants. The difficulty arose that the plants have 
to be watered every day. The experimental area 
was a continuous row of plants somewhat in the 
form of an equiangular spiral (Figure 10). 

The water was brought to the plants by means Ficure 10. 
of an underground pipe to the center of the 
spiral, a vertical pipe, and a horizontally swinging arm, at the end of 
which was a rubber hose. It was then a simple matter to turn on the 
water, walk around the spiral, and water the continuous row. The 
experimental unit was, in this case, a particular length of row. This 
example is mentioned to indicate that there is scope for ingenuity in 
the choice of a suitable experimental unit. 

If Latin squares are to be used, the more nearly square the plot is, 
the more efficient the Latin square may be expected to be, from general 
considerations. For example, with 9 treatments on corn, a 9 X 9 Latin 
square with 2 by 10 hill plots will be of dimensions 18 by 90 hills (dis- 
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regarding border). Such a design has considerable defects. It may 


not be easy to find a reasonably homogeneous area of these dimen- 
sions, and also column effeets at one end of the experiment may be 
very different from column effects at the other end, Such an effect 


that one reaches an arrangement like that shown in Figure 11. 


- 


1 
i 


Vioeus 11. 


In the absence of any knowledge of trends in the experimental ma- 
terial with regard to the characteristic observed, it is better to use plots that 
are more nearly square and to make the blocks as compact as posible. 

Fairfield Smith ' deduced the following relationship for the variance 
per unit area between plots of size z unita in blocks of m plots, 


m(1 — m^*) 
Woda = reme wm (V). @) 


ANIMAL EXPERIMENTS a 
where (V.) 4 is the variance in an infinite field, and hence he obtained 
the relative efficiency of blocks of m plots relative to blocks of plots 
to be the same, regardless of size of plot and equal to 

(Yaa _ nim — 1)(1 — n7» w 

(V). mn — Id - ^) 

The value of this formula is limited, because the value of b is erratic 
over different areas, and one cannot prediet the value that one will 
meet. Fairfield Smith found it to lie generally between 0.2 and 0.7, 
The results in Table 11.2 are calculated from the above formula. 
Tame 11.2. Eericnover or Wuocks or z Puors 
* 5 10 » a 
X, 


later chapters. ‘These are designs for comparing a number (of troat- 
menta in blocks of less than ¢ plots. In some eases the gain in informa- 
tion from using the smaller blocks will be small, but generally it will be 
considerable, as evidenced by the fact that most trials involving 
number of varieties are arranged in some incomplete block arrange- 
and 


i 


menta. 
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large treatment effects, and the animals were initially of different vigors, 
the treatments may enhance these differences and result in their be- 
cominglarger. Under most cireumstances the variance within lots may 
have little meaning, and it is extremely risky, for example, to draw in- 
ferences for one size of lot from what was observed with another size of 
lot by the use of components of variance. 

To give another example of the difficulties that may arise in animal 
experiments, consider a grazing experiment, where it is necessary to 
graze experimental areas with animals, say, cows or sheep. Such a 
problem arises often on its own, and very frequently in rotation experi- 
ments, when one or more crops of the rotation are to be grazed. If a 
very small plot is used, it is not possible to graze with more than one 
animal, and animals do not like being segregated to this extent. "The 
animal will spend most of its time walking around the boundary of the 
plot looking for a way of escape, and the whole purpose of the experi- 
ment will be vitiated. If a large plot is used, this problem is avoided, 
but very low statistical efficiency results. For sheep it has been found 
that plots of 1o of an acre are reasonably satisfactory, though rather 
on the small side, but for large animals such as cows the best size of 
plot appears to be between 1 and 5 acres. Another point is that, with 
very few animals, the yield of a plot, say, by live weight increases, is 
subject to considerable errors of measurement. 
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We have seen that the optimum size of experimental unit is governed 
by many considerations. Frequently it is not possible or not desirable 
to measure the characteristic, say, yield, on the whole of each experi- 
mental unit, or it may be desirable to estimate some characteristics on 
the whole of the unit and other characteristics on a random sample only 
of the unit. To examine these questions, it is necessary to choose a 
sampling unit and, this having been done, to obtain data that can give 
the necessary information. 

Suppose then that we have an experiment in r randomized blocks of 
t plots and that the characteristic has been observed on a random sample 
of s sampling units from each plot. The observations may be denoted 
by ut where i denotes the block (i = 1, 2, ---, r), J the treatment 
(j = 1, 2, «+, 0, and k the sampling unit (k = 1, 2, +++, 8), and we 
assume the following model: 


Vije = Mm + ri + ei ng 
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where 


m = the general mean 

r; = the replicate effect 

tj = the treatment effect 

eij = the experimental error of plot (i) 


and 
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nijk = the sampling error of the kth observation on the (ij)th plot 


The expectation of nix will be zero, and we suppose that the expecta- 
tion of ej; is zero. We suppose for the present purpose that the 3/58 
are normally and independently distributed with the same variance a°, 
and the es normally and independently distributed with variance c?,. 
The u ies will, of course, be independent of the ex's if the sampling is 


random. 


This model leads to the analysis of variance on a sample basis given 


in Table 11.3, where 


Due to df 
Replicates r-i 
Treatments t=1 
Replicates by 

treatments 6 = = 


Samples within 
plots 


Total 


Taste 11.8 
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The test of significance for treatment effects is, of course, the F test of 
T/E with (t I) and (r — 1)(t — 1) degrees of freedom. 
The components of variance c?, and o may be estimated by 


62. 8 
eva 
H 8 


(5) 


62 


e 


The estimated variance of treatment comparisons on a per sample basis 
will be proportional to E/rs. 

We may estimate the variance of treatment comparisons with, say, 
7 replicates and s’ samples per plot to be proportional to 


Uh ees eodd doles 


TS TS rs 
Besta 
— 590 (6) 
TS T NS 8. 


Note that, when 7’ = r, s' = s, this equals E/rs as before. The rela- 
tive information with varying values of r’ and s may then be estimated, 
that for r’ replicates and & samples per plot, relative to the use of r 
replicates and s samples per plot, being 


r's'E 
TIE + (s = s)8] 
With infinite sampling of each plot (s“ = ©), the efficiency becomes 
E 
15 5 
and this is the maximum that can be achieved. This will often be un- 
economical, and it is necessary to consider the costs of the various oper- 


ations. 
A simple cost; structure is to let 


(7) 


(8) 


C = cost per plot excluding harvesting 

C; = cost per sample of harvesting 
With r replicates and s samples per plot the cost of the experiment per 
treatment is 10 780 


The information on each treatment mean, assuming the variance com- 
ponents to be known, is 
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We shall wish to choose r and s, so that we maximize the information 
for a given cost Co per treatment, say. 
We then have 


r(C + s0) = Co 


so that the information is 
sCo 


(C + sC;) (e^, + 80°) 


It is simpler to minimize the reciprocal of this, namely, 


1 / Cos 
= (= + C, + Ces. + d) 
Co N 8 
and, by differentiating and equating to zero, we get 
Co? 
= > + Co. = 
so that 
Co", 
= 9 
s Co, (9) 


is the optimum number of samples per plot. This leads to the opti- 
mum value of r: namely, 
Co 
2 
€ 4 e. 
oe 
In some cases the experimenter may have no choice but to sample the 
experimental unit for the observation of the characteristic: for example, 
if the unit is an apple tree and the characteristic is volume of apple 
(say, number per bushel, or some such measure). In other cases the 
choice may be between the optimum amount of sampling and complete 
harvesting. 
Suppose then that the cost of complete harvesting each plot is Cy 
Then, with complete harvesting, the cost is 


r(C + Ch) 
r 


oH 


and the information is 
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(Note that the component for sampling variation within a plot no 
longer appears in the formula.) The number of replicates possible with 
total cost Co is then Co 


COn 
and the information per treatment mean is 
Co 
„ aA 
(C + Ch) 
To compare this with the information with optimum sampling we need 
a conversion factor to convert information on a sample basis to infor- 


mation on a plot basis, and we suppose that a plot is equivalent to X 
samples. To simplify the formula, we denote 


P, 


o; 


2 
e 


by V. Then the relative efficiency of optimum sampling to complete 
harvesting is 


0 
C, C, 
M LÁ N (10) 


(C * c) de v) 


This is a somewhat unmanageable formula, and it is probably better to 
derive the result directly in any particular instance. 

The following notes may be added to the above. It is usually de- 
sirable to tabulate the efficiencies of various choices of r and s relative 
to some base, as the cost situation may be more complex than the above. 
In the above derivation it was assumed that the population within a 
plot was effectively infinite, so that any finite sampling corrections 
could be ignored. The reader should refer to Yates and Zacopanay ? 
for further discussion of the problem of sampling replicated experi- 
ments and to Cochran.* 
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CHAPTER A2 


The Sensitivity of Randomized Block 


and Latin Square Experiments 


12.1 INTRODUCTION 


In performing an experiment, the experimenter has two primary ob- 
jects: to test hypotheses, and to estimate parameters, As long as the 
experimenter's interest is in the estimation of parameters, we have pro- 
vided him with the necessary tools for the planning of his experiment: 
namely, the errors of estimation of the parameters, say, treatment dif- 
ferences, in terms of the number of experimental units, the design, and 
the error variance. We have examined the dependence of the error 
variance on the design and on the type of experimental unit, insofar as 
any general knowledge exists. If any one experiment that we use is 
one of a series of similar experiments, this may satisfy us except for the 
problems of the interpretation of groups of similar experiments, which 
will be taken up in later chapters. In the individual experiment the 
experimenter is likely to be interested not only in the accuracy of his 
estimates but also in the probability or chance he has of proving the 
existence of treatment differences if they are of a certain size. It is of 
little use to the individual experimenter to reach a “nearly significant" 
conclusion, say, that the effect of a treatment is to produce a response 
of 5 units with a standard error of 3 units. It may be that another 
worker in the field has found a response of, say, 3 units with a standard 
error of 2 units, so that the two investigations appear to indicate a real 
effect, The combination of pieces of knowledge of this sort is, in part, 
a statistical problem to which an answer exists under certain assumptions. 
But also involved in such a combination is the evaluation of the two 
studies, whether in fact they are concerned with the same problem and 
whether the two results may legitimately be pooled. 
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As a simplification of the needs of the experimenter, we may suggest 
the curve in Figure 12 for the case of a treatment and a control, in which 
we plot the true difference on the abscissa and the probability of a dif- 
ference being shown to exist on the ordinate. 


E 


— 


Probability of concluding 
that there is a 
real difference, % 
o 58 8 8 


e 
- 


2 3 4 5 6 
True difference 


Figure 12. 


The experimenter’s rule of action is that he will use a certain test of 
significance, e.g., the 5 percent F test, and, if he obtains a significant 
difference, he will conclude that there is a real treatment difference. If 
the true difference is sufficiently small, the experimenter is not interested 
in concluding that it exists, but, if it is very large, he wishes to have a 
high probability of concluding that a difference exists. Many practical 
experimenters do not think in these terms because to do so requires 
some acquaintance with statistical notions: e.g., the probability of 
reaching various decisions. One of the important contributions of sta- 
tistics to experimentation is in fact the ability to evaluate a particular 
scientific procedure in the above way. 

We have already considered the question of the sensitivity of an ex- 
periment in Chapter 7. We noted that, if the triangular taste trial is 
used and the experimenter wishes to conclude with probability 0.95 
that there is a difference, when, in fact, the odd one is picked out cor- 
rectly 50 percent of times, a total of 92 repetitions must be used. In 
passing, we may note that a simple problem of this type can be tackled 
experimentally by means of sequential analysis, and the sequential 
method would result in a considerable saving of time (see references 1 
and 2). If, on the other hand, the same reliability of conclusion is 
necessary when the true proportion picked out correctly is 75 percent, 
only 13 repetitions are necessary. Thus, the size of the experiment de- 
pends markedly on the sensitivity we desire. 

In this chapter we are concerned with the sensitivity of randomized 
block and Latin square experiments. We have based our tests of hy- 
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potheses with these designs on randomization tests, and we should ap- 
proach the question of the sensitivity of these experiments in the same 
way. Operationally we should take a set of data occupying the same 
experimental layout as the design we are to use and similar to the data 
we would get with a uniformity trial. We should then superimpose all 
the possible, N, say, randomization patterns on the design and adjust 
the data according to a set of preassigned treatment effects. For each 
of the N randomizations of treatments, and, therefore, for each of the 
N possible patterns of experimental results we could get, with a set of 
treatment effects, we should determine whether treatments have sig- 
nificant effects by the randomization test. The proportion of the V 
randomizations of treatments that gave significant effects could then be 
obtained, and this proportion could be called the power of the randomi- 
zation test used against the alternative hypothesis with the preassigned 
effects. We can use a randomization test with any significance level 
we choose, and for each chosen significance level, we could, therefore, 
obtain the power of the test against the chosen alternative. We should 
then examine, theoretically at least, the possible alternatives which we 
are interested in discovering, and, supposing the alternatives can be 
mapped in a line (plane, ete.), we would have a power curve (surface, 
ete.). This procedure for obtaining the sensitivity of the randomiza- 
tion test is tedious and somewhat intractable, and so we shall first con- 
sider the infinite model modification. 


12.2 THE POWER OF THE ANALYSIS OF VARIANCE TEST 


We have seen that the randomization test is approximately repre- 
sented by the analysis of variance test, and so we shall discuss the sen- 
sitivity of the randomization test by supposing that not only the null 
hypothesis test but also the distributions under alternative hypotheses 
can be specified by the general linear hypothesis. 

In Chapter 9 we described Neyman’s approach to the sensitivity of 
the randomized block test for 2 treatments, and we shall now review 
the work of Tang? for the more general case. It is assumed that the 
observations y are expressible as known linear funetions of unknown 
parameters plus residuals which are normally and independently dis- 
tributed with mean zero and the same variance c?. This case includes 
the randomized block experiment in which the yields J i(= 1,2, ***, r) 
being the block number, and j(= 1, 2, ++, h the treatment number, 
are given by 


yg = u + bi + tj + eij a) 
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, bi, and f; being unknown parameters and the €;j8 being normally 
and independently distributed with mean zero and the same unknown 
variance c?. In such a case the results are analyzed by the analysis 
of variance (Table 12.1). 


TABLE 12.1 
Mean 
Due to df Square 
Blocks rl 
Treatments 1—1 T 
Error (r — 1)(t — 1) E 
Total mtt—1 


The experimenter decides on the level of significance he wishes to use 
and compares T/E with the corresponding F value. If the observed 
ratio exceeds the tabulated value he concludes that there are treatment 
differences. 

Under the assumptions of the model, the error sum of squares is dis- 
tributed as x, where x? has (r — 1)(¢ — 1) degrees of freedom. The 
treatment sum of squares is equal to rZ(y.; — y..)?, and this may be 
expressed in the form 


r a kt ^ 
gU — va) uri + 2 — 2y.3)? eee 


tayt tret 4 E- Dy? Q) 


which we may write as 
Ppt 2 C 22 1 (3) 


Each of the quantities z; is normally distributed with variance c? around 
a mean o; say, and, furthermore, the z;'s are uncorrelated and therefore 
independent. The distribution of Ez?; may be obtained by one of sev- 
eral methods, the easiest being the use of characteristic functions (see 
Cramer,‘ for example). The method used by Tang was to make a trans- 
formation of variables. It is found that the distribution of 
2 re x? 

92 
depends on the number of degrees of freedom, ¢ — 1 in this case, which 
is denoted by f; generally, and on 


v 
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say, being 
LJ AP 
fac?) = e? 25 7 fons x?) (n 


m=o m! 

where f».,5,(x?) is the density for the ordinary x? distribution with 
2m + fi degrees of freedom. This distribution is known as the non- 
central x? distribution, and is a weighted mean of an infinite number of 
ordinary x? distributions, as equation 4 indicates. Explicitly, the form 
of the distribution is 


o ym e Ae (ym na 
f(x?) = e? 


„o m! 27* p + 1f) 


(5) 


This distribution has some interesting properties, and, in particular, 
is reproductive in that the sum of 2 quantities distributed independently 
according to the non-central x? distribution with parameters NI, f; and 
do, fo, respectively, is distributed according to the non-central x? dis- 
tribution with parameters A, + N, fi + f2- The distribution of the 
ratio u of 2 independent non-central x’? with parameters X;, fı and àa, fo 
for numerator and denominator, respectively, is found to be (cf. Tang) 


Nie Orbra) it Mh-1 


(6) 
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fe) = X 1 BA E i Ms D e 
where B(4f, + i, Vf + J) is the beta function. We may note that, 
if A, and àz = 0, we have the ordinary F distribution expressed in terms 
of sums of squares rather than mean squares. We are concerned here 
with the case when As is equal to zero, for the error sum of squares di- 
vided by c? is distributed as x^: i.e., a non-central x? with A = 0. The 
distribution of the ratio of the sum of squares for treatments with fi 
degrees of freedom over the sum of squares for error with fo degrees of 


freedom is then 


LV git ht 
= P. 3 
nn 2 il BAS; + 4, 3/2) + itr (7) 


Under the null hypothesis that the treatments have no effect, the 
distribution of u is fo(w), say, where 


un: 


= — — 8 
fo(u) BG), M + (8) 
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The position may be represented by Figure 13. 


Under null 


Under alternative 
hypothesis specified by x 


Zz ae. 1 


u Uo 


f(u) 


FiaunE 13. 


Suppose we have decided to use a 5 percent significance test, then we 
shall reject the null hypothesis if the observed value of u is greater than 
uo, given by P(w > uo) = 0.05: i.e., lies in the portion of the distribu- 
tion under the null hypothesis which is shaded horizontally. We now 
wish to obtain the probability that w is greater than uo under the hy- 
pothesis specified by A: i.e., to find the area in the distribution under 
the alternative hypothesis which is shaded vertically or horizontally. 

The only tables existing are those of Tang? which are given in the 
Appendix. He chose to work in terms of the quantity E? = u/(1 + u), 
and the tables contain the value of E? which is exceeded by chance in 
5 percent of times, 20.03, and the value which is exceeded by chance 
in 1 percent of times, 29.91, under the null hypothesis. These are, of 
course, simple transformations of the corresponding variance ratios P, 


since F = 2 u, 80 that 


f. 
fi s a 


„ tik 


Furthermore, instead of obtaining the probability of concluding that 
there is in fact a difference, Tang’s tables give the probability of failing 
to conclude that there is a difference, Prr: namely, the error of the 
second kind. Also, instead of obtaining Prr as it is related to A, he ob- 
tained Y for chosen values of 


2 
I ＋ 1 


We shall now give some examples of the use of these tables. 


12.3 RANDOMIZED BLOCKS 


In the case of randomized blocks, f; equals (r I) and fs = (r — 1) X 
(„% 1). The quantity X is equal to 7E(t; — 2)?/2¢”, as is easily seen 
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by taking expectation of the z/s in equation 3, squaring, and adding. 
We find, therefore, that the sensitivity of the randomized block experi- 
ment is a function of the number of replicates, the true error variance 
, and the sum of squares about their mean of the true treatment means. 
We now give some examples. 


12.3.1 Randomized Blocks for 2 Treatments 
The case of randomized blocks comparing 2 treatments is simple to 
understand. The following is concerned with testing for a difference, 
and not with the situation discussed in Chapter 9 where one is testing 
whether a chosen one of the treatments is better than the other, In this 
case 
CF 
a 20° 4c? 4o? 
where 
A * 1 t 
Also 


A 
fi -1. 80 $- Via Vr and fj27r—1 
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where r is the number of replicates. The probability of concluding 
that there is no difference is, therefore, given by reading Tang’s tables 


with ¢ = VrA/20: i. e., 


true treatment difference 
[E E. bad ojos ant! ——— 
2 true standard deviation per plot 


Vr X 


Let us suppose that the experimenter is interested in detecting a treat- 
ment difference equal to twice the standard deviation per plot, so that 


/ = 1 and ¢ = v, and that he will use a 5 percent significance 
test. For various values of r we find the data in Table 12.2. 


Tan 12.2 


Pu 
(Approximate) 


2 — 
= AN * 
Loo e 
83828828822 
3288888 
o 
2 
= 
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So, if the experimenter wishes to have a 90 percent chance of conclud- 
ing by a 5 percent test that there is a difference, when the true difference 
is twice the standard deviation per plot, he should use about 8 replicates 
(PII = 0.08). 

We now consider the case when a 1 percent significance test is used 
(Table 12.3). 


TABLE 12.3 
Pu 
r fe ¢ (Approximate) 
3 2 1.73 0.93 
5 4 2.24 0.72 
7 6 2.65 0.44 
9 8 3.00 0.22 
11 10 3.32 0.09 
16 15 4.00 0.01 


31 30 5.57 0.001 


It should be noted that the use of a test that rejects the null hypoth- 
esis less frequently when it is true also results in the less frequent rejec- 
tion of the null hypothesis when an alternative is true. In order that 
the probability of concluding by a 1 percent test that there is a treat- 
ment difference be 90 percent, about 12 replicates are necessary, as op- 
posed to 8 for the 5 percent test. 

The values of Pn for various values of A/c and r have been obtained 
and are given in Table 12.4. 
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Approximate 
A/o 
5% Test 1% Test 

T 1 1 2 1 1 2 

3 0.93 0.85 0.71 0.98 0.96 0.93 

5 0.90 0.76 0.34 0.98 0.93 0.72 

7 0.06 0.64 0.13 0.97 0.87 0.44 

9 0.83 0.54 0.04 0.95 0.81 0.22 
11 0.80 0.43 0.03 0.93 0.72 0.05 
16 0.74 0.25 0.001 0.90 0.52 0.01 
31 0.52 0.03 0.001 0.75 0.13 0.001 
64 0.01 0.43 
144 0.05 


It is clear from Table 12.4 that the use of a 5 percent or a 1 percent 
test, when the difference to be detected is of the order of half the stand- 
ard deviation per plot, will lead to an acceptance of the null hypothesis 
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in an inordinately high frequency of cases with the number of replicates 
usually considered, say, up to 20. If the experimenter cannot use more 
than this number of replicates, it would appear advisable to use perhaps 
a 10 percent significance test. 

The most important conclusion from Table 12.4 is that the experi- 
menter will have great difficulty with up to 20 replicates in showing 
the existence of a difference A which is less than or equal to the standard 
deviation per plot. This is the most potent reason for the reduction of 
92, for a given A, if the plot variance c? can be reduced by a factor of 
4, say, by the choice of experimental unit, the experiment will have 
much more value to the individual experimenter than would be indi- 
cated merely by the relative information: namely, 4. 


12.3.2 The General Case 

For the general case of ¢ treatments, the degrees of freedom fi for 
treatments is equal to ( — 1) and for error is (r— 1) - 1). The 
quantity A is given by 


n 
s 7 
Aim og ett 1) 


where /; is the true treatment mean. It is a simple matter to obtain 


the sensitivity of any experiment. 
For an example, let us suppose that we have 5 treatments and that 


the true treatment means expressed about zero and in terms of the 


standard deviation are 
h 


Then, 
5 
à =- (10) = 5r 
2 ) 


a | 2X 2 2X Br „J. 
fiti 5 


Using Tang’s tables, we find the data in Table 12.5. 


and 


TaBe 12.5 
Pr (Approximate) 


— 


5% Test 1% Test 


r 

2 0.47 0.82 
3 0.08 0.34 
4 0.01 0.08 
5 0.001 0.018 
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Thus, in this situation, at least 3 (4) replicates are necessary if the 
experimenter is using a 5 percent (1 percent) significance test and de- 
sires a 90 percent chance of showing that there are treatment effects, 
when the true treatment effects are as specified above. 

The true treatment effects we have considered are perhaps somewhat 
large for most experimental situations, for we have said that the best 
and worst treatments differ by 4 times the standard deviation per plot. 
If, instead, we take the case —1, —0.5, 0, 0.5, 1 as the true treatment 
deviations in terms of the standard deviation per plot, we have 


N25) = 650 % 
2 $- 52 74/2 


For this case, we find the data in Table 12.6. 


Taste 12.6 
Py (Approximate) 


T 5% Test 1% Test 


4 0.33 0.76 
8 0.07 0.23 
10 0.05 0.12 
12 0.01 0.05 


The experimenter will, therefore, need of the order of 8 or 10 repli- 
cates for adequate sensitivity. The general conclusion which might be 
drawn from this examination is that, with the smaller numbers of rep- 
licates, a 5 percent or 1 percent test, i.e., a test with a type-I error of 
5 percent or 1 percent, is too strong in that it will very frequently re- 
sult in the non-rejection of the null hypothesis when another hypothesis 
in fact holds: i.e., in a type-II error. It is rather difficult, however, to 
make a stronger statement, because the situation can only be repre- 
sented in terms of type-I errors which may be fixed arbitrarily by choice 
of significance level and type-II errors which depend on the number of 
replicates and on the true treatment differences. In certain cases, the 
experimenter can possibly attach weights to the two types of error, 
though this will be difficult in any but a technological experiment. It 
is clear, however, that, if the experiment to be performed is not one of 
a series of similar experiments, Tang’s tables should be used to enable 
a judgment as to whether it is worth while at all, in view of the experi- 
menter's aims and resources for the experiment. If an experimenter is 
interested in discovering a certain magnitude of treatment effect and 
the resources he can use give him only, say, a 20 percent chance of con- 
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cluding that there are treatment effects, when the true effects are of the 
chosen magnitude, there seems little point in the experimenter's doing 
the experiment. He would, under these circumstances, be well advised 
to choose a topic less expensive of his resources than the one under con- 
sideration. 


12.3.3 Single Degree of Freedom Contrasts in Randomized Blocks 
Usually in the randomized block experiment with several treatments, 
the experimenter has in mind certain single degree of freedom contrasts 
among the treatments that he believes to be important. For this situ- 
ation the tables of Tang for f, = and f; = the number of degrees of 
freedom for error should be consulted. Actually, for given $, the change 
of Pr with the number of degrees of freedom for error (if not less than 
12, say) is not great although it is consistent. The value of @ will 
depend on the true contrast, and, if we suppose this is equal to A, then, 


and 


so that we are back with the case of randomized blocks of 2 plots except 
that we have (r — 1)(¢ — 1) degrees of freedom for error. For most: 
purposes we may use the value for f; of 60 and suppose that a 5 percent 
test will be used. If, then, the size of the experiment is to be such that 
the experimenter is to have a 95 percent change of discovering an effect, 
when it is of size A, we must have approximately 


r > 202.6) y 


or 2 


'To have a chance of 80 percent or more of discovering an effect, when 
it is of size A, we must have 


ie, 
8? 
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For a 50 percent chance of discovering an effect in the same situation, 
we must have approximately 


50? 
82 


These 3 rules on the number of replicates necessary will be satisfactory 
for most purposes. 

As a variation on the above, consider the testing of 5 rates of a stimu- 
lus, say, 0, 1, 2, 3, 4 units, and suppose that the experimenter wishes 
to conclude by a 5 percent test that there is a linear regression of yield 
on dose when the true regression is 8. Then, 


r 108? 
Phe EE 
We have, therefore, that, if a 50 percent, 80 percent, and 95 percent 


probability is required of deciding that there is a linear regression of 
dose on stimulus, r must be greater than 


50? 80 140? 
EU Ea SE eee 
1089 108 108? 


respectively. If the required number of replicates cannot be per- 
formed, the experimenter should consider the possibility of the linear 
regression holding over a greater range of rates. If this could be as- 
sumed, and if, instead of the above, rates of 0, 2, 4, 6, 8 units are used, 
the number of replicates would be 14 of those stated. 
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For the Latin square for / treatments we have f, = 1 — 1, fo = 


LZ(t; — 0 | 2 [za — 0? 
t—1)(t — 5 - = eee Lee 
(t — 1)(¢ — 2), DN and ¢ A41 3 


It is a routine matter to consult Tang's tables, and, as an example, we 
consider the case of 5 treatments with means —2, — 1, 0, 1, 2 in units of 
standard deviation c. The quantity ¢ is then 4/10 = 3.16 and f = 12 
so that, with a 5 percent test, Py is less than 0.001, and, with a 1 percent 
test, Pr is about 0.035. 
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12.5 COMPARISON OF RANDOMIZED BLOCKS WITH 
LATIN SQUARES 


As we saw in earlier chapters, the Latin square tends to give more 
information than the randomized block layout, because the error vari- 
ance will usually be less and cannot be greater than in the latter case. 
In this statement we have used information in the technical sense of 
reciprocal of variance, and were, therefore, thinking primarily of esti- 
mation. It is not true that Latin squares are always better than ran- 
domized blocks from the point of view of sensitivity. The example we 
discussed for both randomized blocks and Latin squares is a case in 
which the reduction of degrees of freedom for error concomitant with 
the Latin square design results in a lowering of sensitivity unless ac- 
companied by a decrease in c? and, therefore, an increase in N. Given 
a large set of uniformity data on the material under experiment, we 
could estimate the values of o? for the designs and, hence, obtain A for 
a given set of treatment effects. It would then be possible to make a 
true comparison of the sensitivity of the two designs. 

In general, however, such a comparison seems somewhat academic 
in that, even from the point of view of estimation, we take account in 
an intuitive way of the number of degrees of freedom for error and 
would not use the Latin square unless we have, say, 12 or more degrees 
of freedom for error. The circumstances under which we would con- 
sider the 4 X 4 Latin square with only 4 (not a multiple of 4) replicates, 
and, hence, 6 degrees of freedom for error, for the comparison of 4 
treatments would only be for answering questions about a large popu- 
lation. In this case the experimental material would be arranged in 
strata and 2 or more experiments would be conducted in each stratum. 
From the point of view of answering questions about the population, 
there are 2 variances: namely, the error variance and the variance of 
true treatment differences from experiment to experiment within a 
stratum. One is not primarily concerned with the sensitivity of the 
individual experiment, and the gain in accuracy of the estimate for the 
whole population from the use of individual Latin squares may be worth 
while. 

There seems little doubt that Latin square designs of side 5 or more 
are better than randomized blocks of the same size, if the model for 
the Latin square can be assumed to hold, for the change in Prr with 
change in error degrees of freedom will not be large enough to compen- 
sate for the change in the error variance c?. As we have seen already, 
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the larger Latin squares, say, with side greater than 8, tend to be of 
little value for field experiments and probably for most other types of 
experiment also, If the number of replicates contemplated for the tests 
involving 4 treatments is such that 2 or more Latin squares may be 
used, again there seems little doubt that the Latin square is to be pre- 
ferred, though it is necessary to consider the extent to which the Latin 
square will result in a reduction of a°, If the reduction will be only 
slight for the type of experimental material under investigation, ran- 
domized blocks would be preferred. 


12.6 THE VALIDITY OF THE INFINITE MODEL APPROACH 


We noted in Chapter 7 that the F distribution may be expected to 
represent. quite closely the distribution over posible randomizations of 
the criterion 

Treatment mean square 


Error mean square 


regardless of the yield figures subjected to the analysis. This distribu- 
tion will be approximately the same for all additions to the basic yields 
of treatment effects, according to any randomization pattern, It 
may, therefore, strike the reader as a little odd that we introduce 
the non-central Y distribution to indicate the sensitivity of the ex- 
periment, 


To examine tho sensitivity of an experiment according to randomiza- 
tion tests, we may suppose that we are dealing with a randomized ex- 
periment on ( treatments in r randomized blocks and that we have avail- 
able the yield for each plot which we would obtain in the absence of 
treatment effects. We may choose a set of treatment effects, and, for 
each of the (% posible randomizstions, we may superimpose the treat- 
ment effecta, giving (t!)" nets of yield data, say, Yi, Ys, «s, Yy, N = 
% Each set of yield data is then examined by the randomisation 
Vest. for significance of treatment effects at a chosen significance level. 
If a p percent significance test is used, the treatment effects will be 
stated to exist, if a proportion p or les of the randomizations gives a 
value for the eriterion greater than or equal to that given by the par- 
ticular randomization according to which the treatments were applied. 
The proportion of treatment patterns that show the treatment effects 
to exist is the relevant measure of the sensitivity of the experiment. 
To carry out an examination in this way, we need to take a set of uni- 
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formity data and for each set of treatment effecta prepare an N X N 
table (Table 12.7). 


Tama 127 


8 h a procedure is impossible, in view of tbe amount of computation 
that would be necessary, nor, so far ax we know, has a mathematical 
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used for experiments with large blocks, for the correlation between 
plot errors within a block is —1/(k — 1), where k is the size of block. 
It is, however, difficult to say more about the matter. 

To shed some light on the problem, an example has been worked 
through as outlined above. The case considered was the comparison 
of 2 treatments on 8 plots whose yields with a uniform treatment (around 
an arbitrary base) were 6, 4, 7, 2, 1, 8, 3, 5. There are 70 possible ran- 
domization patterns for applying each treatment to 4 plots, and all 70 
possible yield patterns with true treatment differences A equal to 0, 2, 
4, 6, 8, and 10 units were considered. Each yield pattern was examined 
by the randomization test, 


Treatment mean square 
Error mean square 
being used as the criterion. The proportion of the 70 possible randomi- 
zations for treatments that gave a significant treatment effect at a sig- 
nificance level of 245 (= 5.72%) was obtained. This proportion is com- 


pared in Table 12.8 with the proportion significant using a 5 percent F 
test and the proportion expected to be significant from Tang’s tables. 


TABLE 12.8 Tun VALIDITY or THE F TEST AND THE SENSITIVITY OF THE 


EXPERIMENT 
Percentage Significant 

By Random- Expected from 
True ization Test: By F Test: Tang’s Tables 
Treatment Significance Significance (Approximate) 
Difference Level: 5.72% Level: 5% with a 5% Test 

0 5.7 5.7 5 

2 wel! 10.0 18 

4 34.3 34.3 53 

6 81.4 82.9 86 

8 100.0 100.0 97 

10 100.0 100.0 100 


As a by-product of this examination, we may note how closely the 
proportions significant by the randomization test and by the use of the 
F distribution agree even with as small an experiment as the one con- 
sidered. The example, however, indicates that Tang's tables may give 
some inflation of the proportion significant over what was actually ob- 
tained. This inflation occurs in a range that may be important to ex- 
perimenters. From some points of view, this might be expected in 
that, according to general linear hypothesis theory, new random vari- 
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ables for the base yields are chosen with each repetition, but there ap- 
pears to be no simple reason for a deviation in one direction rather than 
another. 


We may conclude then by stating that Tang's tables may be used to 


give an indication of the sensitivity of experiments with respect to the 
randomization test, but, in the case of small experiments, we cannot 
claim, in the present state of knowledge, that the indication is other 
than an approximate one. 
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CHAPTER 13 


Experiments Involving Several Factors 


131 INTRODUCTION 


So far we have considered the testing of a number of treatments, not 
necessarily related to each other, in randomized blocks or Latin squares: 
for example, varieties or fertilizer treatments. Frequently we know that 
several factors may affect the characteristic in which we are interested, 
and we wish to estimate the effects of each of the factors and how the 
effect of one factor varies over the levels of other factors. For example, 
the yields of most agricultural crops are affected by three plant nutri- 
ents, nitrogen n, phosphate p, and potash k. Given a population of ex- 
perimental units, we may ask what is the effect of imposing nitrogen, 
what is the effect of adding nitrogen after the addition of phosphate, and 
soon, One experimental p dure would be to estimate the effect of ni- 


trogen keeping all the a constant level in one experiment; 
the effect of ni e na iadded, keeping the remaining fac- 
tors constant; and so on. Thi e would generally be used when 
the purpose is to establish a fundamerfti w, for we have no reason to ex- 
pect the law to be of a sim Or the other factors to have simple 
effects. If we allowed al storétgvary at will or according to some 
chosen scheme, it bo impossible to establish the law be- 


cause of the various D ions of the factors. The experi- 
menter would be advised, once he has decided which factors are im- 
portant, to apply them one at a time, at least until he has formulated a 
law for the effects of any one of the factors. 

Another experimental procedure would be to vary each of the factors 
and to estimate the characteristic for each combination of the factors. 
This procedure has much to recommend it at the beginning of an inves- 
tigation to suggest possible response relations and to solve many tech- 
nological problems, for in these situations the experimenter does not 
know which factors are important or whether each factor exerts its effect 
independently of the other factors. The previous procedure would lead 
to detailed knowledge of the effect of one factor when the others were 
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held constant but would give no information at all on the dependence 
of the effect of the factor on the levels at which the other factors were 
held constant, It, therefore, provides, on its own, information of little 
general value, 

The choice between the two procedures is largely a question of the 
nature and stage of the research, If the research is of the technological 
type, that we wish to determine the effect of particular amounts of 
nitrogen, phosphates, and potash on the yield of corn in Iowa, for ex- 
ample, we should test all of the treatment combinations. If the research 
is of the fundamental type, dealing with the formulation of laws and 


program, 
13.2 EFFECTS AND INTERACTIONS 
13.21 The Case of 2 Factors 
We test the 4 combinations of 2 factors each at 2 levels, say, nitrogen 


at levels no and n; and phosphates at levels po and py, The 4 treatment 
combinations may be represented ax 


mn 


We can estimate the effect. of increasing nitrogen from no to n, at each 
of the 2 levels of phosphate, If yields are represented by the treatment 
symbols we have 


Effect of nitrogen at level po * ipo — apo 
Effect of nitrogen at level p, = ipi ~ "opi 


As an approximation to the effect of nitrogen, we may obtain an average 
effect which we denote by N, 


N = Ini — nopi + Po — nopo) (1) 
N = ln, — noi + Pod 
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where the expression is to be expanded algebraically and the yields sub- 
stituted for the treatment symbols. 

If the 2 factors were acting independently we would expect the 2 ef- 
fects, at levels po and pi, to be equal, but, in general, they will be differ- 
ent, and their difference is a measure of the extent to which the factors 
interact. For convenience we take half the difference of the effect at 
level p, and the effect at level po and denote it by NP, thus, 

NP = nb — nopi — ipo + nopo) 201 — no)(pı — po) (2) 

In the same way we may obtain the effect of phosphate, 

At level no of nitrogen, nop, — nopo 
At level n; of nitrogen, nip; — "ipo 

The average of these two is the average effect of phosphate denoted 

by P, 
P = ub — mpo + nopi — nopo) = 30 + no)(pı — Po) (3) 
The interaction of phosphate with nitrogen we would obtain as before, 
(effect of p at level n; — effect of p at level no) 
which equals 
PN = Aub — npo — nopi + nopo) 


and we see that this is the same as the interaction of nitrogen with phos- 
phate NP, so that we need not bother about the order in which we write 
down the letters. 

We note that the effects and interaction are 3 mutually orthogonal 
contrasts of the yields of the 4 treatment combinations: 


mpi "ipo "opi nopo 


W om - 
tS d4.- 
2NP + = = + 


If we denote the mean yield of the 4 treatment combinations by M 
we have the transformation of the yields represented by 


4M 1 1 1 1] [mp 
1 1 1 imo 
2P 1 -1 1 =1] | nopi 
l,-1 -—1 E PEI 


(4) 
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The matrix of the transformation is orthogonal except that it is not 


normalized, 


This relationship may be inverted, giving 
mpi = M + 4N + $P + 4NP 
mpo = M + 4N — P - 4NP 
nop = M — IV + P — 4NP 
nopo = M — 4N — 4P + VV 


mp 1 1 1 1] [2M 
"ipo 1 1 -1 -1|| N 
ML © 
nopi Lt 1 -1[| P 
Nopo 1-1. —1 ISL NP 


It should be noted that we have used the convention that treatment 
combinations are represented by lower-case letters and effects and inter- 
actions by capitals. This convention is valuable in many ways and 
should be adhered to strictly to prevent confusion. 


13.2.2 The Case of 3 Factors 

Suppose that we wish to determine the increase in yield on corn 
brought about by increasing the dose of nitrogen from no to ni, of phos- 
phates from po to pi, and of potash from Ao to ky. We test all the treat- 
ment combinations of which there will be 8 (= 2 X 2 x 2), namely: 


nopiko 
n 
nopoli 
no 
nopik 
mpl 
The order in which these are written is a standard order which is valu- 


able from many points of view. 
Suppose we determine the yields of each of these combinations with- 
out error and denote the yield by the same symbol as the treatment. 
The effect of increasing the nitrogen from no to n is given in Table 
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13.1, the yields of the treatment combinations again being denoted by 
their symbols. 


TABLE 13.1 
Level 

Level of p of k Effect of Nitrogen 
po ko mapoko — nopoko 
n ko mapiko — nopiko 
po hi po — nopokı 
pi ky nypiky — pl 
Mean effect of n 1 (Sum of above) 


The effect of nitrogen will depend on the level of the other factors, 
and there are then the above 4 effects. If we take the mean of these 4 
differences, we obtain what is termed the average effect of nitrogen, de- 
noted by N. We can average the differences we obtained above over 
the levels of potash, for each level of phosphate, giving 


Effect of nitrogen, at po, mean of ko and r = J(nipoko — nopoko 
+ napoli — nopola) 
Effect of nitrogen, at pı, mean of ko and ky = 3(nipiko — nopiko 
+ nypiky — nopyl) 
These 2 effects will, in general, be different, and 14 of the lower minus 
the upper one is called the interaction of nitrogen and phosphate and is 
denoted by NP. We can represent this formally by the expression 
NP = K — no)(pi — po) (Fx + ko) (6) 


in which we expand the expression algebraically and substitute the yields. 
We can also evaluate the interaction of nitrogen and phosphate at 
each level of potash, thus, 
At level ko of potash 2 (mpiko + nopoko — nipoko — nopiko) 
At level x of potash $(nipik; + nopoky — nipoky — nopiky) 
The average of these 2 quantities is the interaction NP above. The 2 
interactions may be different, and, as a measure of the extent to which 
they are different, we form 1 of the interaction of nitrogen and phos- 
phate at the upper level of potash minus that at the lower level, giving 
the 3-factor interaction, 
NPK = Kubi + nopola — nipola — nopıkı 
~= nypiko — Nopoko + mapoko + NoPiko (7) 
This may be represented formally by the expression 
NPK = $(n, — no)(py Po) de — ko) 
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and this symbolism shows that it is also the interaction of the interaction 
NK with phosphate, and so on. 

As in the 2-factor case, we denote the mean yield of the 8 treatment 
combinations by M. 

Corresponding to this definition of mean and effects and interactions, 
we have the following expression for the yield of a treatment combina- 
tion, 


2p. = 2M + ( DNV + (0 
de (eee + (—1) 3X b (-1)6-»*e-»INK 
zs (Desde mex + (—1)6-Dtu-D*G-DNPK (8) 


where the possible values for each subscript r, s, and ¢ are zero and unity. 

We may condense the symbols for the treatment combinations by re- 
placing no, po, ko by unity and m, pi, ki by n, p, k, respectively. In this 
way the symbol pk, for example, represents nitrogen at the lower level, 
and phosphate and potash at the upper levels. We denote by (1) the 
treatment combination for which all the factors are at the lower level. 
We have then definitions of effects and interactions exemplified by 


V= 3n — D(p-F Ds 1) 

NP = łn- (p = Dk +1) 

NPK = ln — 1)(p — 1)(k — 1) 
a minus sign appearing in any factor on the right if the letter is present 
on the left. Note the importance of the convention of using small let- 
ters for treatment combinations and large letters for effects and inter- 
actions. Without it there would be hopeless confusion for most people. 
The effects and interactions are a transformation of the yields shown in 


Table 13.2. 
Tanie 13.2 


8M TA UU ELS DES 
AN 11 11 
4P l ci 1 
4 rn 
4K e eee e 
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This matrix of numbers is simply constructed: we have adopted the 
standard order for the treatment symbols and the effect symbols, and 
the numbers for N, P, and K are easily written down, being 4-1 if the 
corresponding small letter is present and —1 if absent. The numbers 
for any combination of letters, say, NP, are the product of the corre- 
sponding numbers for N and P and so on. 


13.2.3 The General Case 
With n factors a, b, c, d, e, etc., the effects and interactions may be 
represented by 


1 


2 


(a 2: 1)(b & 1)(c & D1)(d & 1)(e * 1) , (9) 


where the sign in each bracket is positive if the corresponding capital 
letter is not contained in X and negative if it is contained in X, and the 
whole expression on the right-hand side is to be expanded algebraically 
and yields are to be substituted in place of the corresponding treatment 
combination. 

The yield of a treatment combination is best written down by writing 
the treatment combination as aber etc., where absence is denoted 
by the subscript taking the value zero, and presence by the subscript 
taking the value unity. Then 


2ajbjc, = 2M + A + B + AB x C + AC, ete. (10) 


where the sign 
On A is -U if 1 = 0, +1ifi=1 


On Bis L if = O, -lifj-1 
and so on 


and the sign on a term involving several letters is the product of the 
signs on the individual letters. 


13.3 THE INTERPRETATION OF EFFECTS AND 
INTERACTIONS 


The interpretation of effects and interactions follows closely from the 
definitions. The main effect N is the effect of increasing nitrogen from 
amount no to amount 7; (or from the basic amount to amount n), aver- 
aging over all the possible combinations of p and k, phosphate and 
potash. 

Now suppose we wish to obtain the effect of nitrogen, averaging over 
presence and absence of phosphate, but in the absence of potash (i.e., 
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at the basal level ko). In terms of treatment combinations this is equal 
t 

E ip — n- ) 


the divisor of 2 being used because we wish the effects to be on the basis 
of differences on a single plot. This is equal to 


N VNR 
for 
N = 40 — Dp D 1) 
and 
NK = dn - 1)(p + ) — 1) 
so that 


N VNR = 10 — % + = (k — 1] 
a(n — (p+) 
which equals, on expansion, 

App — p +n (0) 


In a similar way we obtain the following: 


Li 


Effect of n, averaging over levels of p, k present = N+NK 
Effect of n, p absent, averaging over levels of k = N-NP 
Effect of n, p present, averaging over levels ofk=N+NP 
Effect of n, p present, k present = N + NP+NK+NPK 
Effect of n, p present, k absent = N + NY MK NMR 
These expressions may be written down formally as 
N(1 + K) 
N(1 — P) 
N( +P) 
N( + P) + K) 
N( + P) — K) 


and this gives an easy way of remembering them and of writing down 
the effect of any one factor for any situation with regard to the other 


factors. 


134 A SIMPLE EXAMPLE OF A FACTORIAL EXPERIMENT 


So far we have considered only the breakdown of the treatments into 
a set of orthogonal contrasts which have practical utility. Thus with 4 
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treatments, (1), n, p, and np, say, we have the 3 mutually orthogonal 
contrasts (Table 13.3). 


Taste 13.3 
Contrast (I) n p np 
N = + = ap 
B = = + T 
NP T = = rz 


These contrasts have been defined for the true yields under a partic- 
ular set of cireumstances. When we test the treatment combinations, 
we shall obtain estimates of the true yields, rather than the true yields 
themselves. In order to obtain estimates of the true effects and inter- 
actions, we utilize the fact that, under additivity, the observed yields 
will be given by a general linear hypothesis model as, for example, 


yg = u + bi + tj + eij (Randomized blocks) 
or 


Yije = k ri ej + t + eijk (Latin squares) 


that is, in which the observed yield is made up additively of components 
for positional effects plus a treatment effect plus an error effect. Under 
the finite model we use for randomized blocks, the true yield of treat- 
ment j in block 2 is u + b; + tj, and only the t;’s enter into the effects 
and interactions. We know also that the best estimate of a linear con- 
trast among the treatments is the same linear contrast of the estimates 
of the treatment effects. For randomized blocks or Latin squares, for 
which no observations are missing, the best estimate of any treatment 
contrast is given by the same contrast of the treatment means. So far 
then, we use the factorial scheme as giving us a valuable breakdown of 
the treatment effects and sum of squares. 
A simple faetorial experiment is given in Table 13.4. 


TABLE 13.4 POTATOES: EFFECT OF INORGANIO AND ORGANIC FERTILIZERS ! 


Variety: King Edward 

System of replication: Latin square 

Area of each plot: 149 acre 

"Treatments: 
1 = blood, superphosphate 
2 = sulphate of ammonia, superphosphate 
3 = sulphate of ammonia, steamed bone flour 
4 = blood, steamed bone flour 

Rates: 0.5 cwt N and 0.6 cwt P20; per acre. All 
plots received sulphate of potash at the rate 
of 1.25 cwt KO per acre 
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Taste 13.4 PoraTors: Errscr or Inorganic AND ORGANIC FERTILIZERS + 


(Continued) 
Actual Weights in Pounds 
Column 
Row 
1 2 3 4 


The treatments have a factorial structure: 
n, say: Blood (no) or sulphate of ammonia (m) 
p, say: Superphosphate (po) or steamed bone flour (pi) 


The designations no, nı, Po, and pı are arbitrary: i.e., no is not, neces- 


sarily the lower level of n, etc. 
The analysis of variance is given in Table 13.5. 


Taste 13.5 ANALYSIS OF VARIANCE FOR EXPERIMENT OF TABLE 13.4 
Sum of Mean 
Due to df Squares Square 
Rows 3 7,285.2 
Columns 3 1,515.2 
Treatments 3 44 462.2 14,820.7 
Error 6 4,049.1 774.8 
Total 15 57,911.7 j 
The treatment totals are: 
nopo : 2987 
ny po : 2503 
nop, : 2444 


np : 2624 
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The effects are then estimated by 
N = —2987 + 2503 — 2444 + 2624 = —304 
P = —2987 — 2503 + 2444 ＋ 2624 = —422 
NP = 2987 — 2503 — 2444 + 2624 = +664 


To convert these totals to estimates of effects on the basis of a single 
plot, it is necessary to divide by 8 [= 4 (= no. of reps) X 2] giving 


N = —38.00 
P = —52.75 
NP = 83.00 


We have estimated the error variance per plot to be 774.8, and the vari- 
ance of each effect and interaction is estimated by 4 X 774.8 = 193.7 
= (13.9)*, so that to each estimate we may attach a standard error of 
13.9 and test each with the ¢ test with 6 degrees of freedom, the number 
of degrees of freedom on which the error is based. 

The divisor of 4 in 4s, s* being the estimated error variance, is ob- 
tained by noting that the estimate of each effect and interaction is 
equal to 

(sum of 8 plots — sum of 8 plots) 


so that the true variance is equal to 
1 1 
— (8 + 8)o? = —a? 
850 +8) " 


and we substitute s for o°. 

Alternatively, we may obtain a sum of squares for each effect and 
interaction by squaring the total effect and dividing by 16 (the sum of 
squares of the coefficients of plot yields in the estimating expression), 
thus: 

Sum of squares for N = (—304)?/16 = 5,776.00 


Sum of squares for P = (—422)?/16 = 11,130.25 
Sum of squares for NP = — (004)?/16 = 27,556.00 


The sum of these 3 sums of squares is, of course, equal to the total sum 
of squares for treatments, and we may test each sum of squares against 
the error mean square using the F test with 1 and 6 degrees of freedom. 
The test of significance for each effect and interaction in this way is the 
same as the ¢ test given above, because F with 1 degree of freedom and 
nı degrees of freedom is equal to the square of t with n; degrees of free- 
dom, at the same level of significance. The statistical interpretation of 
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the experiment is simple, that there is some evidence of an average n 
effect or difference between blood and sulphate of ammonia; there is an 
average effect of p, or difference between superphosphate and steamed 
bone flour, which is significant at about the 1 in 100 level; and there is 
an interaction which is significant at a somewhat higher level (about 
0.00). We ignore the correlation between these tests of significance; 
its effect in as small an experiment as this is possibly appreciable, but 
it decreases with increasing number of degrees of freedom on which the 
error is based. It should be noted that, if the experiment is arranged 
in randomized blocks, it is possible to estimate the error independently 
for each effect and interaction when each treatment combination is repre- 
sented at least twice in the experiment. If this were done, the correla- 
tion between tests would be removed, but, in general, the assumption 
that the errors are homogeneous will be a valid one, and there would 
result a loss in sensitivity for each test from the reduced number of 
degrees of freedom on which each error estimate would be based. This 
is not possible with the Latin square, as has been mentioned previously. 


Finally we have the following condensation of the results: 
Difference (blood — sulphate of ammonia) on 


the average =N = —38.00 
Difference (blood — sulphate of ammonia) with 
superphosphate = N = NP = —121.00 


Difference (blood — sulphate of ammonia) with 
steamed bone flour 
Difference (sbf — superphosphate) on the aver- 


age 
Difference (sbf — superphosphate) with blood P — NP = —135.75 


Difference (sbf — superphosphate) with sul- 
phate of ammonia 


=N+NP= 45.00 


=P = 52.75 


=P4+NP = 30.2% 


13.6 THE GENERAL CASE OF SEVERAL FACTORS EACH 
AT 2 LEVELS 


We suppose we have factors a, b, e, d, e, «++, each with 2 levels, and in 
designating any treatment combination we include each letter if the cor- 

. We have used the conventional P test, though this is perbape not desirable 
(cf. Chapter 10). 
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responding factor is at the upper level. The treatment combinations 
may then be written out in order, as shown in Table 13.6. 


TABLE 13.6 


etc. 


We may enumerate the effects and interactions in the same way 
(Table 13.7). 


TABLE 13.7 
Number 

Main effects ^ 
2-factor interactions — 
g- actor interactions 2 mE 
4-factor interactions ee -9 

F 

Total 2 —1 


The effects and interactions are exemplified by 


4 


2 (a — 1)(b + (e+ D (d + 1)(e + 1) ++ ete. 


1 

RA dia iL 1)(b — 1)(c + 1)(d + 1)(e + 1) --- 
1 

ABC = 5 (a - 16 - De Na+ e+ + 


1 
ABCD = Fa (a — 1) = 1)(c — 1)(d — 1)(e + 1) --- 


etc. 
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If the interaction XYZ ., where X, Y, Z. are each one of the 
letters A, B, C, D -++, contains an odd (even) number of letters, it is 
given by the mean of the treatment combinations with an odd (even) 
number of letters in common with XYZ ---, minus the mean of the 
combinations with an even (odd) number of letters in common with 
XYZ --- (zero being regarded as an even number). 

For example, in a 2* factorial experiment we may write down imme- 
diately the expressions given in Table 13.8. The 2-factor interactions 


TABLE 13.8 
Yields of Treatment Combinations 


Effects and 
Interactions 


8BCD 


8AB 


8ABCD 


are regarded as the interaction of 2 main effects in the following way. 
The plots are divided into 4 groups on the basis of the table: 


For A 


the plots in cell 1 being (1), c, d, and cd in the case of a 2* factorial ex- 
periment. Then the interaction AB is equal to 


T 
gni 


(sum of plots in cells 1 and 4 — sum of plots in cells 2 and 3) 


Corresponding to any 2 effects or interactions, say, X and Y, where 
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X and Y contain different selections of the letters A, B, C, D, ete., we 
may divide the treatment combinations as follows: 


For X 


The contrast, treatment in cells 1 and 4 versus treatments in cells 2 
and 3, is known as the generalized interaction of the effects or inter- 
actions X and Y. It is easily verified that this is, in fact, the effect or 
interaetion obtained by multiplying the symbols X and Y together and 
equating the square of any letter to unity. Thus we have, for example, 
the results given in Table 13.9. 


TABLE 13.9 
x 1 Generalized Interaction. 
A BC ABC 
AB BC AB*C = AC 


ABCD ABEF A*B'CDEF = CDEF 


13.5.1 The Analysis of 2” Factorial Experiments 

If a 2” experiment is replicated r times in randomized blocks of 2” 
plots, the analysis follows directly from the definitions. A computa- 
tional procedure is illustrated by an example in Chapter 14. Each 
effect or interaction is estimated by the mean of 725 yields minus the 
mean of 721 yields and therefore has a variance of 


1 1 
02 
us D ==) 


1 
72 v2 g 


which equals 
? (11) 


Furthermore the estimates of effects and interactions are uncorrelated, 
so that we can obtain the variance of any linear function of them by 
the standard rules. 
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13.0 THE INFORMATION GIVEN BY FACTORIAL 
EXPERIMENTS 


We may sum up the value of the factorial experiment by stating that 


we obtain 
72 


ce? 


units of information on every effect and interaction. This may be com- 
pared to the experiment in which we vary one factor at à time. In this 
case, if the error variance c? were the same, we would need exactly the 
same number of experimental units to obtain this amount of information 
on each main effect. In addition to giving equal information on main 
effects, the factorial experiment gives information on the interactions of 
the factors. It must be only rarely in experimentation that interactions 
do not exist. A case in which they may be safely assumed not to exist 
is in the weighing of objects, where the weight of 2 objects is equal to 
the sum of their weights individually. For such a case there is a class 
of designs which have come to be known as weighing designs, and these 
will be discussed in a later chapter. 

If we wish to determine the difference between the yields of 2 treat- 
ment combinations from a factorial experiment, we are in no better 
position than with an experiment designed for estimating this difference. 
In a 2" factorial experiment the difference between 2 treatment com- 
binations is estimated with a variance of 2c? /r, and this is the same as 
if 2r experimental units had been used to estimate this difference, if it 
is assumed that o? is the same in the two cases. The factorial experi- 
ment then does not give exactly the same type of information as the 
experiment with one factor varied at a time unless there are no inter- 
actions of the factors. If, however, there are interactions between the 
factors, the factorial experiment will bring them to the attention of the 
experimenter, whereas with the other type of experiment the experi- 
menter can obtain no knowledge of them. In most fields of research, 
particularly any branch of biology, interactions have been found to 
exist. The success of experiments varying one factor at a time can only 
be attributed to the fact that, in general, interactions are of lower mag- 
nitude than main effects. These experiments have, however, certainly 
led to much confusion in biology and probably in other fields also. 

Fisher? has summed up the advantages of factorial experiments in 
that they result in (1) greater efficiency, as we have seen above, and (2) 
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greater comprehensiveness in that (a) effects and interactions are esti- 
mated, and (b) conclusions drawn from factorial experiments have a 
wider inductive basis. The exact standardization of experimental con- 
ditions results in information only for the chosen conditions, and the 
experimenter is frequently unable to specify the set of conditions that 
will suit his aims. "This is particularly so if the aim of the experimenter 
is to establish best treatments for a wide range of conditions, as occurs, 
for example, in agricultural research or in medical research where the 
aim is to find the treatment that cures a particular illness. The stand- 
ardization that is discussed here should not be confused with the stand- 
ardization of technique and conditions that is designed to reduce the 
error variance. Factorial experimentation does not remove the neces- 
sity for controlling heterogeneity of conditions, but it will result in sets 
of conditions, chosen with respect to some attributes, being represented 
with particular frequencies. 

There are situations in which factorial experiments will be difficult to 
interpret: namely, when high-order interactions are of a magnitude ap- 
preciable relative to the main effects. This fact is, however, not at all 
an argument for experiments in which one factor is varied at a time, 
unless the experimenter does not have the facilities to perform a large 
factorial experiment. For, with one factor varied at a time and the pres- 
ence of interactions, the results will possibly lead to incorrect action, 
and it will often happen that 2 experimenters, using the one-factor ex- 
periment approach, will fail to agree on their conclusions. 

A difficulty that will be encountered with factorial experiments is that 
treatments may not act additively on any one scale of measurement. 
We may expect such to be the case when some of the factors in the 
experiment have effects that are large, say, 40 percent of the mean or 
more. It may be possible, under these circumstances, to find a scale 
for which the treatments are additive in their effects, though we en- 
counter the difficulty that tests of additivity may have rather low power 
in detecting non-additivity. Alternatively, the experiment may be 
divided into parts, for example, by the levels of one factor, for which 
additivity is better satisfied, and, in general, there will be no objections 
to this procedure, for, if effects and interactions are large, the estima- 
tion of their relative magnitude depends very much on the scale of 
measurement used. One such a situation has been shown to exist, the 
procedure of the experimenter is clear, namely, to establish response 
laws for the factors, and for this purpose several levels of the factors 
will be required. 
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13.7 THE SENSITIVITY OF FACTORIAL EXPERIMENTS 


We may use the results of Chapter 12 to obtain an indication of the 
sensitivity of factorial experiments. For the case in which one effect 
(or interaction) of the 2” system with r replicates is tested against a true 
error mean square (i.e., not an error mean square made up of high-order 
interactions), we have 


E (sum of squares for effect) = 0” + 72"? 


where A is the true effect (or interaction) on a per plot basis. So we 
have 


r2" —24? A? 
mer. sean 
0 p 
and h 
$- V2 — 
o 


Under the circumstances we are considering, we may regard the error 
as being based on, say, 30 degrees of freedom, and, therefore, using 
Tang’s tables we find that, if a 5 percent test of significance is used and 
A/c equals unity, the quantity V r2” must be, at a minimum, 2.37, 
in order that the experimenter may have a 95 percent chance of con- 
cluding that the effect exists. Therefore, with varying n, we should have 
at least the following numbers of replicate: 


No. of Replicates 
Necessary, r 


3 


apes 


Corresponding results may be obtained for different values of A/c. 
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CHAPTER 14 


Confounding in 2" Factorial Experiments 


141 INTRODUCTION 


In the earlier chapter on “Plot Technique," we found that the ex- 
perimental error variance was related to the size of block, increasing to 
a greater or lesser degree as the size of block increased. If we were 
testing 5 factors each with 2 levels, we would have 32 treatment com- 
binations and would require randomized blocks of 32 plots in order to 
compare them. In field experiments it is generally acknowledged that, 
if at all possible, the size of block should not be greater than 16 and if 
possible 8, though, of course, there are no hard and fast rules, and one 
experiment with blocks of 16 may well give a lower experimental error 
than another on similar material with blocks of 8 plots. In other situ- 
ations, it may be impossible to have blocks as large as this without ran- 
domizing over factors that cause considerable variation. It is desirable 
to have some means of reducing the size of block, and for this purpose 
the device of confounding has been found very useful. 

To take the very simple situation of 3 factors each at 2 levels, say, 
a, b and c, we have the effects and interactions defined as in Table 14.1 
(apart from the standard numerical divisor). 


TABLE 14.1 

a) a b ab c ac be abc 
A -1 41 -1 +1 -1 41 —1 +1 
B crm eiu eel SP to a eye [er 
AB +1 -1 -1 +1 +1 —1 l1 +1 
[ej TT 
40 +1 =l +1 —1 —1 +1 —1 +1 
BC +1 SEL -1 —1 —1 —1 ES! +1 
ABC I +1 +1 -1 +1 -1 -1 +1 
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Suppose that the 8 treatment combinations are arranged in 2 blocks, 
according to their sign in the ABC interaction (Figure 14). 


Block 1 


Block 2 


Ficure 14. 


The quantity we use to estimate A is orthogonal to blocks in that it is 
given by 4(-1 +2+3-4+5-6-7+ 8) (the numerals denot- 
ing the yields of plots of that number), and of the 4 plots entering the esti- 
mate positively 2 are in each block, and likewise for the 4 plots entering 
negatively. The estimate will then contain none of the additive block 
effects. 

The same is true of the other main effects and 2-factor interactions. 
The 3-factor interaction is, of course, }4(—1 — 2 — 8 — 4+ 54-647 
+ 8), and this estimate measures not only the true ABC interaction 
but also the block difference (block 2 minus block 1). It is not possible 
to separate the true interaction from the block difference, or, in other 
words, the interaction and block difference are inextricably mixed up 
or completely confounded with each other. 

The main value of the use of the factorial structure lies in the ob- 
served fact that in many situations the high-order interactions are of 
inappreciable magnitude. If they were not, we would be merely re- 
placing the 32 yields of treatment combinations in a 2° experiment by 
the mean yield and 31 effects and interactions. It may be noted that 
the words used are “‘of inappreciable magnitude.” It would be a highly 
unlikely event that they were actually zero, because the characteristic 
y may be expected to be a function, say, f(a, b, c, ete.) of the 
levels of factors a, b, c, ete., and, if all interactions involving more 
than 2 factors were actually zero, the function would have to be 
of the form 
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(a, b, e, etc.) = w+ asa + Bib + vie d» 
: + (a quadratic form in a, b, c, etc.) 


and such a situation is very unlikely. It is likely, however, that over 
a particular range of the levels of the factors, the function f(a, b, c, - - 2 
may be expanded in a Taylor-Maclaurin series of the above form with 
a remainder that is inappreciable compared to the actual value of the 
function. In passing it should be noted that, even when interactions 
are not negligible, the factorial structure and expression of effects and 
interactions is a very useful and logical way of describing the experi- 
mental results. 

Suppose then that the 3-factor interaction may be assumed to be 
trivial and we perform the experiment in the 2 blocks given above: i.e., 
with ABC confounded with blocks. As before, we use the reciprocal 
of the true variance of each estimate as a measure of the information 
on each effect or interaction. The results may be condensed as in 
Table 14.2, 


Tanin 14.2 


We have supposed there to be r replicates of the whole experiment in 
each ease and that the true error variance with blocks of 8 plots and of 
4 plots is c, and o^, respectively. We know that c^, will generally be 
less than 0%, so that we have increased our information on main effects 
and 2-factor interactions in the ratio 


20 27 e^ 2r 

QM o% os 

by using blocks of 4 plots, at the expense of obtaining zero information 
on the 3-factor interaction instead of 2r/c?, units. 
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142 AN EXAMPLE 


The following experiment conducted to compare the effect of poultry 
manure m with that of equivalent sulphate of ammonia n and super- 
phosphate p on the yield of Brussels sprouts is included to give an illus- 
tration of the use of complete confounding. In the statistical analysis 
of factorial experiments a simple arithmetical procedure is available to 
obtain the estimates of the effects and interactions, and this procedure 


is also illustrated, 


Tanis 14.3 DxstoN AND Data or Exprnntent on Brusanis Srnovms ! 
Plan and Yields in Pounds of Salable Sprouts (Total All Pickings) 


np 
48.81 | 58.88 
| 


| 


pn | 0) 
46.11 | 98.02 


Block Totals. 
a 1 192,42 
1 102.62 

52.31 | 49. à Á TID ye AS 
i - IV — 189,86 

vV 180.05 

VI. 179.89 

Total 1119.87 


System of replication: 3 replicates of 2 randomized blocks of 4 plots each, 6 blocks 


Area of each plot: 
Treatments: 


Basal manuring: 


in all. NPM confounded with block differences. 

0.01033 acres (5 yd X 10 yd). 

All combinations of: 

(a) No poultry manure, and poultry manure at the rate of 
0.6 ent N per acro with addition of superphosphate at 
the rate of 0.116 ewt PO; pet acre, to give n total of 
0.6 cwt PO, per aere (m). 

050 No sulphate of ammonia, and sulphate of ammonia at 
the rate of 0.6 ewt N per acre (n). 

(o No superphosphate, and superphosphate at the rate of 
0.6 cwt P:0; per acre (p). 

Muriate of potash at the rate of 1.0 owt KyO per acre. 
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TABLE 144 COMPUTATION OF EXAMPLE 


3 
Yield Effects * 
Treatment (0) 1 2 (Totals) Name of Contrast 
(1) 118.11 274.41 526.63 1119.87 Mean 
n W 186.30 252.22 593.24 124.75 N 
p 102.36 298.61 85.69 -26.17 P 
np * 1149.86 294.63 39.06 8.63 NP 
m 139.37 38.19 -22.19 66.61 M 
nm 159.24 47.50  —3.98 —46.63 NM 
pm 137.72 19.87 9.31 18.21 PM 
npm 156.91 19.19 —0.68 —9.99 NPM (confounded) 
Totals for Checks 
Odds 220.47 = ay 573.02- a, 612.32 = as 1093.70 = ay 
Upper half 8 55 306.16 — by 546.85 =b, 632.30 52 133.38 = by 
Odds 277.09 = co 58.06 = c} —12.88 = c 84.82 = cs 
Lover bait Bun, 316.15 d 66.69=d,  —4,00— d, —56.62 = d; 


* To convert the effect totals to conform to our definition of effects and inter- 
actions divide by (2"~! X no. of reps = 4 X 3). 


To compute the estimates of the effects and interactions the total 
yields for each combination must first be arranged in a standard order 
such as that shown in the column “yield” of Table 14.4, this giving 
column 0. Column 1 is then formed in the following way. The first 
4 numbers are the sums of the pairs of yields labeled w, z, y, and 2 
respectively. The last 4 numbers are obtained by subtracting the upper 
number in each pair from the lower. Thus, 274.41 is the sum of 118.11 
and 156.30 and 38.19 = 156.30 — 118.11. Column 2 is then formed 
in the same manner from column 1, and the process is completed by 
forming column 3 from column 2 similarly. In a 2" experiment, the 
Process would be continued through n such stages. The totals for 
checks given at the bottom of Table 14.4 are used in the following way: 
In any column after the first, i.e., columns 1, 2, and 3, the totals must 
satisfy the conditions, 


a; + bi = ayy + bi + cia + dia 
1 1, 2, 3 
c di = de bia — cad dia 


Thus, in column 2, for instance, 
az + be = di 4- bi ＋ ei ＋ di 
1244.62 = 573.02 + 546.85 + 58.06 + 66.69, the sum of the four 
totals in the preceding column 1 
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Similarly, 


c3 + dg = d + be — e + dz 
or 
28.20 = [— (012.32) + (632.30) — (12.88) + (—4.66)] 


This gives a check of all entries in the table other than the yields. 
The analysis of variance is given in Table 14.5. 


Tasty 14.5 ANALYSIS or VARIANCE OF EXPERIMENT 
Sum of Mean 


Source of Variation df Squares Square 
Blocks 

Reps 2 42.59 

NPM 1 5 4.16 

Reps x NPM 2 1.38 
"Treatments 

N 1 

P. 1 

NP H 

M 1 6 969.37 

NM 1 

PM 1 
Error 12 340.81 28.40 

"Total 23 1,358.31 


The detailed computations are as follows: 


1119.87)? 
Correction factor: ane = 52,254.53 


Total sum of squares: (48.81)? K. (51.43)? — CF = 1358.31 
Block sum of squares: 1((192.42)* +- +-+ (179.89)?] — CF = 48.12 
Replicate sum of squares: 

1(382.28)* + (879.27)? + (358.32) — CF = 42.59 
(—9.99)? ' 
BUE 


Sum of squares for NPM: 4.16 


Sum of squares for replicates: block ss — (rep ss + ss for NPM) = 138 
Treatment sum of squares: Ar (124.75) +++ (18.21)? = 969.37 


Error sum of squares (by subtraction) : 340.81 
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As explained previously, it is immaterial whether an F test, with 1 
and 12 degrees of freedom, or a f test with 12 degrees of freedom is used 
for testing the main effects and unconfounded interactions. The re- 
sults may be presented thus: 


Total Effects 
N 124.75 
P —26.17 SE = V24(28.40) = 26.1 
NP 8.63 
M 66.61 5% sig. level = 55.98 = (26.1)to.05, 12 df 
NM —46.63 
PM 18.21 1% sig. level = 77.70 = (26.1)to.01, 12 df 


It may be worth while to note that the sum of squares for reps X 
NPM may be obtained in the following way: 


Rep 1 Rep 2 Rep 3 Total 


NPM (—) 192.42 192.62 179.89 
NPM (+) 189.86 186.65 178.43 


—2.56 —5.97 —1.46 —9.99 


(—9.99)? 
— = 1.88. 
24 98 


SS for NPM X reps = 5 [(—2.56)? + (—5.97)? + (1.460 2J — 
We may also note that formally we have a test of NPM by eomparing 
the mean square for NPM with the mean square for NPM X reps. 
"This test has, however, very low sensitivity and in the present case is 
very unreliable. 

In presenting the results of the yields of treatment combinations and 
the estimates of the effects and interaction, results should be converted 
to the eustomary units: in agriculture, for instance, bushels, tons or 
hundredweights per aere. In the present case the yields per plot can 
be converted to ewt (— 100 Ib) per acre by multiplying by the factor 
1/0.01033 X Moo = 0.968. To obtain the mean yields for treatment 
combinations and what we have defined as the main effects and inter- 
actions in terms of hundredweights per acre, the entries in the column 
“yields” and column 3 of Table 14.4 are multiplied by 0.968/3 and 
0.968/12, respectively. The standard error for the main effects and 
interactions (excluding NPM), when converted, is then 


E 28.40 
0.968 = 0.968 / —— = 2.11 
N 72-2 6 
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Finally, a convenient way to summarize the results of the experiment 
in a concise form is given in Table 14.6. 


TABLE 14.0 PRESENTATION or RESULTS 


Mean Yield = 45.1 ewt per Acre 


n p m 
Avg. Effects 
Absence iac, Absence | Presence || Absence | Presence 

FEE EUN o ume N-NP | NNP || N-NM | N+NM 
n 10.06 9.36 10.76 13.82 6.30 

P PENEI EENE R |) sane P-PM | P+PM 
p -2.11 —2.81 -1.41 -3.58 —0.04 

M M-NM|M-NM|M-PM| M+PM |] s] onem 
m 5.37 9.13 1.61 3.90 6.84 
SE 2.11 241V2 = 2.98 


It may be desirable from some points of view to present also a table 
of the yield of each treatment combination. In the case of the experi- 
ment under discussion, we have no information on the 3-factor interac- 
tion, so that it is impossible to estimate the block effects and, hence, 
remove them from a table of yields. The yield of each treatment com- 
bination, if it is assumed that the 3-faetor interaction is negligible, is 
easily computed. 

The plus and minus process of Yates? given here for obtaining effects 
and interactions from the yields of the treatment combinations, can be 
used inversely to obtain the yields of the treatment combinations from 
the mean, effects, and interactions. The modification is to arrange the 
interactions, effects, and twice the mean in backward order in a column 
and to go through the same addition and subtraction process. ‘This 
leads to twice the yields of the treatment combinations in standard 


order. 


14.3 SYSTEMS OF CONFOUNDING FOR 2” EXPERIMENTS 

Suppose we have 5 factors, a, b, c, d, e, giving 32 treatment combina- 
tions in all and we wish to use blocks of 8 experimental units. The ex- 
periment will consist. of 4 blocks of 8 units, and there will be 3 effects 
or interactions confounded with blocks. 
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If we confound the interaction ABC, the treatment combinations fall 
into 2 groups, each group consisting of 2 of the blocks, namely: 


(a): (1), ab, ac, be, d, abd, acd, bed, e, abe, ace, bee, de, abde, acde, bede 
(8) : a, b, c, abe, ad, bd, cd, abcd, ae, be, ce, abce, ade, bde, cde, abcde 

If we also confound, say, ADE, we divide the treatment combinations 
again into 2 groups: 

(y) : (1), ad, ae, de, b, abd, abe, bde, c, acd, ace, ede, be, abcd, abce, bede 
(ô) : a, d, e, ade, ab, bd, be, abde, ac, cd, ce, acde, abc, bed, bee, abede 

If each of the comparisons (a) versus (8), and (y) versus (6) are to be 
block comparisons, the blocks must consist of the following: 


(1) treatments in (a) and (y) 
(2) treatments in (a) and (4) 
(3) treatments in (8) and (y) 
(4) treatments in (8) and (5) 


The blocks are then as shown in Table 14.7. 


Tapie 14.7 Brocks 


E 
= 
= 


ritter 


The interaction ABC is equal to blocks 1 and 2 versus blocks 3 and 4, 
and the interaction ADE is equal to blocks 1 and 3 versus blocks 2 and 
4. These are 2 orthogonal contrasts among the 4 blocks, and there is 
a third contrast orthogonal to each of these: namely, blocks 1 and 4 
versus blocks 2 and 3. It is easily verified that this is, in fact, the inter- 
action BCDE. 

The general rule exemplified by this case is that, if any 2 effects or 
interactions are completely confounded with blocks, then so is their 
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generalized interaction, as defined in the previous chapter. This en- 
ables an easy enumeration of systems of confounding, We give in 
Table 14.8 typical examples of the systems of confounding for up to 8 


Tanie 14.8 Tyres or Conrounnine ron 2* Factonat BrsrEMS 


The same confounding is ble for a 2° experiment in blocks of 2 na for a art 
e same weinend In Picks of 2«*.. Thess are therefore not included, 


(1) 2 factors 
Blocks of 2 Any one effect or interaction 
(2) 3 factors 
Blocks of 4 one effect or interaction 
Blocks of 2 AC, BC 
ALBO, ABC 
(3) 4 factors 


Blocks of 8 — Any one effect or interaction 
Blocksof4 A, BCD, ABCD 
`D, ABC. 


AB, CD, D 
"m^ ACD, BCD 
Bloksof2 — A, B, AB, C, AC, BC, ABC 


A, B, B, AB. A 
A, BC, bD, 
AB, AC, 1 6 40 BD, Cb, ABCD 
(4) 5 factors 
Blocks of 16 effect or interaction 
Blocks of 10 A BODE, ABODE 
Ab C B CDE ABCDE 
Books ota 15 AB, VOR ACDE, BCDE, ABCDE 
DE, ADE, BCDE. 
t 4. BG, ABC, DR REDE, BOE, ABDE 


AA C, BC, DE, "BD, ACDE, BCDE 
B, GD, r Atop DE, ADE, BCE, ACE 
Blocks of 2 40 Ac AD 11 Ai md a All generale interactions 


^ shall list. — 9 em which 
mm m Lira poe y useful ones, ae poly ates d of Interest, 


(5) 6 factors 
Blocks of 16 422 


js eal 
Blocks of 4 4% 1 i be ane 1 — 
Blocks of 2 DA erred internation [nt 
ABO, 5 


(6) 7 factors 
BEFG, CDEF, ADPG 
Blocks ul ABC A e ABE, cee, ABCDEFG 
piaota AB, 1 Acho, BEd and all interactions 
A, ^ 4 . I B, and 2275 generalized interactions 
(7) 8 factors Wa 
A 1 i WT sd OH and dde generalized io! 
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factors. Only those systems are given that result in a block size of 16 
or less. The allocation of letters to factors is a matter for the experi- 
menter, and the type exemplified by ABC, ABD, CD for 4 factors in 
blocks of 4 plots includes 5 additional systems: namely, AB, ACD, 
BCD; AC, ABD, BCD; AD, ABC, BCD; BC, ABD, ACD; BD, ABC, 
ACD. If the experimenter wishes to use this type of confounding, he 
should decide which of the six 2-factor interactions is least important 
and choose the system involving that one. 

There is a remarkable theorem obtained by Fisher? that, so long as 
the number of units in the block exceeds the number of factors, we can 
find arrangements in which no confounded interaction involves less than 
3 factors, 


14.4 THE COMPOSITION OF BLOCKS FOR A PARTICULAR 
SYSTEM OF CONFOUNDING 


The composition of the blocks may be simply obtained by first con- 
structing the so-called intrablock subgroup. This group is based on 
the following properties. First, when an effect or interaction is con- 
founded, all the treatment combinations in a block have either an even 
number of letters in common with the effect or interaction or an odd 
number. No 2 treatment combinations in the same block can have one 
an odd number of letters and the other an even number of letters in 
common with any effect or interaction that is confounded. Second, the 
treatment combinations in any one block may be obtained from those 
in another block by multiplying the symbols of the treatment combi- 
nations in the one block by the symbol of any treatment combination 
in another block, replacing the square of any letter by unity. Third, 
the treatment combinations in the block containing the control form a 
group if the symbol (1) is treated as unity, and the rule of multiplica- 
tion is the ordinary algebraic rule with the square of any letter replaced 
by unity. These treatment combinations form an Abelian group. The 
treatment combinations in the block containing the control is called 
the intrablock subgroup. 


14.4.1 Example 1. 2? Experiment Confounding AB, AC, and BC 
Each block will contain 2 treatment combinations, and we first ob- 
tain the intrablock subgroup. This contains treatment combinations 
with an even number of letters in common with the symbols AB, AC, 
and BC. Clearly there are only 2: namely, the control (1) which has 
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no letters in common, and abe with 2 letters in common with each of 
AB, AC, and BC. The intrablock subgroup is then (I) and abc. 


Intrablock subgroup (1), abc Block I 
Multiply by a a, abc = be Block II 
Multiply by b b, ab’c = ac Block III 
Multiply by c c, abc? = ab Block IV 


Note that the second rule holds in that, for example, block II is obtained 
from block I by multiplying the elements of block I by a, but could have 
been obtained by multiplying these elements by be. The third rule is 
exemplified by the following relations: 

(1) X (1) = (1) 

(1) X abc — abc 

abc X abe = deb = (I) 


14.4.2 Example 2. 2” Experiment in Blocks of 16 Plots 

Suppose we confound ABC, DEF, ABCDEF, BDG, ACDG, BEFG, 
ACEFG. To obtain the intrablock subgroup, we ascertain which treat- 
ment combinations have an even number of letters in common with 
each of the 7 interactions. To do this we run through the treatment 
combinations systematically in the order: a, b, c, d, e, f, 9, ab, ac, ad, 
ae, af, ag, bc, bd, be, bf, bg, ed, ce, cf, cg, de, df, dg, ef, eg, fg, abc, abd, abe, 
abf, abg, acd, ace, acf, and so on. The first treatment combinations 
with the desired property are ac, ef, and with these we get the 4 treat- 
ment combinations: (1) 


ac 
ef 
acef (= ac X ef) 
Next, we find abg, and this, combined with the 4 above, gives 
(1) 
ac 
ef 
acef 
abg 
beg (= abg X ac) 
abefg (= abg X ef) 
bcejg (= abg X acef) 
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Finally we find deg, and this, with the above elements and their products 
with deg, gives column I of Table 14.9. 


TABLE 14.9 BLOCK STRUCTURE ror 27 EXPERIMENT 


I II III IV Y VI VII VIII 
(1) a b d e g ad ae 
ac c abc acd ace acg cd ce 
ef aef bef def f efg adef af 
acef cef abcef. acdef acf acefg cdef cf 
abg bg ag abdg abeg ab bdg beg 
beg abeg eg bedg beeg be abcdg abceg 


deg adeg bdeg eg dg de aeg adg 
acdeg edeg abcdeg. aceg acdg acde ceg cdg 
dfg adfg bdfg Ja defg df afg adefg 
acdfg cdfg abcdfg acfg acdefg acdf cfg cdefg 
abde bde ade abe abd abdeg be bd 
bede abcde cde bee bed bedeg abce abed. 
abdf bdf adf abf abdef abdfg bf bdef 
bedf abedf cdf bef bedef bedfg abef abcdef 


The elements in the other columns are obtained by multiplying the 
first column by a (giving II), b (giving III), by d, e, g, ad, ae, in order. 
Note that block II would be generated again by multiplying block T 
by the element c. As a final check one should: 


(a) Check that all treatment combinations are present. 

(b) Check that one block other than I has the property of having 
either an odd or an even number of letters in common with each of the 
confounded interactions. 

(c) Obtain each block other than that in b by multiplication by a 
symbol in this other block. 


The statistician is frequently presented with the job of analyzing an 
experiment that he has not designed. It is then necessary for him to 
discover the system of confounding on which the plan is based. This 
may be done by reversing the above procedure. Take, for example, 
the block given above consisting of ad, cd, adef, cdef, bdg, abcdg, bdefg, 
abcdefg, aeg, ceg, afg, cfg, be, abce, bf, and abef. No 2-factor interactions 
are confounded because no 2-factor interaction has a number of letters 
in common with each of the treatment symbols which is always even or 
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always odd; e.g., AB has 1 letter in common with ad and none in com- 
mon with cd. We note that ABC has either 3 or 1 letters in common 
with each of the treatment symbols; also BDG. The product of these, 
ACDG, has either 4, 2, or no letters in common with the treatment sym- 
bols. Also DEF has 3 or 1 letters in common. The confounded inter- 
actions are then 


ABC, BDG, ACDG (= ABC X BDG), DEF 
ABCDEF (= ABC X DEF), BEFG (= BDG X DEF), and 
ACEFG (= ACDG X DEF) 


14.5 THE EFFECTS OF DIFFERENTIAL TREATMENT 
EFFECTS IN BLOCKS 


There is one aspect of confounding that merits attention, namely, 
that, depending on the nature of the blocks and how they were con- 
structed, and on the nature of the treatments, the true treatment effects 
may vary from block to block. A brief discussion of 
this problem is given in references 4 and 5. 

The general effect of such interactions may be il- I n 
lustrated simply in the 2° experiment on factors a, b, 
c with ABC confounded. The plan will be (apart from (% T 
randomization) as shown in Figure 15. — 

Suppose a produces an effect in block I and no effect ab. b 
in block II and the effects of factors b and c are a. — 
ditive with no interactions. Then, in addition to show- 
ing effects of a, b, and c, the experiment analyzed in the 5 2 
usual way will show an interaction of b and c. This 
is almost obvious but may be verified by constructing 
the yields of the treatment combinations in accord- = Fievre 15. 
ance with previously given rules, allowing for an effect ] 

B, an effect C, no interactions, and an effect of, say, A in the first 
block and of zero in the second block. à 

Similarly, in an experiment in which, say, ABCD is confounded, a 
significant BCD interaction could have arisen from the existence of 
differential responses to a in the various blocks. A 

The importance of these effects should not be overemphasized but, 
on the other hand, should not be ignored. The experimenter should 
be aware of the possibility of such effects confusing his interpretation of 
an experiment and guard against it. A similar argument applies, as 
we found, to the ordinary randomized blocks experiment in that differ- 
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ential effects of treatments from block to block can produce heteroge- 
neity of error, with inaccurate estimation of the error of treatment com- 
parisons. 


14.6 THE USE OF ONLY ONE REPLICATE 


The effects and interactions with the 2" factorial scheme may be 
enumerated thus: 


Main effects n 
" ? n(n — 1) 
2-factor interactions "Op 
— Dn — 2) 
3-factor interactions eem 
Total 2? —1 


We have already considered the case when some of the interactions in- 
volving several factors ean be regarded as trivial. It is a simple exten- 
sion of this principle, to suppose that interactions involving several fac- 
tors may be used to estimate the experimental error. Take a 2° ex- 
periment, for example. The 63 effects and interactions consist of: 


Main effects 6 
2-factor interactions 15 
3-factor interactions 20 
4-factor interactions 15 
5-factor interactions 6 
6-factor interactions 1 


If we may regard interactions involving 4 or more factors as trivial, 
we may estimate the error variance by the mean square due to these 
interactions, this being based on 22 degrees of freedom. 

The effect of including, in the sum of squares by which the error is 
estimated, some non-zero high-order interactions will be to inflate this 
estimate of error variance. The actual effect may be expressed in 
terms of the true interactions. This inflation will be negligible for most 
types of factorial experiments, though, in some instances, it can be ap- 
preciable. For example, if main effects or 2-factor interactions are very 
large compared with the mean, it may be expected that a function in- 
volving, say, only terms of up to the second degree in the amounts of 
the factors may give an inadequate representation of the yields. 
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If the true value of an interaction term in a 2" experiment is I, the 
expectation of the sum of squares for the corresponding degree of free- 
dom is o? + 2212. The bias in the estimation of c^ will then be 
2"—? (average value of I’), the average being taken over the interaction 
terms included in the error sum of squares. The process more or less 
followed is to use higher-order interactions for the larger experiments, 
so that, as n increases, the average value of T? will generally decrease, 
and it is not easy to visualize the over-all effect, of this procedure. The 
error sum of squares will not be distributed approximately according to 
xo" with the appropriate degrees of freedom (if the infinite model 
holds), but according to the non-central x? distribution (Chapter 12). 
'The general result will be an underestimation of the significance of 
effects, with an overestimation of the errors of estimated effects. It 
appears that this bias could, under some circumstances, be quite ap- 
preciable, particularly if the error variance is small relative to effects 
and interactions. Under some circumstances, particularly in determin- 
ing broad technological procedures, this bias is probably not important, 
but, in more accurate scientific research, a single replicate cannot be 
regarded in any way as adequate with less than, say, 6 factors. 
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The illustration of these principles is a report of an experiment con- 
ducted at Rothamsted to determine the effect of certain fertilizers on 
the yield of mangolds (Table 14.10). 

Since the confounded interactions are not indicated, we proceed to 
determine them. We note first that the intrablock subgroup is (1), kd, 


Taste 14.10 PLAN AND YIELDS IN POUNDS OF MaNcorp Roots © 


I Ir 


pkd nd sk  spknd d pknd k snd 
844 1104 1156 1508 1248 1100 784 1376 


Block Totals 
spm kn sd p spkd skn — sp pn I $8,988 
1312 1000 1176 888 1356 1376 1008 964 II 9,212 

IH 8,412 
kd spd pnd pkn skd spkn knd spd IV 8,540 


896 1284 996 860 1328 1292 1008 1324 

Total 35,152 
sn spk (1) sknd pd pk n s 

1184 984 740 1468 1008 692 780 1108 


III IV 
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Tant 14.10 Prax AND Vibes ix Pouxps or Mancow Roors* (Continued) 
System of replication: 4 randomized blocks of 8 plots each. Certain high order 


interactions are confounded with blocks. 

Area of each plot: (After rejecting edge rows) 0.02322 acre. Plots actually 
Ms acre. 

‘Treatmonts: 2° factorial design 


iuo mein None, or 0.6 cwt N per acre (1) 
None, or 0.5 ewt P40, per acre (p) 
9 None, or 1.0 owt K3O per acre (4) 
Agricultural salt: None, or 5 ewt per acre (n) 
Dung: None, or 10 tons per acre (d) 


Basal manuring: Nil 


spd, pnd, pkn, sn, spk, sknd. Since all the 3-factor treatment combina- 
tions in this subgroup contain p, which is not included in sknd, and, 
since the remaining elements of the subgroup are check and 2-factor 
interactions not including p, we know that SKND is confounded, Af- 
ter further inspection we note that PKD is confounded, and hence the 
remaining confounded interaction is SPN. (SPN X PKD = N 
= SKND.) 


First compute Table 14.11. 

If we assume that the error is estimated from the unconfounded 3-, 
4, and S-factor interactions, the analysis of variance table is constructed 
in the following way. 


Coreeton factor: C^ o 5,614,470 

Total sum of squares: (844) + (1100) +--+ + (108) — CF = 40,176,128 — CF 
= 1,551,058 

Error sum of squares: y'y (sum of squares of unconfounded J., 4-, and S-factor inter- 
action totals) = 88,296 


AN EXAMPLE ?»» 

Treatment sum of squares: gly (sum of squares of total main effect and (actor 
interactions) = 1,420,538 

Block sum of squares: yhy (sum of squares of total PKD, SPN, and SKND) = 52,832 

Note that the sums of squares for treatment, blocks, and error, exeept 

for a multiplicative factor, are obtained immediately by squaring and 


Taste 14.11 Computation or Exaurta 


Treatments Yielde 1 2 3 4 5 Total Kffecta 
u) 740 1848 3744 7300 10128 35152 Mean 

‘ 1108 1806 3010 8708 19024 5 

P 888 1040 4240 90 2712 -312 P 

ud 1008 1070 4528 0884 2010 — 104 5P 

k TM 104 4716 1152 —128 152 K 

“a 110% 2270 4424 1500 184 1240 SK 

pk 002 2370 4500 148 -328 -48 PK 

apk 054 2152 (0084 Iis 432 —06 SPK 

^ 730 2424 488 -2010 100 202 N 

n 1184 2202 604 | SEE SN 

pn 864 224 752 -150 % (4 PN 

n 1312 2 808 -2 1008 % SPN (confounded) 
kn 1000 2480 204 -325 -M5 — 02 KN 

ohn 1370 23200 MM 0 400 - SKN 

phen %% 270 %% 45 20 ~40 PKN 

spln 1202 2008 — 868 4 =376 104 SPKN 

4 12489 308 — 48 -125 MOS 29 D 

of 1 12 -24 25 74 -m 

pi 108 372 302 * % -w PD 

spd 124 200 -24 294 30 70 SPD 

hd 806 40 -132 170 394 -108 KD 

ahd 13928 M8 -4 5 129 770 SKD 

pid BM 370 -10 74 03m 108 PKD (eonfounded) 
(pid i30 4323 2 — 34 -44 -09 b 

mi no -73 % -32 406 -0 ND 

ond i30 20 -0 -5 576 -M SND 

pud 99 432 - 108 -12 -176 PND 

+ pad 134 — 512 d M2 -42 -7 APND 

knd o 772 3% les -234 1% KND 

sind wes — 35 W n2 IM -33 SKND Coonlonnded) 
pind 140 4% m -w8 -3 — «^ PKND 

tphnd Mos 406-532 = 108 MO 210 SPKND 


Upper [Odd 6708 17732 19544 18528 18208 38090 
hal|Even 9420 17420 20006 21744 2204323 670 
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summing the relevant entries in column 5, Table 14.11. In addition 
to the usual check for the entries in Table 14.11, a further check of the 
ealeulations is thus available in this case: The total sum of squares cal- 
culated directly from the yields of the treatment combinations must be 
the total of the sums of squares for blocks, treatments and error as cal- 
culated above. 


TaBLE 14.12 ANALYSIS OF VARIANCE 


Source of Variation df Sum of Squares Mean Square 


Blocks 3 52,832 

Treatments 15 1,420,538 

Error 13 88,286 6,791.23 
"Total 31 1,561,656 


Mean yield: 1,098.50 Ib per plot 
Standard error: 82.4 Ib per plot or 7.5 percent of the mean 


Finally the effects and interactions should be converted to tons per 


acre and the results summarized in the usual form (indicated in the 
previous illustrative example). 


e 
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GHA TERPS 


Partial Confounding 


in 2" Factorial Experiments 


15.1 A SIMPLE CASE 


Consider the simplest possible factorial scheme, that involving 2 fac- 
tors a, b, each at 2 levels, and suppose that it is necessary to use blocks 
of 2 experimental units, The necessity of blocks of this size might 
arise, for example, in an experiment on young cattle, because it is easy 
to obtain a number of identical twins: that is, twins of the same genetic 
constitution and each pair of twins being a block. The advisability of 
using such material follows from the fact that error variance may be 
reduced to as little as 10 percent of the value with a randomly chosen 
pair. Again it may be that the experimenter can handle only 2 experi- 
mental units at the same time and that, if units were treated in random 
order, the experimental errors introduced by randomizing over “times” 
would be considerable. Another possible use of blocks of 2 plots would 
be in plant pathological work, the block being a leaf and the plots the 
2 halves. Suppose also that the experimenter wishes to obtain informa- 
tion on both main effects and the 2-factor interaction. 

The basic pattern of the experiment would then consist of 3 replicates 
arranged as in Figure 16. 


Replicate I Replicate II Replicate III 
Block 1% ab Block 1) ab Block 1| (1) ab 
2 () 6 2 () a 24a b 
Figure 16. 


Such a design arises if we decide that each treatment combination 


shall occur with every other treatment once in a block and is, therefore, 
271 
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one of the general class of designs called "balanced incomplete block 
design." We do not consider this class of designs until later chapters 
but examine the pattern in Figure 16 from the factorial point of view. 

It is obvious that in replicate I we have confounded with blocks the 
effect A, in replicate II the effect B, and in replicate III the 2-factor 
interaction 48. Each effect and interaction is then “partially con- 
founded" with blocks. In view of this, we shall estimate the effects 
and interaction from the replieates in which they are unconfounded 
with blocks: namely, 


Estimated from 
Replicates 
Effect A II, III 
Effect B 1, III 
Interaction AB LM 


These estimates will be subject to an error based on the variance of units 
within blocks of 2 units treated alike, and, in order to obtain a reasonably 
precise estimate of this error variance, we shall need several repetitions 
of the basic pattern. Supposing we have r repetitions of the basic pat- 
tern (ie., 3r replicates in all), the analysis of variance will have the 
structure shown in Table 15.1. 


TABLE 15.1 STRUCTURE OF ANALYSIS OF VARIANCE 


df 

Replicates 37 — 1 
Blocks within replicates 3r 

A 1 

B 1 

AB 1 
Experimental error 67 — 3 

Total 127 —1 


It is somewhat difficult to devise a notation that will allow all the 
mean squares to be written down algebraically, and so they will be 
described, 


1. Replicate Sum of Squares 

(grand total)? 

LM 

2. Blocks within Replicates. For each replicate we will have 

(total of replicate)? 
4 


1 
1 (sum of squares of replicate sums) — 


1 
> (sum of squares of block totals) — 
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each of these sums of squares having one degree of freedom, and there 
being 3r in all. 
3. Sum of Squares for A. The estimate of A will be 


1 
A= = [(um of plots with a - sum of plots without a) for replicates of 
types II and III] 
= =A) 
E say. 


The sum of squares will be [A]?/8r. 
4. Sum of Squares for B. The estimate of B will be 


1 
7 {(sum of plots with b — sum of plots without b) for replicates of types I 
1 
and III] = — [B] say, 
Ar 


and the sum of squares will be [B]?/8r. 
5. Sum of Squares for AB. The estimate of AB will be 


1 
m (sum of plots with neither or both of a and b sum of plots with one 
" 
1 
of a and b) for replicates of types I and II] = x, LB] say, 


and the sum of squares for AB will be [AB]"/8r. 
6. Sum of Squares for Experimental Error. This may be obtained by 
subtraction. 


It is of value in the analysis of most experiments, where possible, to 
examine the structure of the sum of squares for experimental error. 
We note that this is obtained in the following way. The effect A is es- 
timated from 2r replicates in all, and we could number these replicates 
1, 2, . , 2r and the estimate in each replicate 14[A,], where i runs from 
1 to 2r. The differences between these estimates are attributable en- 
tirely to experimental error, each estimate being a comparison within 
blocks of the replicate. It follows that 


Srl = lar 
i=l $ : 8r 
is an estimate of (2r — 1)e?, where c is the experimental error. Simi- 
larly, B and AB each contribute (2r — 1) degrees of freedom, making 
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up the total of (6r — 3) degrees of freedom for experimentalerror. The 
tests of significance are made in the usual way. 

With the usual procedure for obtaining the variance of a linear func- 
tion of random normal variables, the true variance of the estimate of 
Ais 1 2 


g 
dr + 4r)? = — 

Gan i 

and likewise for B and AB. 


15.2 EFFICIENCY OF PARTIAL CONFOUNDING 


In many cases the experimenter testing 2 factors may have the choice 
of using blocks of 2 units with partial confounding or blocks of 4 units 
with no confounding. If blocks of 4 units were used, each effect and 
interaction would be estimated from all of the replicates and would be 
subject to an error variance of c?,/3r, where 924 is the error variance 
with blocks of 4 units. 


Information 


No Confounding Above Partial 


Confounding 
A 
3r 2r 
B > E 
| 624 6 2 
AB 


The information of the partially confounded scheme, relative to that 
of the scheme with no confounding, is 


z 8r 26, 
PA c^, kó 3075 


where the subscript on c? denotes the number of units per block. If 
c^, is greater than 3402, (or o? is less than 24774), the information is 
greater with the partially confounded design. In general, 74 will be 
greater than c^», but whether it will be sufficiently greater to give the 
advantage to the partially confounded design depends on the experi- 
mental material. We have considered a scheme of partial confounding 
which results in equal information on main effects and the 2-factor in- 
teraction, but it may be more appropriate to obtain greater information 
on main effects. This would entail greater representation of replicates 
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of types I and II than of replicates of type III, to an extent depending 
on the relative amounts of information required. 


15.8 PARTIAL CONFOUNDING OF 2? EXPERIMENTS 


The arrangements utilizing partial confounding that are best for any 
situation depend on the information the experimenter wishes to obtain. 
Suppose, for example, with an experiment on 3 factors, a, b, c, each at 
2 levels, the experimenter desires the maximum possible accuracy on main 
effects and equal information on the 2-factor and 3-factor interactions. 
He will then use a number of repetitions of the pattern shown in Figure 17. 


I II III IV 
a) || a (1) |a a) 5 a) a 
ab ||b ac e bc e ab | b 
c ac b ab a | ab ac |c 
abe || be abe || be abc || ac bc || abc 
Confounding AB AC BC ABC 
FraumE 17. 


Suppose he uses r repetitions, the position of replicates, blocks within 
replicates, and plots within blocks being randomized. The informa- 
tion on each effect and interaction with no confounding and with the 
above system is given in Table 15.2, and the estimates will be made in 


the stated replicates. 


TABLE 15.2 INFORMATION GIVEN BY DESIGN FOR 2° SysrEM IN BLOCKS or 4 


No Confounding Above Pattern 
Informa-| Estimate from Um Estimate from 
tion tion 
A 8r/o% | All replicates 
B Sr/c^i AII replicates 
AB 6r/o"s Replicates of types II, III, IV 
c Se All replicates || 8r/c^4 All replicates 
AC 9:8 6770. Replicates of types I, III, IV 
BC 6r/074 Replicates of types I, II, IV 
ABC 6r/074 Replicates of types I, II, III 
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The units of information on each effect and interaction are obtained 
by noting that, for example, the effect A is estimated from all replicates 


1 
and, on a single plot basis, will be T (sum of 16r plots — sum of 16r 
r 


P 2 
plots) with a variance of (16r + 167) 0 = m Interaction AB, 
r 


16?r? 
for example, will be estimated from replicates of types II, IIT, and IV, 
because the replicates of type I give no information on AB, which may 


1 
be separated from block differences. It is, therefore, equal to 25 (sum 
T 
1 
of 12r plots — sum of 127 plots) and has a variance of 12575 (12r + 12r)c?, 
Li 

1 
= $* Note that the information on interactions relative to main 

B 


effects is 34, which is easily seen since the interactions are baséd on 34 
of the replicates. The variance of main effects is o74/8r, and that of 
interactions will be 


If c?, is less than 3407s, the partially confounded design will yield 
more information on interactions than the unconfounded design and 
substantially more information on main effects. 

The partition of degrees of freedom in the analysis of variance will 
be asin Table 15.3. The calculation of the sums of squares is made ex- 


"TABLE 15.8 STRUCTURE OF ANALYSIS OF VARIANCE 


df 

Replicates 4r—1 
Blocks within replicates Ar 

A 1 

B 1 

AB 1 

0 1 

40 1 

BC 1 

ABC 1 
Error 241 — 7 

Total 32r — 1 


actly analogously to the previous case. 
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It is instructive to examine the constitution of the block sum of 
squares and of the error sum of squares. First, the degrees of freedom 
for error are shown in Table 15.4. 


Tanin 15.4 

A by replicates — (All) 4r-1 
B by replicates (All) 47 — 1 
0 by replicates (All) 4r-1 
AB by replicates (II, IIT, IV) Zr — 1 
40 by replicates (I, III, IV) 37 - 1 
BC by replicates (I, II, IV) Zy — 1 
ABC by replicates — (I, II, III) 3-1 

Total Ar — 7 


The interaction AB, for example, is estimated from 3r replicates, and 
the sum of squares between the estimates for each replicate will have 
(3r — 1) degrees of freedom. 

The composition of the block sum of squares is obtained from the 
fact that each of the interactions AB, AC, BC, and ABC is confounded 
in r of the replicates, so that the sum of squares could be broken down 
according to the partition given in Table 15.5. 


Tanie 15.5 
df 
AB 1 
AC 1 
BC 1 
ABC 1 
Block error dr — 4 
Total Ar 


This is mentioned here as a simple illustration of the fact that infor- 
mation on confounded interactions can be obtained from block compari- 
sons. It is usual with small experiments to ignore this information, re- 
lying completely on intrablock (i.e., within block) comparisons. When 
we deal with quasifactorial designs, we shall find the utilization of this 
information to be important. 


15.4 CONFOUNDING WITH 4 FACTORS IN BLOCKS OF 4 
PLOTS 


As a more complicated example of partial confounding the following 
is of some interest for 4 factors in blocks of 4 plots. The basic pattern 


is of 4 replicates, the confounding being 
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Replicate Confounding 
I AB, CD, ABCD 
II AC, BD, ABCD 
III AD, ABC, BCD 
IV BC, ABD, ACD 


In this case there is full information on main effects, 34 information on 
2- and 3-factor interactions and V4 information on the 4-factor interac- 
tion. 

À second example on the 2* system in blocks of 4 plots is based on the 
completely orthogonalized 4 X 4 square. Consider the square shown 
in Table 15.6. 


TABLE 15.6 
(1) a b ab 
(1) ECT Bg» C Dô, 
c By, As Da» | Cfi 
d Cs Dy ABs Bos 
cd Dfs Cos Em Ay: 


If we insert a completely orthogonalized square, it will be found that 
making up blocks according to rows, columns, Latin letters, Greek let- 
ters, and numerals (say) corresponds to the confounding of 


A, B, AB 
€ D, CD 

AC, BD, ABCD 
AD, ABC, BCD 
BC, ABD, ACD 


The analysis of such an experiment is left to the reader. 


15.5 PARTIAL CONFOUNDING OF A 2: EXPERIMENT IN 
BLOCKS OF 2 


As a final example of partial confounding of a 2” experiment in a de- 
sign with one restriction, we may consider the case of a 2* experiment 
in blocks of 2 plots. With r replicates we shall have 7r degrees of free- 
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dom for blocks, up to 15 for treatment and, therefore, about (9r — 15) 
degrees of freedom for error. In order to have an error based on a rea- 
sonable number of degrees of freedom, we need at least 4 replicates. 
With 4 replicates, the best confounding appears to be (cf. Table 14.8): 


I A, BC, ABC, BD, ABD, CD, ACD 
II B, AC, ABC, AD, ABD, CD, BCD 
III C, AB, ABC, AD, ACD, BD, BCD 
IV D, AB, ABD, AC, ACD, BC, BCD 


These 4 replicates give 34 relative information on main effects, 14 rela- 
tive information on 2-factor interactions, A relative information on 3- 
factor interactions, and full relative information on the 4-factor inter- 
action. 'The design specified by these systems of confounding appears 
satisfactory for a situation in which an experimenter wishes to test 4 
factors each at 2 levels in blocks of 2 plots. The analysis is left as an 
exercise for the reader, since it presents no new difficulties. 


15.6 CONFOUNDING IN LATIN SQUARES 


It is sometimes possible to arrange the treatment combinations in 
the form of a Latin square such that interactions of no interest to the 
experimenter are confounded with rows and columns of the Latin square. 
It must be remembered that, in order to obtain an unbiased estimate of 
error from a Latin square, all rows and all columns must be rearranged 
in a random order. Thus, we cannot arrange the experiment so that 
rows (or columns) forming each complete replication necessarily fall to- 
gether in the field. In this section we shall consider the various types 
applicable to sets of factors at 2 levels only. 


15.6.1 The 2? Design in Two 4 X 4 Latin Squares 

As we have seen, we can arrange à 2? design in blocks of 4 plots in 
such a way as to confound any 1 degree of freedom for treatments. So, 
in a 4 X 4 Latin square we may, considering rows as blocks, confound 
1 degree of freedom with rows, and then, considering columns as blocks, 
confound 1 degree of freedom with columns. Since 2 replicates are 
necessary to get an adequate estimate of error, we may completely con- 
found these 2 degrees of freedom, or we may partially confound 4 de- 
grees of freedom, or we may partially confound 2 degrees of freedom (say, 
two 2-factor interactions) and completely confound 1 degree of freedom, 
say, the 3-factor interaction. Examples of each follow. 
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Suppose we are testing all combinations of the 3 common fertilizers 
n, p, and k. The 8 treatments are: 


(1), n, p, np, k, nk, pk, npk 
1. If NPK is confounded with columns, PK with rows, both repli- 
cates will be randomizations of 1 of the 2 squares: 


Q) n è pk npk (0 n pk npk 


np p nk k np k nk p 
or 

nk k np p nk p np k 

pk npk (1) n pk npk (1) n 


The reader may verify that the effects given are actually confounded. 
The analysis of variance appears in Table 15.7. 


TABLE 15.7 


Due lo 
Squares 
Rows within squares 
Columns within squares 
"Treatments 


* S 


N 
————— 


Error 13 


Total 31 


It will perhaps be instructive to the reader to sketch the analysis of 
this design from the point of view of least squares. We shall take, for 
this purpose, the case of 2 replicates like the first square. The model 
we shall use is 


Vir = wb si + pij + Yir + nid ega 


where i denotes the square, j the row, k the column, / the treatment 
combination on plot (ijk), the other symbols having the obvious mean- 
ing. We may suppose that the rows and columns in each square are 
numbered in order as the rows and columns of the first square listed 
above. Then we may write, for example: 
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7111 =n ＋ s+ li ＋ III —3N —3P+43NP -1K RÀNK 
＋ RK —3NPK ten 
Vus = p + & + pu + ma 2 N- àK NRX 
+4PK + 4NPK + el 
Vus = ＋ 8 + pu + va —3N + P — NP +4K AVK 
+ 4PK — NPK + ens 
Vus = ud 5 + pn + via + BN + A + NP + ÀK + NK 
+ 4PK + 43NPK + eu 
and so on. It will be found that y11, yai, Y13, and vs always are asso- 
ciated with — NPK, and the other column constants with 4-14N PK. 
The least squares procedure may now be applied, and it will lead to the 
usual estimates of N, P, NP, K, and NK, which are orthogonal to 


squares, row and column estimates, and, hence, to the analysis of vari- 


ance given. 
2. If NPK, NP, NK, and PK are partially confounded, we get the 
results shown in Table 15.8. 


TaBLE 15.8 Desion rom 2 iN Two 4 X 4 Latin Squares 


Square I Square IT 
() n pk npk („) p npk nk 
np p nk k np n k pk 
nk k npp npk nk (1) p 
pk npk (1) n k pk np n 


In this case, we have confounded NPK with columns and PK with 
rows in replicate I, and NK with rows and NP with columns in repli- 
cate II, so that NPK and NP are estimated from II only and NK and 
NP from I only. We obtain full information on main effects and 34 
relative information on all the interactions, and the analysis of vari- 
ance given in Table 15.9, in which the terms are computed in the ordi- 
nary fashion. The reader would be well advised to examine this de- 
sign also, from the point of view of least squares. 


282 PARTIAL CONFOUNDING IN 2" FACTORIAL EXPERIMENTS 


TABLE 15.9 Anatysis or DESIGN or TABLE 15.8 


Due to 
Reps 
Rows within reps 
Columns within reps 
Treatments 


soars’ 


= 
* 
Bee eee 


Error 11 


Total 31 


3. An example, completely confounding 1 degree of freedom and par- 
tially confounding 2 degrees of freedom is given in Table 15.10. 


TABLE 15.10 DESIGN FOR 2? iN Two 4 X 4 LATIN SQUARES 


Square I Square II 
(1) n pk npk D* np npk 
np p mk * nk n pk p 
nk k np p np npk (1) k 
pk npk (1) n pk p nk n 


Here we have confounded NPK with columns in both squares and 
PK with rows in square I, NP with rows in square II. Thus we 


TABLE 15.11 ANALYSIS OF VARIANCE FOR Desicn or TABLE 15.10 


Due lo 
Reps 
Rows within reps 
Columns within reps 
"Treatments 


O 


* 
Be eee 
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have full information on N, P, K, NK; M relative information on NP 
and PK, and no information on NPK, NP being estimated from I and 
PK from II. 


15.6.2 The 2? Design in Three 4 X 4 Latin Squares 

With 3 squares the 3-faetor interaction may be confounded with 
columns in all 3 squares and each 2-factor interaction confounded with 
rows in 1 square. Then we have 24 the relative information on the 
2-factor interactions. Alternatively, if 2-factor interactions are of the 
same interest as main effects, we may confound each in Y of a square, 
giving 24 the relative information on each effect except the 3-factor in- 
teraction which is confounded in all 3 replicates, as shown in Table 15.12. 


TABLE 15.12 DESIGN FOR 2? IN THREE 4 X 4 LATIN SQUARES 


Square I Square 11 Square III 
N i p pk p P (0) n nk k K 155 n np p 
N 
np n nk npk np p pk npk nk k pk npk 
[pk k np n iis k np p la p nk n 
NR K NP 
d i npk (I) 5 ee e (an np npk (1) k 


Here NPK is confounded with columns in each replicate, while the 
effect confounded in each row pair is indicated. N and NK are esti- 
mated from replicates II and III, P and PK from I and III, and K and 


NP from I and II. 


TaBLE 15.13 ANatysts oF VanrANCE or DzsioN or Tasis 15.12 


Due to 
Reps 
Rows within reps 
Columns within reps 
"Treatments 


ooon 


m 
Bee eee 


21 
Total 4T 
15.6.3 2! Design in 8 X 8 Latin Squares 


Insofar as we are considering only complete confounding of interac- 
tions with rows or columns, the only other square layout to be consid- 
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ered is the 8 X 8 square. Any 1 degree of freedom for a main effect or 
interaetion may be confounded with rows, and, at the same time, an- 
other degree of freedom for a main effect or interaction may be con- 
founded with columns. Alternatively, partial confounding may be 
adopted, each of 4 degrees of freedom for 3-factor interactions being con- 
founded in one of the 4 row pairs, and the 4-factor interaction being 
completely confounded in the 4 column pairs. Three quarters of the 
relative information will then be available on the 3-factor interactions. 

In Table 15.14, ABC, ABD, ACD, BCD are confounded with row 


TABLE 15.14. DESIGN ror 4 FACTORS IN AN 8 X 8 SQUARE 
( d ab abd ac acd bc bed 


: ad a bd b cd abe abd c 

II ab 0 (2 ab ad bed bd acd 
ac b bc a abd abd cd d 

III cd abc ac bed (1) 5 ad abd 
be acd abd c id d ab a 

IV bd abd cd acd be a (1 abe 
abd bed ad d ab c ac 5 


pairs I, II, III, IV, respectively, and each may be estimated from those 
rows in which it is not confounded. ABCD is completely confounded 
with columns. Further partial confounding may be done as with 2° 
experiments. The structure of the analysis of variance for this example 
is given in Table 15.15. 


TABLE 15.15 ANALYSIS OF VARIANCE FOR Desicn or TABLE 15.14 


Due to df 
Rows 7 
Columns T 
"Treatments 14 


(One each for A, B, AB, C, 
AC, BC, ABC, D, AD, BD, 
ABD, CD, ACD, BCD) 
Error 35 


Total 63 
15.6.4 Arrangements for 5 and 6 Factors in an 8 X 8 Square 


Yates ! gives a balanced group of sets for confounding in a 2° design 
in blocks of 8 plots: 
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ABC ADE BCDE 
ABD BCE ACDE 
ACE BCD ABDE 
ACD BDE ABCE 
ABE CDE ABCD 


If only a single 8 X 8 square is available, 4 out of the 5 sets may be 
confounded, 2 with rows and 2 with columns. In the square in Table 
15.16 the first group is confounded in rows 1-4, the second in rows 5-8, 
the third in columns 1-4, the fourth in columns 5-8, and the fifth group 
is unconfounded. 

TABLE 15.16 


(2 abe be ace abd bede de acd 


abde d a be cde ace abd bc 
ae b abd de ac cd bce abcde 


The analysis is performed in the usual way, partially confounded in- 
teractions being estimated from the rows or columns in which they are 
unconfounded. As with all these designs in Latin squares, rows and 
columns must be completely randomized among themselves in order 
for an unbiased estimate of the error to be obtained. In the case of 6 
factors, the system of confounding will be of the type: 


Rows ACE, ADF, BDE, BCF, ABCD, ABEF, CDEF 
Columns ABF, ADE, BCD, CEF, ABCE, ACDF, BDEF 


The square in Table 15.17 confounds these interactions. If 128 plots 
are available, a second square confounding a different set of 3-factor 
interactions may be obtained from the above square by transforming 
a to c, c to f, f to e, and eto d. Two 4-factor interactions will be con- 
founded in both squares (completely confounded). 
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TABLE 15.17 
(1) ade bdf - abef  cdef acf bee abcd 


acdf cef abc bede ae d abdef bf 
bef abcdef cd ace bde ab ef adf 
abce bed acdef cf abdf bef a de 


Yates has pointed out? that there are some difficulties with this de- 
sign. It is possible, with certain arrangements of the rows and columns, 
for the contrast representing one of the main effects to consist of the 
contrast between the diagonally opposite pairs of quarters of the whole 
square. This will occur with considerable frequency if rows and col- 
umns are randomized, as they should be. Yates makes tentative sug- 
gestions for overcoming this defect, but it is probably better in the 
present state of knowledge to avoid the design, or to replicate it.* 


15.7 DOUBLE CONFOUNDING 


This term is used to denote the arrangement of a set of factorial com- 
binations in a rectangular array, say, rows by columns, in such a way 
that interactions of little interest are confounded either with rows or 
with columns. With a 2” experiment, we shall have 2” rows and 2" ^ 
columns. For 5 factors each at 2 levels we could use the arrangement 
given in Table 15.18 before randomization. 


TABLE 15.18 2° EXPERIMENT IN 4 X 8 PATTERN 
(1) ab de abde ace bee acd bed 
abe e abd d bc ac bede acde 
cde abcde c abc ad bd ae be 
abed cd abce ce bde ade b a 


In the arrangement, ABC, CDE, ABDE are confounded with rows, 
and AB, CD, ABCD, BDE, ADE, BCE, and ACE are confounded with 


*See in this connection “Restricted randomization and quasi-Latin squares.” 
P, M. Grundy and M. J. R. Healy. J. Roy. Stat. Soc. (B), 12, 286-291, 1950. 


MISSING VALUES IN FACTORIAL EXPERIMENTS 287 


columns. The design is simply obtained by writing down the intra- 
block subgroup corresponding to the row confounding in a row and the 
intrablock subgroup corresponding to the column confounding in the 
first column and taking products according to the usual rules. This 
particular design is of little value unless repeated, for the only means 
of estimating the error variance is to use unconfounded interactions in- 
volving 3 or more factors, so that only 8 degrees of freedom are avail- 
able. In repetitions it would be well to use different schemes of con- 
founding so that some within-row-and-column information could be ob- 
tained on all effects and interactions. The general value of such de- 
signs is limited because it is necessary to assume that row effects are 
constant over all columns, and the minimum number of columns is 8. 
If long rectangular plots are used, the design could, however, be valua- 
ble for field experiments. The designs in Latin squares are, of course, 
a particular case of the general class discussed in this section. 


15.8 MISSING VALUES IN FACTORIAL EXPERIMENTS 


Unconfounded factorial experiments present no new problem. Fac- 
torial experiments in which only complete confounding is used may be 
“filled in” in a simple way. Considering the case of 1 missing plot in 
1 block of 1 replicate, we may obtain the difference between the mean 
of the other treatments of this block and the missing treatment in the 
other replicates and apply this to the mean of the treatments represented 
in the block to give an estimated value for the missing observation. 
Thus, suppose we had 2 replicates, and the 2 relevant blocks are as 


a) 8 
npk 9 


ks 10 
nps Missing 


FiauRE 18. 


shown in Figure 18, then the estimated value is 


8 12 ＋ 15 + 14 
ö DE ) = 9 + (13 -:5b = 8 


This value may be inserted for purposes of estimation. For tests of 
significance and estimation of the error of estimates, the position is 
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more complex, and it will, for most purposes and with large experiments 
(say, involving 4 or more factors), be sufficient for us to reduce the error 
degrees of freedom by the number of missing plots before the error 
mean square is obtained and, thenceforth, to disregard the fact that 
any observations were missing. 

In partially confounded experiments the situation is more complex. 
We can certainly follow the usual procedure of inserting algebraic values 
for the missing values and then minimizing the error sum of squares 
with respect to these algebraic values. This procedure could be very 
tedious, and a simpler approximate device would be to find other blocks 
containing the missing combination and some of the other combina- 
tions of the block with the missing observation, and perform a calcula- 
tion like the above for the complete confounding case. 
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CHAPTER 16 


Experiments Involving 
Factors with 3 Levels 


16.1 INTRODUCTION 


In the case of factors each at 2 levels, we have seen that the differ- 
ences between yields of treatment combinations may be expressed simply 
in terms of main effects and interactions. This simplicity arises because 
each factor has 2 levels, and the effect of any 1 factor may be expressed 
by 1 figure, the yield with the factor at the higher level minus the yield 
with the factor at the lower level. With factors at 3 levels, we can ex- 
press the effect of a factor in 2 ways. First, we can express the yield 
at each level as a deviation from the mean yield at the 3 levels, giving, 
say, Ao, A1, and Ag, where Ao + 41 + Ag = 0. This method is useful 
mathematically, as will be seen later in that symmetry properties are 
retained, 

The experimenter is however more likely to be interested in the other 
method. We suppose that the 3 levels of a factor, say, 0, 1, 2, corre- 
spond to amounts of a factor (e.g., fertilizer 0, 1, and 2 cwt per acre). 
Suppose these yields are plotted on a graph as in Figure 19. 


Yield 


1 
Amount of factor 
FicvnE 19. 


There are 2 responses to a unit amount of the factor, a, — ao at the 
level 0, and a — a; at the level 1. We may take the sum of these as 
the average effect of the factor, i.e. [(aa — a1) + (a; - ao)) which 
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equals (ag — ag). As a measure of the extent to which the response is 
falling off as the level increases, we may take (dz — di) — (ai — ao) 
which equals a — 2a; + ao. We therefore define the linear effect of 
the factor a by 

A’ = (as — ao) 


and the quadratic effect by 
A" = $(as — 2a, + ao) 


These may be derived apart from constant divisors by regression theory if 
one wishes. The linear regression coefficient of yield on amount of factor 
is equal to (as — 40) /2 corresponding to Z(r — z)(y — j)/Z(x — x)” for 
the linear regression of y on x. The quadratic effect is the linear contrast 
among do, 41, @2, which is orthogonal to the linear effect (a2 — ao). In 
passing it may be noted that, if the a levels do not correspond to equal 
spacing, it may be preferable to define the linear effect differently (ac- 
cording to the regression approach) and the quadratic effect correspond- 
ingly. 

Now consider 2 factors, a, b, each at 3 levels, which we denote by sub- 
scripts 0, 1, and 2. The interaction of these 2 factors will be the inter- 
action of a 3 X 3 table and will have 4 degrees of freedom. These 4 
degrees of freedom may be separated into contrasts each with a single 
degree of freedom in many ways. The most useful in the interpretation 
of experiments is the following: 


A'B! = (% — ao) (b2 — bo) 
A" B! = i(as — 2a1 + ao) (be — bo) 
A'B" = Ae — ao) (bs — 2b; + bo) 
ANB" = BG — 2a; + do) e — 21 + bo) 


each having 1 degree of freedom. The choice of a divisor in each of 
these expressions is a matter of convention entirely. Throughout we 
have used the convention that any effect or interaction is to be expressed 
on the basis of the difference between 2 plots, and we shall adhere to 
this rule. 

This system for expressing the results may be extended indefinitely. 
Thus, for 3 factors, a, b, and c, we shall have 26 degrees of freedom of 
the following types: 


FORMAL METHOD OF DEFINING EFFECTS AND INTERACTIONS 291 

3 linear effects: e. g., (2 — ao) (bo + bi + be) (co + € + e) = A’ 

3 quadratic effects: e.g., 18 (0 — 241 + ao)(bo + bi + be) (co + c1 + 
c2) = A" 

3 linear X linear interactions: e.g., $(a2 — do) (b2 — bo) (eo + ei + c2) 
= A'B' 

6 linear X quadratic interactions: e.g., 35(as — ao)(b» — 2b1 + bo) X 
(co + ¢1 + c2) = A'B” 

3 quadratic X quadratic interactions: e.g, Zr (u — 24 — 40) (02 — 
2b, — bo) (eo + c1 + c2) = A" B" 

1 linear X linear X linear interaction: }(a2 — ao)(b» — bo)(c2 — co) = 
A' B'C' 

3 linear X linear X quadratic interactions: e.g., 3 (% — 40) (b — bo) 
X (co — 201 + c2) = A'B'C" 

3 linear X quadratic X quadratic interactions: e.g., 16 (42 — 40) (02 
— 271 + bo) X (cz — 2&1 + eo) = A'B"C" 

1 quadratie X quadratie X quadratic interaction: 3 (% — 2a, + ao) 
X (bo — 2b; + bo) (ee — 2er + ec) = A"B"C" 


The value of this system depends entirely on the presupposition that 
the factors will be largely linear in their effects and that interactions 
involving quadratic effects will be less important. This is frequently 
the case, though the above procedure must be regarded as an easily 
understood approximation to the facts, just as the use of effects and low- 
order interactions for factors at 2 levels is an approximation, as was 
noted in Chapter 13. 


16.2 THE FORMAL METHOD OF DEFINING EFFECTS AND 
INTERACTIONS 


We shall introduce this method by an intuitive argument. Consider 
first the case of 2 factors, a, b, each at 2 levels, 0 and 1. The 4 treat- 
ment combinations may be represented by the points (0, 0), (1, 0), 
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(0, 1), and (1, 1) on the Euclidean plane with axes 21, £2, the first co- 
ordinate referring to the level of a and the second to the level of b. 
The effects and interactions defined in previous chapters have a simple 
algebraic interpretation. The effect of A is, for example, the compar- 
ison of treatment combinations for which xı = 0 against those for which 
41 = l. Likewise, the B effect is the comparison of those treatment 
combinations for which z9 = 0 versus those for which z; = 1. The inter- 
action is in the former notation, the comparison among treatment com- 
binations. 
(1) +ab-—a-b 


i.e., of the points (0, O) and (1, 1) versus the points (I, 0) and (0, 1). 
For the first point (0, 0), 


2143-29 — 0 
and, for the second (1, 1), 

2; ＋ 12 = 2 
and, for the other 2 points, 

11 ＋ 243 — 1 


If we work with numbers reduced modulo 2, that is, we replace any 
number by the remainder when it is divided by 2, the interaction is the 
comparison of those treatment combinations for which 


zı + 2 = 0 mod 2 
versus those for which 
zı + z? = 1 mod 2 


With 3 factors, a, b, c, each at 2 levels, we represent the treatment com- 
binations by a point in 3-dimensional space (z;, xs, z3). Thus: 


(1) = (0,0,0); a= (1,0,0); b= (0,1,0); ab - , 1, 0) 
= (0, O, 1); ac— (I, 0, 1); be = (0, 1, D); abe = (1, 1, 1) 


It is easily verified (and follows from the relations of evenness of num- 
ber of letters in common between treatment symbols and symbols for 
effect and interaction) that the effects and interactions are based on a 
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comparison of 2 groups of the treatment combinations given by the 
equations in Table 16.1. 
TaBLE 16.1 


Effect or Left-Hand Side 
Interaction of Equation 


A Zl 
B T2 
AB 11 + X9 
0 T3 
AC zı + 23 
BC X9 + 23 


ABC ay + 22 +23 


For example, the treatment combinations entering the ABC nega- 
tively are (1), ab, ac, and be, and for these x; + x2 + 23 equals 0, 2, 2, 
and 2, respectively: in other words it equals 0 modulo 2. The treatment 
combinations entering positively are a, b, c, and abc, and for these 
2, + 42 + 23 equals 1, 1, 1, and 3, respectively, or equals 1 modulo 2 
for each treatment combination. It is a simple matter to derive the 
rule of the generalized interaction with this notation. 

The above approach for the 2” system suggests the appropriate ap- 
proach for the 3” system. Consider the arrangement of the 9 treatment 
combinations with 2 factors. 11 7 

——— 271 
400) .10 (2,0) 


Level of b 0,1) „0, 1) , J) 


«02 (1,2) 2, 2) 


The main effect of a will be represented by the comparisons among 3 
means: those for which 2, = 0, for which x; = 1, and for which æ1 = 2. 
'The representation of these effects as 2 linearly independent, numbers 
may be obtained by considering each mean as a deviation from the 
over-all mean. Likewise, the main effect of b will be represented by the 
comparison among the 3 means, those for which x = 0, v2 = 1, and 
29 = 2. The interaction of the factors a and b we know to have 4 de- 
grees of freedom. We can consider these 4 degrees of freedom from the 
point of view of the completely orthogonalized 3 X 3 square. If we 
insert Latin and Greek letters so as to get a completely orthogonalized 
square, we have the square: 


Aa BB Cy 
By Ca AB 
C8 Ay Ba 
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The comparison among columns gives the effect of a, among rows the 
effect of b. "Those among Latin letters and those among Greek letters 
each with 2 degrees of freedom represent the 4 degrees of freedom for 
the interaction of the 2 factors. Consider the grouping given by Latin 


letters, namely: 
(0, 0), (2, 1), and (1, 2) 
versus (1, 0), (0, 1), and (2, 2) 
versus (2, 0), (0, 2), and (1, 1) 
For the first set of 3 treatment combinations, xz; + zə takes on the value 
0, 3, and 3, i.e., O modulo 3; for the second set, xı + x2 takes on the 
values 1, 1, and 4, i.e., 1 modulo 3; and, for the third set, z; + 22 equals 
2,2, and 2. So 2 degrees of freedom are given by the comparisons among 


plots for which x; + z9 = 0, = 1, = 2 mod 3. 
Similarly, the Greek letters give the grouping: 


(0, 0), (1, D, and (2, 2) 
versus (1, 0), (2, 1), and (0, 2) 
versus (2, 0), (0, 1), and (1, 2) 


The function xı + 2x2 modulo 3 takes on the value 0 for the first group, 
1 for the second, and 2 for the third (1 + 2 X 2 = 5 = 2 mod 3). 

In summary then, the effects and interactions for 32 design are given 
in pairs of degrees of freedom by the comparisons among 3 sets of treat- 
ment combinations, as follows: 


A: 21 = 0, = 1, 2, 
B: 12 = O, = 1, = 2, 
5 A ^ ^ Eee 
z 29 =0, = 1, = 2, 
Interaction| y : j 
tı + 22 = 0, = 1, = 


It is convenient to denote the pair of degrees of freedom correspond- 
ing to the equations z; + 2% = 0, = 1, = 2 by the symbol AB and the 
pair corresponding to xı + 2 = 0, = 1, = 2 by AB. The inter- 
action degrees of freedom may also be represented by BA and BA’, 
respectively. The pair of degrees of freedom corresponding to BA are 
given by the contrasts among the 3 groups of treatment combinations 
for which 

42 ＋ 41 =0 


z + zı = 1 mod 3 


and 2 
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and these equations are identical with those specifying the groups that 
give the interaction degrees of freedom denoted above by AB. The 
interaction degrees of freedom corresponding to BA? are given by the 
contrasts among the 3 sets of treatment combinations specified by the 
equations: 


tg +22, = 0 
42 ＋ 211 — 1 mod 3 
z + 221 = 2 


But the solutions of the equation 
X9 + 221 = 0 mod 3 
are the same as the solutions of the equation: 


2012 + 21) = 0 mod 3 

i. e., 
22 + 41 = 0 mod 3 

i. e., 
2; + 229 = 0 mod 3 


Similarly, the solutions of the equation 


2 + 2a, = 1 mod 3 


are the same as the solutions of the equation 


22 + 11 = 2 mod 3 


and the solutions of the equation 


£a + 2v 


2 mod 3 


are the same as those of 
22 + xı = mod 3 


The groups given by the symbols AB? and BA? are the same, and the 
sum of squares will be the same, being that ascribable to differences 
among the 3 groups. It is convenient, in order to obtain a complete and 
unique enumeration of the pairs of degrees of freedom, to adopt the rule 
that an order of the letters is to be chosen in advance and that the power 
of the first letter in a symbol must be unity. This latter is obtained by 
taking the square of the symbol with the rule that the cube of any letter 
is to be replaced by unity, if the initial letter of the symbol occurs raised 
to the power of 2. 
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We may extend this process indefinitely. For 3 factors we have the 
results shown in Table 16.2, where only the left-hand side of the equa- 
tion is written down in each case. 


TABLE 16.2 
Effect or 
Interaction Equation 
A zi 
B 2 
AB zı +22 
AB? 11 223 
0 T3 
AC 11 + 43 
AC? zi + 223 
BC T2 + T3 
BC? 12 + 2x3 
ABC 11 + 22 + T3 
ABC? 11 + 42 + 223 
AB'C 11 + 22 + T3 
ABC? 11 + 222 + 28 


Note that the 8 degrees of freedom for the 3-factor interaction break 
down into 4 sets of 2 degrees of freedom. This may be shown (ef. 
Fisher i) by considering the 3 X 3 Latin square. 

The 4-factor interactions of 4 factors each at 3 levels correspondingly 
breaks down into 8 sets of 2 degrees of freedom, which may be denoted 
a5 in Table 16.3. 


TABLE 16.3 

Symbol Equation (LHS only) 
ABCD Zi + 12 + T3 + T4 
ABCD? 11 + x9 + 23 + 224 
ABC?D zi + 42 + 223 + 24 
ABC?D? 11 + 22 + 223 + 224 
AB'CD 41 + 22 + 23 + 24 
ABCD? 41 + 22 + xg + 274 
AB'C*D T1 + 22 + 23 + z4 
ABD? 21 + 272 + 213 + 2a 


The extensions are quite straightforward and will not be enumerated. 
For the 3" system we shall have (3" — 1)/2 symbols, each representing 
2 degrees of freedom. 

In presenting the above we have relied on intuitional generalization. 
The properties indicated are easily proved and will be presented for the 
general p" system in the next chapter. 
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16.21 Yields of Treatment Combinations in Terms of Effects and 
Interactions 


The symbols used above to denote pairs of degrees of freedom will 
also be used to denote the magnitudes of effects and interactions in the 
following way. Each symbol represents a division of the 3" treatment 
combinations into 3 groups of 3"^! treatment combinations. The sym- 
bol, with a subscript which is at the right-hand side of the equation 
determining the particular one of the 3 groups in which treatment com- 
binations lie, will denote the mean yield of that group as a deviation 
from the mean. Thus, e.g.: 


Ay = (mean of treatment combinations containing ao) — (mean 

of all treatment combinations) 

AB y = (mean of treatment combinations for which xı + zo 
= 0 mod 3) — (mean of all treatment combinations) 

AB, = (mean of treatment combinations for which x + 22 
= 1 mod 3) — (mean of all treatment combinations) 

AB?C, = (mean of treatment combinations for which x + 229 + 23 = 

1 mod 3) — (mean of all treatment combinations) 


With these definitions the yield of a treatment combination ajbjcy in 
terms of effects and interaetions is 
aj, = p + As + Bj + ABU + AB + Ce 
+ ACH + AC iua + BCja + BC? 40% + ABC 
＋ ABC; 442i + A BC + ABC 405424 
where all subscripts are reduced modulo 3, and ų is the mean of all com- 
binations. For example, the yield of the treatment combination dibiez 
is given by 
abies = p + Ay + By + AB: + AB’y + C2 + ACo + ACs 
+ BC, + BOC + ABC; + ABC?» + ABC + AB 
Given this rule it is possible to express any linear contrast of the yields 
of the treatment combinations in terms of the effects and interactions. 
The process appears somewhat complex but is in fact very simple to 
operate, once one acquires the rules of reduction modulo 3: i.e., that 


every subscript is to be divided by 3 and the remainder substituted. 
It may be noted that this reparametrization of the general linear hypoth- 
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esis model is not of full rank, in that Ao + Ay + Ay = 0, for example 
(see Chapter 6). If a reparametrization of full rank were used, the sym- 
metry in the equation for a,b;c, could not be retained. 

Now suppose that the treatment combinations are tested the same 
number of times in a randomized block trial. Then the yield of a treat- 
ment combination will, under additivity, be equal to the true yield plus 
an error. The errors may be regarded as uncorrelated, and the best 
estimate of any contrast of the true yields is the same contrast of ob- 
served means. It is easily verified that the estimates of quantities 
o; — oj and by — Bi, where o, f are different ones of the set of symbols 
A, B, AB, AB’, ABC, etc., and the i, j, k, l have values equal to 0, 1, 
or 2, are uncorrelated. 


163 CONFOUNDING 


We came across the notion of generalized interaction for 2" experi- 
ments, namely, that, if effects or interactions represented by X and Y 
are confounded, so is X Y, obtained by multiplying the symbols together, 
eliminating common letters (or what amounts to the same thing) equat- 
ing the square of any letter to unity. This notion enabled an easy enu- 
meration of systems of confounding. 

In the 3" system we have noted that the 3" — 1 degrees of freedom 
may be broken down into (3" — 1)/2 sets of 2 degrees of freedom, to 
each set of which we have attached a symbol. We note also that the 
interaction of 2 effects consists of 2 pairs of degrees of freedom; the 
interaction of A and B being AB and AB?. The rule of the generalized 
interaction for the 3" system is that, if pairs of degrees of freedom cor- 
responding to X and Y are completely confounded, then so are the pairs 
of degrees of freedom corresponding to XY and XY?, where the rule of 
multiplication is the ordinary commutative one with the condition that 
the cube of any letter is to be equated to unity. The ambiguity which 
could apparently arise if a different order were taken is nonexistent, be- 
cause the effect or interaction given by, say, the comparison of treat- 
ment combinations for which Az; + Aga + Agzg .. . = 0, = 1, = 2 
is the same as that given by the comparison of treatment combinations 
for which 2X,z, + 2 + 2 +---=0, — 2, — 1. We have 
adopted the rule that, in any symbol, the power of the first letter should 
be unity. If a multiplication results then in A?BCD, say, we replace 
this by (A?*BCD)? = A*B*C?D? = AB?C?D?. In this way we achieve 
a complete and unique specification of all the effects and interactions. 

An example of the use of this symbolism is the following. Suppose 
we wish to arrange a 3° experiment in blocks of 3. A complete list of 
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the 13 systems of confounding is given in Table 16.4, in each system 4 
pairs of degrees of freedom being confounded. For example, if AB and 
AC? are confounded, so is 


AB X AC? = A? BC? = A*B?C* = AB?C 
and also 
AB x AC?AC? = A?BC* = BC 


TABLE 16.4 SYSTEMS or CONFOUNDING FOR 3° EXPERIMENT IN BLOCKS or 3 


a |B |ar| a | c | AC| act | BC | BC* | ABC | AB'C | ABC? AO 
2 „ * z 
E * z? z [Ban 
= * z a * 
E r * * F. 
i z * * 
"t z ew z z 
g * * z 
S s z z * 
z rz * rz 
* zr z z 
z z * z 
* * z * 
* * z z 
Lob Lo LL b — C 


'The composition of the blocks is easily obtained from the definition 
of the effects and interactions. We take for illustration the case when 
AB, AC?, AB?C, and BC are confounded. There are 9 blocks given by 


the solutions of the equations, 
zı + t = i mod 3 
a + 273 = j mod 3 


where 7, j each take on the values 0, 1, and 2. There are then 9 pairs 


of equations, each pair giving 1 block. The block containing the con- 


trol (aoboco) is that for which the equations, 
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* + 2% = 0 mod 3 
and 
zı + 2x3 = 0 mod 3 


are satisfied, because these equations are obviously satisfied when v, = 
X9 = x3 = 0. The set of treatment combinations satisfying these equa- 
tions is the intrablock subgroup. When x; = 1, 42 must equal 2, be- 
cause 1 + 2 = 3 = 0 mod 3, and zs must equal 1, because 1 + 2 X 1 = 
3 = 0 mod 3. One of the other treatment combinations in the block is 
therefore abacı. When 2, = 2, zo must equal 1(2 + 1 = 3 = 0 mod 3), 
and z3 must equal 2(2 + 2 X 2 = 6 = 0 mod 3). The third treatment 
combination is then a9b;c» so that the block containing the control con- 
sists of the 3 combinations, agboco, a1b2c1, and dabieg. 
Another block is given by the equations, 


zı +22. = 0 mod 3 
zı + 23 = 1 mod 3 


and we may get this block by adding (modulo 2) 2 to the level of xz in 
the control block, because, if vı + 2x3 = 0 mod 3, then zı + 2(x3 + 2) 
= | mod3. In a similar way, we generate the 9 blocks, where we repre- 
sent the treatment combinations by the subscripts only: 


I II III IV V VI VIDI VIII TX 


000 002 001 010 012 011 020 022 021 
121 120 122 101 100 102 111 110 112 
212 211 210 222 221 220 202 201 200 


16.4 USEFUL SYSTEMS OF CONFOUNDING FOR 
3” EXPERIMENTS 


We now proceed to list the more useful designs utilizing confounding 
involving factors at 3 levels. 


16.4.1 2 Factors 


We can confound any pair of effect or interaction degrees of freedom. 
If we were equally interested in main effects and interactions, we would 
use a basic pattern of 4 replicates with the following confounding: 


I A  Blocks—00, 01, 02; 10, 11, 12; 20, 21, 22 
II B Blocks—00, 10, 20; 01, 11, 21; 02, 12, 22 
III AB  Blocks—00, 12, 21; 01, 10, 22; 02, 11, 20 
IV AB? Blocks—00, 11, 22; 02, 10, 21; 01, 12, 20 


With r repetitions of this basic pattern, that is, 4r replicates in all, we 
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would have the partition of the degrees of freedom shown in Table 16.5, 
the sums of squares being obtained in the usual way. 


TaBLe 16.5 


Replicates 4r 
Blocks within replicates 8r 
A 2 
2 
2 


B 

AB 

AB* 2 
Error 24r — 8 


The error sum of squares will be made up of the following: 
A by replicates of types II, III, and IV with 2(3r — 1) df. 
B by replicates of types I, III, and IV with 2(3r — 1) df. 
AB by replicates of types I, II, and IV with 2(3r — 1) df. 
AB? by replicates of types I, IT, and III with 2(3r — 1) df. 


We are always interested in the magnitude of the effects and interactions, 
or of particular treatment contrasts, and it is found that these are ex- 
pressible in terms of differences of the type 


AXo + AKI + »X5 


where À + u + v = 0, and X is one of the effect or interaction symbols. 
The variance of any such quantity will be (A? + i? + Y?) X (variance 
of the mean of the plots which fall into any one group defined by a linear 
relation of the form Tast = j mod 3). The reciprocal of the variance 
of the mean of such plots will therefore be used as a measure of the in- 
formation on the effect or interaction. Thus, if ABC is confounded in 
1 of 4 replicates, the quantity ABC; i = 0, 1, 2 is (the mean of 27 plots 


— mean of 81 plots). The mean of the 27 plots will have variance z 


2 
- 56 x gz and the information is = : ** 

The comparison of the above confounded design with a design using 
blocks of 9 and, hence, no confounding is given in Table 16.6, where 
o?z and o°% are the experimental error variance with blocks of 3 plots 


and blocks of 9 plots, respectively. 
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TABLE 16.6 INFORMATION 


Relative Information 


Above Design | No Confounding AEE SEN 


A 

B 9 12r 3 
AB os oy 4 
AB? 


Now suppose we wished to obtain the maximum information possible 
on main effects. We would then use a basic pattern of 2 replicates: 
namely, types III and IV. The analysis of variance for such an experi- 
ment presents no difficulties, and the relative information on main ef- 
fects will be unity and on each of the interactions 1g. This results in 
information on A and B of 12r/c?; units, and on AB and AB? of 6r/c?; 
units. 


16.42 3 Factors 


1. Blocks of 9 Plots. With blocks of 9 plots the most useful experi- 
ment consists of one or more repetitions of a basic pattern of 4 replicates 
confounding ABC, ABC, ABC, and AB?C?, respectively. This will 
result in full information on all main effects and 2-factor interactions 
with 34 information on the 3-factor interaction. If the experiment, is to 
use 2 replicates, any 2 of the 4 pairs of interaction degrees of freedom 
may be chosen for confounding. The blocks for each of the 4 confound- 
ings are given in Table 16.7, the level of c being in the body of the table, 
each column giving a block and each set of 3 columns a replicate. 


TABLE 16.7 DESIGNS ror 3? EXPERIMENT IN BLOCKS oF 9 
Conrounpep DEGREES or FREEDOM 


Level Level of c 
of 

a b ABC ABC? AB*C ABC? 
00 071-2 0 2 1 Qr 2 021 
1 0 2 0 92 2:70 1 1 0 2 
2 0 1 2 0 0 E EMIL 210 
0. 1 220: f 102 1:529 210 
dy gl 1. 2; 0 225.0. 0 2 021 
2 3 9 7h 2 02 1 2:20. 1410-2 
02 120 210 201 1 0 2 
12 012 021 T 2 "IR, 
22 201 102 012 021 
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The effect of changing the order of the letters in the definitions is 
easily found. One reason for preferring the notation we use over that 
of Yates? is this, the other being the ease of representation of all facets 
of the situation. "Thus: 


ABC = BCA = CAB 
ABC? = BC?A = CA?B? = CBA? 
ABO. = BAO ——B0 A410 AR? CB A 


The definition of these interactions by the equations in the treatment 
combinations suggests the appropriate computational procedure. For 
example, the treatment combinations for which z; + A + 23 = 0 mod 3 
are those for which 


24 + 29 = 0, 23 =0 
or 

2; +2 — 1, zt 2 
or 

41 + 29 = 2, 43 —1 


In order to obtain the 3-factor interactions, we therefore obtain the two 
2-factor interaction contrasts at each level of the third factor and then 
form the interaction of these with the third factor. Numerical examples 
will be given later. 

In the same way that we evaluate the relative information on effects 
and interactions which a confounded design gives, we may obtain the 
information given by the confounded design relative to that of the un- 
confounded design on any treatment comparison. As an example we 
take the comparison (aohoco — doboci). Now the estimated yield in 
terms of estimated effects and interactions of the combination aohoco is 


aoboco = mean + Ao + Bo + ABo + AB’ + Co + 400 + AC? 
+ BC, + BC, + ABC, + ABC? + AB?Cy + AB°C*y 
and of agbocy is 
agboc; = mean + Ag + Bo + ABo + AB% + Ci + AC; + AC; 
+ BC, + BO + ABC, + ABC, + AB + AB 


so that the estimate of (aoboco — aoboci) is 
(aoboco — agboei) = (Co — C1) + (400 — A01) + (40% — AC?) 
+ (BC, — BC) + (BC, — BC?5) + (ABCs — ABC) 
+ (ABC? — ABC?;) + (AB?Co — AB?C,) + (ABC?) — 452022) 
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Each quantity in parentheses is estimated independently of the 
with a variance depending on the system of confounding used. 
multiple r of 2 replicates were used, confounding ABC in r re 
and ABC? in r replicates, the relative information and variance for 
effect and interaction would be as given in Table 16.8. 


Tant 16.8 
Relative 
Information Variance 
Main effects 
2-factor interactions 1 EAT 
ABC, A 
ABC, ABC: M a/r 


The variance of (Co = Ci) is then 2/187 and so on, so that the 
ance of (aghoco — aghge;) is 


1b +axn = P(7) 


With no confounding and the same error variance, the variance of the 
comparison would have been e*/r, so that the relative information 
this comparison in 91. 

2. Blocks of 3 Plots, "The number of different systems of conf. 
in blocks of 3 plots is 13-12/4-3 = 13. The com list of those 
given in Table 16.4. Suitable confounding for a 3° experiment in 
of 3 would be the following: 


8 BO, A 
yr Bc, ABG 


AC, BC, ABC 
AB’, ACT, BO, ABC 


With r repetitions of 4 replicates, the partition of the degrees 
freedom in the analysis of variance would be as shown in Table 10.9. 


1 

i" 
n 
Iv 
these. 
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‘The relative information and variances are as given in Table 16.10. 


Lo 
In many cases it may be anticipated that the gain in information re- 
sulting from lower variance with blocks of 3 plots relative to blocks of 
— — a 
the confounding. It bo noted that, in all the onus discussed in 
thia and the previous two chapters, we have not considered the utilisa- 
tion of the information on effecta and/or intersections given by block 


chapter on 
quasifactorial designa, For most of the designa we have discussed, the 
information contained in block comparisons will be rather trivial, 


164.3 4 Factors 


vari 
ance of reducing block size [rom 27 to 9 may be so small as not to det 


the intrablock subgroup will conset of the treatment combinations 
. ool, where zy, Ha, Tin 40 Mathay iho equation 


„ + Dey n = Od B 
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04-2 X0 4-0 4- 2z, = 0 mod 3 
and so * = 0. When 


11 l, t = 2, 2322 

we have 
5 1+4+2+ 2z, = 0 mod3 
ie, 
" 7 + 2r, = 0 mod 3 
i. e., 
A 1 + 2. = 0 mod 3 
i.e. 

, 1 =1 because 1+2=3=0mod3 
and so on. 

2. Blocks of 9 Plots. The 130 systems of confounding are of the fol- 
lowing types: A B AB AB? 


A, BC, ABC, ABC? 
A, BCD, ABCD, ABCD? 
AB, AC, BC? ABC 
AB, CD, ABCD, ABC?D? 
AB, ACD, BC?D?, AB! C2? 
ABD, ACD?, AB*C?, BC? D? 


The most useful type of confounding is obviously the last one and is 
the basis of the design given by Yates.? There are in all 8 such systems 


of the type A, AC D*, ete., ete. 


because i, j, k may each take the values 1 or 2. We give as an example 
the design in which ABD, ACD?, AB*C?, and BC?D? are confounded 
(Table 16.11). The others are obtained by simple operations on the 
superscripts. 


Tapie 16.11 3' Brocks or 9: Coxvounpinc ABD, ACD*, AB*C?, anv BCD? 


I I In IV v VI VII VIII IX 
0000 1000 0100 0010 0001 2000 0200 0020 0002 
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3. Blocks of 3 Plots, It would be somewhat tedious (though quite 
straightforward) to enumerate all the possible types of confounding for 
this case. It is impossible to avoid confounding a main effect, so that 
we might use the following set of 4 replicates confounding 


I A, BC, BD and their interactions 
II B, AC, AD* and their interactions 
III C, AB, AD* and their interactions 
IV D, AB', AC? and their interactions 


The complete set of effects and interactions confounded in I is as follows: 
A, BC, ABC, AB*C*, BD, ABD, AB*D* 
CD?, BC?D*, AB*CD, ACD*, AC*D, and ABC*D® 


This design will result in 24 information on main effects and *4 infor- 
mation on all the 2-factor interaction pairs of degrees of freedom. 


16.44 5 Factors 

For most purposes 243 plots in a block is entirely too many, so that 
it is of little value to consider unconfounded designs. Blocks of 81 plots 
are subject to the same objection, and we would not often use blocks 
of 27. In the latter case it may be shown that it is not possible to find 
a design confounding only 4- and 5-factor interactions. If a 5-factor 
interaction is confounded, at least two 3-factor interactions will be con- 
founded, if no 1- or 2-factor interaction is to be confounded. It is pos- 
sible, however, to confound one 3-factor interaction and three 4-factor 
interactions. An example of this is the design confounding ABC, 
AB*DE, AC*D*E*, and BC*DE. 

Likely, the most useful confounded 3° designs are those confounding 
in blocks of 9. These have the disadvantage that it is not possible to 
avoid confounding a main effect or 2-factor interaction. Designs could 
be based on the confounding of ACE?, ADE, AB°CE, ABD'E?, 
BCDE?, ABC®DE, AC*D, CDE, ABC, BE, BC?D*, AH Al-, 
and permutations of this set. 


16.5 AN EXAMPLE 


The experiment ? is concerned with the effect of sowing date, spacing 
of rows, and sulphate of ammonia on sugar beets. Blocks of 9 plots 
were used. Table 16.12 shows the plan and percent sugar, the third 
and sixth columns give coded values obtained by the equation z = 
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100(y — 16), where y is the percent sugar. Treatments are as follows: 


Sowing Sulphate of 
Dates d Spacing s Ammonia m 
March 15 0 10-inch 0 None 0 
April 18 1 15-inch 1 O3cwtN 1 
May 16 2 20-inch 2 0.6 ewt N 2 


This example is described solely to present the computational procedure. 


TABLE 16.12 PLAN AND PERCENT SUGAR 


Treatment | or sugar | Code Preciment | sugar | Code 
012 16.70 | 70 121 16.79 70 
202 16.50 | 50 100 16.88 | 88 
001 17.00 | 100 12 16.39 | 39 
210 17.05 | 105 | 002 16.18 | 18 
020 16.50 | 50 | 210 16.88 | 88 
122 16.79 | 79 | ou 16.53 | 53 
111 17.05 | 105 | 020 16.21 21 
100 16.85 | 85 | 22 16,30 | 39 
221 16.36 36 201 16.39 30 

|| — 
201 16.55 | 53 21 10.433 43 
000 16.79 79 202 1642 | 42 
on 17.05 | 105 122 10.30 | 30 
022 15.8 | -2 | 012 16.10 10 
102 16.79 | 79 220 17.08 | 108 
220 16.56 | 56 | om 10:36 | 36 
212 16.59 | 59 | 000 16.47. | 47 
110 16.62 | 62 101 16.33 | 33 
121 16.44 | 44 110 16.44 44 
222 16.21 21 102 1644 | 44 
200 10.50 so | 212 16.42 | 42 
101 10.47 47 | 200 10.27 27 
211 16.96 96 un 16.04 4 
010 16.30 | 30 | 02 16.56 | 56 
112 16.13 | 13 | 010 16.33 | 33 
120 16.65 | 65 120 17.05 | 105 
002 16.85 | 85 221 16.08 | 68 
021 16.70 | 70 | oot 16.27 | 27 


Note that the interaction DS*N is confounded in the left-hand repli- 
cate, and that DS?N? is confounded in the right-hand replicate. 
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In computing the analysis of variance, first separate out the data to 
form Table 16.13, by summing over replicates. 


TanLE 16.13 Sums over REPLICATES 


no m n 
6 8 n & 8 ^ mo "t n" 
do 120 63 71 127 158 106 103 80 54 
dy 173 106 170 80 109 123 123 56 109 
d 86 193 164 92 139 104 92 101 60 


The next step is to obtain the total sum of squares, the sum of squares 
for blocks, and the sum of squares for treatments, ignoring confounding. 
It is convenient to tabulate block totals at this time. 


Block Totals 


2904)* 
Correction factor: CF = s = 162,090.66 


Total sum of squares: 
(70? + 50? +-+ 27?) — CF = 205,916 — 162,690.66 = 43,225.34 
Block (and replicate) sum of squares: 
(080? +++ -+ 406?) 
9 
Treatment sum of squares, ignoring confounding: 


— CF = 168,822.44 — 162,690.66 = 6131.79 


2 a X 
(126? + 173° +--+ 00) _ op m= 181,368 — 162,600.66 = 18,677.34 
2 


Next form the 2-way tables given in Table 16.14, which are easily 
obtained from Table 16.13. 
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Taste 16.14 2-Wav TABLES 


80 81 82 
do 356 301 231 888 
dı 376 267 402 1045 
d» 270 433 328 1031 
no ni no 
do 260 391 237 
di | 449 312 284 
de | 443 335 253 


1152 1038 774 


385 299 318 | 1002 


362 406 233 | 1001 
405 333 223 961 


These tables are used to compute sums of squares for main effects 


and 2-factor interactions. 


For example the sums of squares for the 


effects and interactions D, S, DS, and DS? are obtained from the upper 


table as 
(356? + 376? +- - -+ 328?) 


6 


— CF = 168,823.33 — 162,690.66 = 6132.67 


The first 3 entries in Table 16.15 are computed in this way. Sums of 


TABLE 16.15 TREATMENT Sums or Squares 


D, 8, DS, DS? 6,132.67 
D, N, DN, D 8,765.00 
S, N, SN, SN* 6,236.34 
D 838.78 
S 60.78 
N 4,177.34 
DSN? 446.34 
DSN 552.34 
SN? 
REN portale confounded LE 
Treatment total 18,677.35 


squares for main effects are obtained from the marginal totals, as 


888? + 1045? + 10312 
18 


— CT = 163,529.44 — 162,690.66 = 838.78 


AN EXAMPLE 


TABLE 16.16 COMPUTATION or 3-Factor INTERACTIONS 


DS: 
DS 
DS, 


DS2 
DS, 
DS, 


DS; 
DSo 
DS, 


DSN 
DSNo 
DSN, 


DSV 
DS 
DS 
(conf.) 


$0 5 52 
no 

d 63 71 
„% i. Ti 110 
: Else s 
hd eee 
263 Kag 71 396 DS% 
489 170 437 DS?, 


319 DS’, 


DN 
De, 
DS’: 
D8% 
DS’, 
DS'a 
no n ny 
DSo 489. 380 — 313 
DS; 10 Z7 L2 
3 263 307. 
or Tw. 1029 DSN? 
1059 1020 DSN’, 
987 915 DN 
No m na 
DS% 396—_ 340 215 
DS 48... 7325— 278 
DS’ ue Sa 
859 396 340: 215 100 DS*N*, 
104777 [437 r 1025 DS 
1058 937 DS*N*, 
(conf.) 
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The calculation of sums of squares for the 3-factor interactions is 
more troublesome but proceeds in an orderly fashion. The 2-way tables 
of Table 16.16 are obtained from Table 16.12. Note that, in the first 
three of the tables, the first and second rows are written beneath the 
third, in order, and the diagonal terms are summed, as indicated. In 
this manner we obtain the sum of yields of plots for which x, + 22 = 
0, 1, 2 mod 3, by summing downward toward the right, and successive 
tables yield this sum for zg = 0, 1, and 2. Similarly, summing diago- 
nally downward to the left yields sums corresponding to 2; + t = 
0, 1,2 mod 3. The last two tables are formed from the above sums in 
a straightforward way, and the diagonal summation process is applied. 
"The object of the process is now apparent. It was desired to obtain 
sums, for example, for which x; + 22 + 273 = 0, 1, 2 mod 3. The solu- 
tions, for example, to the equation 2; + 22 -+ 2x3 = 1 mod 3 are those 
for which zı + 2 = 0, 2r3 = 1 mod 3; Ti + 23 = 1, 273 = 0; and 
* + 42 = 2, 2r; = 2 mod 3. 

With the results of the diagonal summation process applied to the 
last two tables, now compute sums of squares for the 3-factor interac- 
tions, still ignoring confounding. Thus, 

2 2 
DSN? : — . — — CF = 103,137 — 162,690.66 = 446.34 
The sums of squares thus obtained are entered into Table 16.14. Asa 
check on the work, compute the treatment sums of squares by subtract- 
ing the sums of square for D, S, and N from the sum of the remaining 
entries in Table 16.15 which have been so far computed. This, of 
course, must check with the previous computation. 

If the interactions had been completely confounded, the preliminary 
computation would be completed, and the analysis of variance table 
could now be set up. However, in the present example, the contrasts 
are partially confounded. DS*N is confounded in the first replicate, so 
that, to obtain the sums of squares for this interaction, we require the 
sums of yields from the second replicate corresponding to solution of 
11 + 225 + 4 =i. These sums may be readily obtained by subtrac- 
tion of appropriate block totals for the first replicate from the sums 
obtained from the last of the 2-way tables of Table 16.16 (sce Table 
16.17). 

Taste 16.17 
DS*No DSN, DSN, 


1047 1058 859 Sum of reps 1 and 2 
535 680 486 Sum of rep 1 


512 378 373 
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The sums of yields in the first replicate corresponding to the solution 
of the above equations are the block totals, for this was the way in which 
the confounding was accomplished, Care must be taken, however, to 
subtract the appropriate block totals, Our notation simplifies this, for, 
in the column headed by DS*No, we need find the block containing solu- 
tions to z, + 212 + za = 0; that is, we need only pick out the block 
containing the control, which is seen to be the second. In the column 
headed by DSI, correspondingly we need only look for the block con- 
taining the treatment disgng, the upper block. The sum of squares for 
the interaction DS*N is then computed in the usual way as 
2 2 2 d 
MITT " 27 = 60,461.88 — 50,080.33 = 1381.55 


In a similar manner, the sum of squares for DS*N? is computed (Table 
16.18). 
Tax 16.18 
DSN» DSN, DSN 


1002 1025 937 
393 404 406 
“woo 561 B31 
2 2 2 
609° + 5617 + 6317 _ 1701. . 107,507 — 107,163 = 344.00 
9 27 
The analysis of variance table may now be set forth, as in Table 
16.19, error sum of squares being obtained by subtraction. 


Tanis 16.10 AxALYMS or Vamiance 
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16.5.1 Presentation of Results 
For most purposes it is best to form the 3 X 3 tables, as in Table 
16.20. These are directly computed from Table 16.14 in this case, be- 


cause 3-factor interactions only are confounded. Standard errors are 
also included. 


TABLE 16.20 PRESENTATION or RESULTS 


Spacing Sulphate of Ammonia 


Mean Mean 


A : 0.8 cwt | 0.6 cwt 
10 in. 15 in. 20 in. None N N 


Mar. 15 16.59 16.50 16.38 16.43 16.65 16.40 16.49 
Apr. 18 16.62 16.44 16.67 16.75 16.52 16.47 16.58 
May 16 16.45 16.72 16.55 16.75 16.55 16.42 16.57 


Means 16.56 16.56 16.53 16.64 16.58 16.43 


Sulphate of Ammonia 


Spacing 
None 0.3 cwt N | 0.6 cwt N 
10 in. 16.64 16.50 16.53 
15 in. 16.60 16.68 16.39 
20 in. 16.67 16.56 16.37 


Standard error of means (means of 18 plots) = 0.068 General mean = 16.55 
Standard error of cell figures (means of 6 plots) = 0.118 


One may also set out the results in a form such as Table 16.21, which 
is compiled on the basis of the definitions of effects and interactions. 

Tt should be noted that, for the interactions that are confounded, the 
mean of plots for the replicates in which the interaction is not con- 
founded is subtracted instead of the over-all mean. 

Table 16.21 may be used to construct the estimated yield of any treat- 
ment combination or the estimate of any contrast among the treatment 
combinations by use of the formula given earlier. 
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TABLE 16.21 ESTIMATES OF EFFECTS AND INTERACTIONS 


Level 
Effect or 
Interaction 


Linear Quadratic 


D —0.056 0.032 0.024 0.079 * 0.096 | 0.048 + 0,083 
S 0.008 0.007 | —0.015 | —0.023 + 0.096 | 0.011 + 0.083 
N 0.091 0.028 | —0.119 | —0.210 + 0.096 | 0.042 + 0.083 


16.6 THE USE OF ONLY ONE REPLICATE 


Frequently, it is desired to use only one replicate of a 3* experiment. 
For example, if inferences are to be drawn about effects over a certain 
geographical area, it may be better to use as many randomly sited loca- 
tions as possible with only one replicate at each place. The best con- 
founding would be to confound one pair of the 3-factor interaction de- 
grees of freedom to give blocks of 9 plots. In this case the analysis of 
variance for each experiment could be based possibly on the assump- 
tion that interactions except linear X linear interactions between 2 fac- 
tors are negligible. This gives the breakdown shown in Table 16.22. 


Tann 16.22 
Source of Variation df 
Blocks 2 
Main effects 6 


Linear X linear interaction 
between two factors 
Error (higher-order interaction) 15 
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The computation proceeds in a straightforward fashion. There is no 
difficulty in obtaining the sums of squares for blocks or for the main 
effects. The linear X linear interactions of 2 factors may be obtained 
by considering the contrasts previously defined. Since the defined con- 
trasts are orthogonal, we may compute a square for each of the 3 inter- 
actions. Thus the square for Az X Br = }{9[a2 — d0) (b — bo) (co + 
cı + c3), in which the expression in the brackets is to be expanded 
algebraically and yields are to be substituted. The divisor is obtained 
in the usual manner; the expression to be squared is formed by (sum of 
yields of 6 plots — sum of yields of 6 plots), and so the divisor is 12. 
Squares for Az X C and B; X Cr may be similarly computed. The 
sum of squares for the remaining interactions may then be obtained by 
subtraction. 

This type of experiment should, by and large, be confined to techno- 
logical problems. The assumptions that must be made to obtain esti- 
mates of error are somewhat drastic and unrealistic for most situations. 
Of course, with prior information, one may be able to make the neces- 
sary assumptions on the smallness of some high-order interactions. 


16.7 CONFOUNDING 3" EXPERIMENTS IN LATIN SQUARES 


Under some circumstances it may be desirable to impose a double re- 
striction on the pattern of a 3" experiment. Thus, there are arrangements 
for a 3* and 3* experiment in 9 x 9 squares sueh that only high-order 
interaetions are confounded with rows and columns (Yates, Cochran 
and Cox ). For the 3* experiment one may confound any one 3-factor 
interaction with rows and another with columns, For the 3* experiment, 
one may use 2 different systems of confounding that give 9 blocks of 
9 plots for rows and columns: o.g., confound ABC, AC?D, AB*D?, 
BC*D* with rows and ABC?, ACD?, ABD, BCD with columns, as 
shown in Table 16.23. 

TABLE 16.23 
0000 0211 0122 1202 1110 1021 2101 2012 2220 
2102 2010 2221 0001 0212 0120 1200 1111 1022 
120 1112 1020 2100 2011 2222 0002 0210 0121 
0222 0100 0011 1121 1002 1210 2020 2201 2112 
2021 2202 2110 0220 0101 0012 1122 1000 1211 
1120 1001 1212 2022 2200 2111 0221 0102 0010 
0111 0022 0200 1010 1221 1102 2212 2120 2001 
2210 2121 2002 0112 0020 0201 1011 1222 1100 
1012 1220 1101 2211 2122 2000 0110 0021 0202 
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The combinations of this table are easily obtained by termwise addi- 
tion modulo 8: e.g., (0000) + (0211) = 0211, and (2102) + (0211) = 
(2010). 

Of a somewhat different nature are designs in 3 X 3 squares for 3” 
factorial systems. Thus, we may have available a number of experi- 
mental animals for 3 periods, which are the same for the animals in 
groups of 3. Under these circumstances, we may make up a design 
which has valuable properties: 


Period Period 
Animal Animal 
L2 8 1123 8 
1 00 01 02 4 00 11 22 
2 10 11 12 5 21 02 10 
3 20 21 22 6 12 20 01 


Denoting the 2 factors by a and b, in the first square, we have A con- 
founded with animals and B with period, while AB and AB? are un- 
confounded. In the second square, AB is confounded with periods, and 
AB? with animals. If, therefore, one can assume additivity, repetitions 
of the basic pattern of the above 2 squares give information on all effects 
and interactions, this information being obtained by comparisons within 
animals and within periods. As a field experiment, for animals we can 
read “rows” and for periods we can read “columns.” 
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CHAPTER 17 


The General p' Factorial System 


17.1 THE REPRESENTATION OF EFFECTS AND 
INTERACTIONS 


We shall use p to denote a prime number, and the following treat- 
ment is fairly easily seen to be the straightforward generalization of the 
case p = 3, and indeed also of p = 2. Tn the latter case, however, the 
general system is amenable to a modification which simplified the pres- 
entation. This is easily seen by noting that there are only 2 numbers 
modulo 2, namely, 0 and 1, and the correspondence of the attributes of 
even and odd to the numbers 0 and 1 is exact and simple to understand. 

We can see the generalization from the 3" system fairly easily, with- 
out introducing proofs. These proofs are based on the properties of 
Galois fields which will be given later. The non-mathematical reader 
can easily verify that the system works in particular cases. It should 
be noted that we specified that D is a prime number and the system is 
valid only for such numbers, 

We represent the treatment combination by numbers ay +++ ap, 2; 
being the level of the ith factor in the particular combination. The 
number z; will take on values from 0 to (p — 1). All the numbers we 
deal with are reduced modulo D; le. if we obtain by calculation a num- 
ber greater than (p — 1) we replace it by the remainder after division by 
p. Thep'—1 degrees of freedom. between the p" treatment com- 


1 
) sets of (p — 1) degrees of 


7 — 
binations may be partitioned into 0 

7 — 
freedom, each set of (p — 1) degrees of freedom being given by the con- 
trasts among the p sets of p^! treatment combinations specified by the 
following p equations: 


917i + al E. ant, = 0 
9*1 + azto +--+ amr, = 1 
3 mod p (1) 


0171 + asta +--+ + eum, = (p — 1) 
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The coefficients of these equations, the o;'s, must be positive whole 
numbers between 0 and (p — 1), not all equal to zero, and, for unique- 
ness of enumeration, we restrict the coefficient of the first o; that is not 
zero to be equal to unity. The sets given by the equations (Ca,; = j 
mod p where j takes on necessarily the values, 0, 1, ..., (p — 1), and 
A is any whole number from 1 to (p — 1) will be the same sets, in differ- 
ent order, as those given by 


Zo; — k mod p (2) 
for there is a unique solution k to the equation 
Ak — j mod p (3) 


and it is one of the numbers 0 to (p — 1). Without the restriction we 
can choose each a; in p ways, giving p” possible linear functions Tast, 
and, excluding the case when all the ars are zero, and dividing by 
(p J), the possible number of values of A, we find that the number of 
sets of (p — 1) degrees of freedom is (p" — 1)/(p — 1) "Two sets of 
(p — 1) degrees of freedom resulting from equations with left-hand 
sides Dar: and E8;x; will be orthogonal unless 8; = ko; for each 1. For 
the two equations, 


mod p (4) 


will be satisfied by p”? treatment combinations, if 8; is not equal to à 
constant multiplier of a;. The sense in which these 2 sets of (p — 1) 
degrees of freedom are orthogonal is that any comparison with, of course, 
1 degree of freedom, from the 1 set will be orthogonal to any compari- 
son from the other set. This may be examined by classifying the treat- 
ment combinations according to the scheme shown in Table 17.1. 

Let nj be the number of treatment combinations in the (, 1) cell, 
and let the yield of each treatment combination be determined with in- 
dependent errors subject to the same variance. If we let Xo, XI. 9 
X, be the total yields of treatment combinations for which Zojz; = 0, 
1, 2, . p — 1 and, correspondingly, for Yo, Yı, Yo, , Y,-1, 2 
comparisons of the type in question may be represented by 


ZajX; with Za; = 0 


and 
Db. V. with Zb; =0 
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Taste 17.1 
Bajti =k 
5 
l 
0 1 2 (p—1 
0 Yo 
1 Yı 
2B. 2 Ys 
p-l Y, 
Xo | Xi | Xs Xp-1 


The condition for orthogonality is then 
Zajb;ni; = 0 (5) 
and, because n,; is constant (equal to p"~*), the condition is satisfied. 
Corresponding to the equations whose left-hand side is 
321 + ao» . an 


we use the symbol A* B* C. to denote the set of (p — 1) degrees 
of freedom restricting the power of the first letter occurring to unity. 


E 3 
sets 

EST 

of 4 [= (p — 1)] degrees of freedom for the 5? system with factors a, 

b,c. They are: 


53 
In this way, we may enumerate, for example, the 31 (- 


Main effects: 
A, B, C, 

2-factor interactions: 
Of a and b: AB, AB, AB?, ABS 
Of a and c: AC, AC?, AC?, 404 
Of b and c: BC, BC?, BC?, 504 
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3-factor interactions: 
ABC, ABC?, ABC?, ABC* 
AB?C, AB°C?, ABICO, A BG 
ABSC, ABO, AB*C?, ABO 


AB'C, ABC, AB*C*, AB.. 


17.2 CONFOUNDING WITH THE f" SYSTEM 


A system of notation such as the above is necessary in order to rep- 
resent all the degrees of freedom in an orderly way and to make possible 
an enumeration and choice of systems of confounding. The only di- 
visors of p" are powers less than of p, 80 that we can have equal-sized 
blocks of any size p', where s is less than n. The desirability of using 
equal-sized blocks, although intuitively fairly obvious, may be explained 
in terms of error variance, because the error variance will generally be 
a function of the size of block in a particular experimental situation, 
and, since homogeneity of error is the basis of the analysis on which 
we rely for the most part, it is desirable to have blocks of equal size. 
If we knew exactly the relation between the errors with various sizes 
of blocks, we could, conceptually at least, cope with the analysis of an 
experiment with unequal-sized blocks. 

In order to devise systems of confounding in blocks of p', we need a 
rule of the generalized interaction corresponding to the rules in the case 
of p — 2 and p — 3 which have already been given. The general rule 
of generalized interactions may be stated as follows: If effects or inter- 
actions denoted by X, Y are completely confounded with blocks, then 
so are the (p — 1) sets of (p — 1) degrees of freedom denoted by XY, 
XY?, ..., XY?-! where these symbols are to be written in terms of 
the letters ABC, etc., the pth power of any letter is to be replaced by 
unity, and the resultant symbol is to be raised to such power as makes 
the first letter in it have a power of unity. This may be proved as fol- 
lows: Let X correspond to the equations, 


ty + azz . T antn = 0, 1. = G = I) mod y (6) 
and Y to the equations, 


Bizi T Bote P. . Brits = 0, m 1, . = (p — 1) mod p (7) 
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Because X and Y are confounded completely with blocks, the plots of 
any one block all satisfy the equations, 


atı + dre E. +++ antn = i mod p 
and (8) 
Bit + Bot, E Bit, = mod p 


where z, J are each one of the numbers 0 to (p — 1). For these plots, 
the equations may be combined to give 


(al + MBI) ri + (a2 + Mz) + +++ (an + Ms), = i + Aj mod p (9) 


where À can take on any value from 1 to (p — 1). The coefficients on 
the left- and right-hand sides must be reduced modulo p, and they then 
correspond to the symbol XY^ given above. "Thus, the plots of any 
block take on a constant value for any one of the equations correspond- 
ing to X Y^, where À is any value from 1 to (p — 1). The effect or inter- 
action XY? is therefore confounded with blocks for these values of A. 

The enumeration of systems of confounding is thus rendered very 
simple. The total number of systems of confounding for a p” experi- 
ment in blocks of p° is equal to 


(p" — 1)(p" — p) «+++ (p* — gn) 
(p*^* 1 % — % e e p=) 


(10) 


as may be verified by noting that the confounded effects and interactions 
are generated from a suitable choice of (n. — s) effects and interactions. 
These (n — s) effects must be independent, in the.sense that no one of 
them results from taking the generalized interaction of any of the others. 


7-1 p — p 
The first may be chosen in 65 =) ways: the second in 1 ) 
x J= 
feed: * n p—s 
Ways, and so on, giving 6 6 P) ee 6 a ) as the 
p=1 p—1 p—1 


total number of systems of confounding generated in this way. Any 


n— — 
one system will, however, have been enumerated in ==) x 
p 4. p p p. pemi Du. 1 
== ass == different ways, so that the number of 
distinct systems is stated. 


We now give two examples. First, we consider the arrangement of 
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a factorial experiment on 2 factors each with 5 levels in blocks of 5 
plots. The number of systems of confounding is equal to 


D. ¢ 
6-1) 


and they are the confounding of A, B, AB, AB?, AB’, and AB*, re- 
spectively. The division of the 16 degrees of freedom for the interac- 
tion of a and b into 4 sets of 4 degrees of freedom is entirely a formal one 
and, in some senses, purely a mathematical device. If the experimenter 
is at all interested in estimating or testing for interaction, information 
must be obtained on all components. A suitable experiment might 
then consist of 4 replicates, confounding each of AB, AB?, AB?, and 
AB* in one of the 4 replicates. This design would give full information 
on main effects and 34 relative information on the interaction. Alter- 
natively, if the experimenter were equally interested in main effects and 
2-factor interactions and could afford the necessary resources, 6 repli- 
cates could be used confounding each of A, B, AB, AB’, A B, and AB* 
in 1 replicate. . 

Second, we consider the confounding for 3 factors each at 5 levels 
into blocks of 5 plots. The number of systems is 


(5 — 1)(5° — 5) 124120 _ 
(5 — 105 5) 2420 


The systems of confounding are of the following types, the number of 
distinct systems of each type being given in [ ]: 


I: A, B, AB, AB?, AB’, AB. [3] 
IL: A, BC, with products (i = 1, 2, 3, 4) [B X 4] 
III: AB’, BC? with products (i = 1, 2, 3, 45% = 1,2, 3, 4) [16] 
eg.: 
A, BC?, ABC?, A RCG, ABO, AU 


It is easy to see that we have a complete enumeration. The systems 
of type A, A BC? with products are contained in type II; e.g., 4, AB*C?, 
give as products: 

AAB? = ARC = (A2B°C*) = ABC* 

A?ABIC? = A?B?C? = (ABC = ABC 

A3AB°C3 = A4B2C3 = (ABC) = ABYC? 

AtAB?C? = ASBACS = B?C = (BCO = BC* 
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Note that we equate a symbol in which the power of the first letter is 
not unity to the power of itself whieh reduces the power of the first 
letter modulo 5 to unity. 

If we wished to obtain the maximum possible accuracy on main 
effects, and were prepared to lose information to some extent on 2-fac- 
tor interactions, we could use 2 replieates with the following systems of 
confounding: 


First replicate, confound AB?, BC?, AB*C?, ABC, AC*, ABC? 
Second replicate, confound AB, BC?, AB?C?, ABO, AB, AC? 
"This experimental design would give: 

Full information on main effects. 

Half information on AB, AB?, 406, AC*, BC?, BC?. 

Full information on all other 2-factor interaction components. 

Zero information on ABC. 

Half information on AB*C?, AB*C*, A BC, AB?C*. 

Full information on all other 3-factor interaction components. 


The composition of the blocks in this design is left as an exercise to 
the reader. 
"The constituents of each block may be obtained by the use of the 


intrablock subgroup. Consider the block for which the following two 
equations are satisfied: 


n 
È aizi = 0 mod p 


25 (11) 
M Bizi = 0 mod p 
1 


The treatment combination (0, 0, 0, ---, 0) satisfies these equations. 


If (yy, +++, Yn) and (a, 22, ***, en) satisfy the equations, then so do the 
treatment combinations, 


Oui + uzi, Nyo + uzo, .., Nn + len) 2) 


where À and u may each independently take any value from 1 to 
(p — 1), and each term (yi + uz;) is reduced modulo p. The treat- 
ment combinations which are in this block therefore form a group, if 
(0, 0, 0, 0, - --, 0) is regarded as the unit element and the law of combi- 
nation is addition of coordinates with reduction modulo p. If the treat- 
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ment combination (21, to, +++, Zn) is written as G. ., the rule of 
combination is then multiplication with the proviso that the pth power 
of any letter is to be replaced by unity. The elements of this block 
are known as the intrablock subgroup. If (xı, «++, Xn) is an element of 
the intrablock subgroup and (yi, *-*, Yn) lies in the block given by the 
equations, 

ZXajv; = k mod p 


Zi; = l mod p 
etc. 


then the treatment combination (z, + yi ***, Ln + y») lies in this 
block, for its coordinates satisfy the same equations as (yi, ***; Yn) 
and so the other blocks may be generated by addition. 

We may give as an example of confounding the use of blocks of 9 
plots for the 3* system. Suppose the confounded interactions are 
ABC, ABD, AC?D?, and BC?D. The intrablock subgroup consists of 
treatment combinations satisfying 


Tı + 29 + z3 = 0 mod 3 
zı + 22 + z4 = 0 mod 3 


i.e., the treatment combinations: 


0000 1110 
0121 1201 
0212 2011 
1022 2102 

2220 


We may note that this group is generated by 0121 and 1022. For call- 
ing these æ and y, we have in order 0000, x, 2x, y, x + y, 2z + y, 2y, 
z--2y, 2z + 2y. The whole set of 9 blocks is then as shown in 
Table 17.2. 

TABLE 17.2 


I II III IV V Vi o0VIL- VILL bs 


0000 1000 2000 0100 0200 0010 0020 0001 0002 
0121 1121 2121 0221 0021 0101 0111 0122 0120 
0212 1212 2212 0012 0112 0222 0202 0210 0211 
1022 2022 0022 1122 1222 1002 1012 1020 1021 
1110 2110 0110 1210 1010 1120 1100 1111 1112 
1201 2201 0201 1001 1101 1211 1221 1202 1200 
2011 0011 1011 2101 2211 2021 2001 2012 2010 
2102 0102 1102 2202 2002 2112 2122 2100 2101 
2220 0220 1220 2020 2120 2200 2210 2221 2222 
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17.3 YIELDS OF TREATMENT COMBINATIONS IN TERMS 
OF EFFECTS AND INTERACTIONS 


It is convenient to define the main effect of factor a at level 7 as the 
mean yield of treatment combinations for which æ1 = minus the mean 
yield of all treatment combinations, p, say, and to denote this effect by 
the symbol A; In the same way we denote by AM BEC" +++, the 

n 


mean yield of the p"—! treatment combinations for which X ct =r 
1 
mod p minus y. 


* — 1 
In all, we shall have ( i 
p- 


) symbols A, and we consider 
the quantity 
o (13) 


mo 
where summation takes place over the (z 

p— 
(an, az +++) and i,j, k, . . are fixed and the suffix at + œj + agk 4- 
is reduced modulo p. "The sum will contain 


eu 
»-1/^" 
and we proceed to collect the other terms. The treatment combination 


(jy k, - --) occurs in each symbol with a divisor qp", because we con- 
sider the mean of the combinations satisfying an equation, so that the 


sum contains 
1 /p-—1 
Pag at) 


where lij... is the yield of the combination (i, J, k, ..). Now con- 
sider any other treatment combination (, j’, k', . .). If it occurs in 
the symbol A“ B” .. ani Taj. then, 


1 
-) possible choices of 


0 eat + aj H. osi! + ani’ . . mod p 
r 


en ö — 4) TJ )4-- 0 mod p 


If we regard this as an equation in (al, a, . .), there are PI solu- 
tions and (p^ — 1) solutions apart from (0, O, 0, .., 0). There are 
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1—1 — 1 
( distinct solutions, because, if (a1, ., an) is a solution, 
5 — 
(Tal, , ban) is the same solution, where k = 2, 3, , (p — 1). The 
sum consists then of 


1 6 —1 Gn 1 ds 
7 — ==) tijk- + 06-10 (all other £j...) — E E )« 


p 


and this equals 


NS (qn -1) = 
p. + A e bar) — 
pu (E 1) U op — J) (% — li...) aE 
which equals tijk... — p. 


We have, W the following expression for the true yield of the 
combination (ijk---) in terms of the effects and interactions: namely, 


tine = u » B (14) 


(SA) 


= 
-) possible choices of (al, a2, *, 


where summation is over the (E 
an). For example with p = 3, n = 3, we have 
4012 = u + Ao + By + AB, + AB? + Co + AC2 + ACA, 

+ BO + BO. + ABO, + ABO + ABC + AB*C?, 


17.4 ANALYSIS OF ?" FACTORIAL SYSTEMS 
The linear model for the p” experiment may be written as 
Vir. am = L F Tn + bum F tijk- F ek -en 


where the subscript n denotes the replicate number, vn the contribution 
of the nth replicate, m the block within the replicate, and bn the con- 
tribution of the mth block within replicate n. 

If confounding according to any of the systems discussed in this chap- 
ter is used in making up the blocks, when di is replaced by its expres- 
sion in terms of effects and interactions, we shall find that any one block 
component will have the same coefficient as an effect or interaction com- 
ponent throughout a replicate in which that effect or interaction is con- 
founded. For example, suppose we have a 2° experiment on factors a 
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and b in blocks of 2, confounding A in the first replicate and B in the 
second replicate. Then the 8 observations may be expressed as follows: 


Voi = u + Ao + Bo + ABo + ri + by 
Your = # + Ao + By + ABI +7 + by 
Vio12 + Ay + Bo + AB, +7 + biz 
Vuiz = ＋ Ar + Bi + ABQ + rı + dio 
Yoor: = u + Ao + Bo + ABo + ra + boy 
Vioi = u + Ay + Bo + AB, + 72 + boy 
Voi22 = u + Ao + By + AB, + r2 + bs 
71122 = u + Ay + By + AB + 72 + bos 


We note that the coefficients of bıı are the same as the coefficient of Ao, 
and those of bız are the same as the coefficient of A, in the first replicate, 
and so on. 

All coefficients in the model are either zero or unity, so that the nor- 
mal equations are obtained by equating, for each parameter, the total 
of yields containing that parameter to its expectation in terms of all 
the parameters. If all the treatment combinations are represented 
equally frequently in the experiment, the normal equations reduce to 
simple equations: (1) that any unconfounded effect or interaction is es- 
timated by the corresponding comparison of the actual yields over the 
whole experiment, and (2) that any confounded effect or interaction is 
estimated, likewise, from the replicates in which it is unconfounded. 


17.5 THE INTERPRETATION OF EFFECTS AND 
INTERACTIONS 


The usual regression approach may be adopted for the interpretation 


of main effects. With p equally spaced levels of the factor, we may 
caleulate the linear effect of A for example, as 


iia 1) (15) 
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and, with r replicates and A unconfounded, the corresponding sum of 
squares is 
2-1 
AS X p. d ) 
12rp^-! 
The quadratie effect is expressible as the following linear contrast 
among the yields at each level: 


E E 
BE Irrcr OP 


180 


and, with r replicates and A unconfounded, the corresponding sum of 
squares is 
90374) 
420 K »(p Hd 
180rp" 

Corresponding to these linear, quadratic, etc., effects, we may form the 
linear-by-linear interaction of 2 effects, and so on, as in the case of the 
3? experiment described in Chapter 16. 


If the levels are not equally spaced and occur at, say, lo, l, +++, lp—1s 
the linear effect of A may be obtained by finding the regression of A; 
on [;: ie., 

25 DA; 
A, . (17) 
Ded)? 


7 
The quadratic term must be orthogonal to this and is given by 
Ag = p ciÁ; (18) 
i 


where c; is equal to (æ + Bl; + 1120, the coefficients a, 8, and y being 
chosen such that the Ag is a contrast which is orthogonal to the Ar 
contrast. For these conditions to hold, we must have 


La=0 
Xl -1020 


This process may be extended indefinitely. 


(19) 
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17.6 THE KNUT VIK SQUARE 


The Knut Vik square is a Latin square which results in an even dis- 
tribution of treatments over the experimental area, thus: 


BC D 
A 


E 
0 
A 
D 
B 


Ql Ww & & S 


Uo kl Ge ty 
S 
oO NH b&b 


B 
E 
We have seen that, if we have 2 factors, æ and y, each at 5 levels, the 
total of 24 degrees of freedom can be partitioned into 6 sets representa- 
ble by X, Y, XY, XY?, XV, XV.. If rows and columns are regarded 
as the 2 factors with levels 0, 1, 2, . .., 4 in order, then, in the above 
square, treatments are arranged according to the partition denoted by 
XY’, The partitions XY* and XY represent another systematic ar- 


rangement in which treatments tend to lie in diagonals. "The other par- 
tition XY? gives the following square: 


4 5 F C 
BEC AD 
CAD BE 
DBECA 
ECADB 


which is identical with the Knut Vik Square, except for inversion about 
the diagonal. The fact that there are two possible Knut Vik squares 
should not, however, lead us to suppose that a valid design may be ob- 
tained by taking one of these at random. If we remove the sum of 
Squares represented by X, Y, XY, and XY‘ for positional effects, we 
shall have a treatment sum of Squares whose expectation is the same 
as that of the error mean Square. With a randomization test, we would 
be able to make a significance test, only with a level of significance of 
50 percent. Furthermore, there is no possibility of estimating the vari- 
ance of plot errors to which treatment comparisons are subject. 
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17.7 THE ARRANGEMENT OF n FACTORS EACH WITH 
P" LEVELS IN BLOCKS OF (”)* 


The general theory on which the previous parts of this chapter are 
based is a special case of Galois field theory. A treatment of group 
theory is essential because there are (p")" different treatment combina- 
tions which are to be arranged in equal-sized blocks in several ways. 
The (p")" treatment combinations may be regarded as the points of a 
finite geometry: that is, as the individual points of a set of points. 
Furthermore, it will be convenient if we can have a representation such 
that the points lie, in a particular sense, on lines, planes, and so on, 
so that we may take the lines (or planes, etc.) as blocks. The reader 
will, after having studied Chapter 16, see the value of such a represen- 
tation. For, in the case of a 3" experiment, we could represent the 
treatment combinations by the points of an n-dimensional lattice, such 
that each line on the lattice contained 3 points, each plane contained 
9 points, and so on. The lines, planes, or hyperplanes would then be 
used to give blocks, because they occur in sets, each one of a set con- 
taining the same number of points. We proceed to give the elementary 
notions of fields and Galois fields, and the reader should have no diffi- 
culty in seeing the value of their introduction into the discussion. 

A set of s elements uo, U1, ** *, 44 is said to be a finite field of order 
s, if 


1. The elements may be combined by addition with the laws, 
Ui ＋ uw = uj + ti; u; + (uj + ur) = (u; + uj) + 1 


given w; and uw, there is a unique uj such that us + uj = ur, and the 
element having the additive property of zero is uo so that 


uo + uj = uj for any j 
2. The elements may be combined by multiplication with the laws, 
uu; = up; ujujuy) = (,; ui(uj + uy) = u + U 


and given any u; (> uo) and any ux there is a unique uj such that 
UU; = us. It is verifiable that ug has the multiplicative properties of 
zero: i.e., that ugu; = uo. The element having the multiplicative prop- 
erty of unity is chosen to be w. 


The finite field of p elements, where p is a prime number, may be 
represented by up = O, u; = l, ug = 2, „ Up = p— 1, in which 
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addition and multiplication are the ordinary arithmetic operations, ex- 
cept that the resulting number is reduced modulo p. That is to say, 
the resulting number is replaced by the remainder obtained after divid- 
ing by p. For example, with p = 5, uo = 0, u = 1, w = 2, ug = 3, 
Ug = 4: Ug + lg = 3+ 4 = 2 = w, and 22 = 2X4 = 3 = uz, ete. 
In general, a Galois field of p” elements, which is a special represen- 

tation of a finite field, is obtained as follows. Let P(x) be a given poly- 
nomial in z of degree m with integral coefficients; and let F(x) be any 
polynomial in x with integral coefficients. Then F (£) may be expressed 
as 

F(x) = f(x) + p * g(x) + P(x)Q(z) 
where 

f(x) = ao + aiz + age? . . . ama”! 


and the coefficients ao, a1, +++, dm— belong to the set 0, 1,2, --., p — 1. 
This relationship may be written 


F(x) = f(x) modd p, P(z) (20) 


and we say f(z) is the residue of F(x) modulis p and P(x). The func- 
tions F(x), which satisfy this relation when f(x), p, and P(x) are kept 
fixed, form a class, If p and P(x) are kept fixed, but f(x) is varied, p” 
classes may be formed, since each coefficient in f(z) may take the values 
0, J, 2, „ p 1. It may be readily verified that the classes defined 
by the f(z)'s make up a field; for example, if P;(z) belongs to the class 
corresponding to f;(z), and F;(x) to the class corresponding to f;(«), 
then Fir) + F(x) belongs to the class corresponding to f;(z) + fj(z). 
The other operations defined for a field are, likewise, satisfied, any func- 
tion obtained by ordinary algebraic operations being replaced by its 
residue modulis p and P(x). In order that division be unique, it is 


also necessary that p be a prime number and that P(x) cannot be ex- 
pressed in the form 


P(t) = HIGH + pPa(z) 


in other words, that P(z) be irreducible modulo p, where p,(x) and pH 
are polynomials with integral coefficients of degree positive and less 
than the degree of p(z). 

The finite field formed by the p” classes of residues is called a Galois 
field of order p" and is denoted by GF(p"). It is proved, in Carmichael,! 
for example, that the classes are the same, regardless of the choice of 
P(x) subject to the restrictions imposed above, and that the field GF(p") 
exists if p is a prime and m a positive integer. The classes of residues 
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can be represented by the different possible functions f;(x), and may 
also be denoted by uo, U1, ***, 4,1, where s > p”. 

To give an instance, we shall obtain the Galois field of 3? elements. 
We have then p — 3, m — 2, so that the possible polynomials of de- 
gree 2 (= m) are ag + a1 + age”, where ao, di, az may take the values 
0, 1, 2. The function P(x) must be irreducible modulo 3 so that we 
may exclude cases in which ag = 0. Take then do = 1; we have as 
possible functions P(x), 1 + di + a»z?. If a, — 0, then we have 
(1 + dere), and, with a» = 2, we have (1 + 22), which takes the value 
0 modulo 3, when z = 1; and can be written as (1 + z)(1 + 2x) — 3x 
so this case is impossible, leaving 1 + 2?. When x = 0, 1, 2, this func- 
tion takes the values 1, 2, 2 modulo 3, so that it is irreducible modulo 3. 
We take P(x), therefore, to be 1+ . Now consider the possible 
f(x)'s. These are of the form bo + biz, so that we have, as the elements 
of the field, uo = 0, u = 1, uw = 2, ug = , Wy = 22, ug = 1 +z, 
Ug 2 +x, uw; = 1 + 2x, ug = 2 2x. There is a further theorem 
that all the elements or marks of the field except the zero element 20 
can be represented as the powers of an element which is of special type, 
known as a primitive mark. It is readily verified that y = 1 + 2 is a 
primitive root. For 


y-lcTz 
1 + 21 4-2? = 2r 


< 
i] 


y! = 2x + 2 = 2x + 1 + 2(1 + 32) 2 1 ＋ 2 
yt = 4? = * = 2 ＋ 1 ＋ 22 =2 

y 2 ＋ 2 

4 = 

y =24+ 41 =2+2 

y -4-1 


The elements of the field are representable, therefore, by 0, 1, 
Ir (=y), 2 (=y), 1 4 2 (), 2 ( 10, 2- 21 (=4)), 
(= 4°), 2+ z (— y^). Both representations are valuable, in that the 
Tepresentation in terms of z may be used for addition, and the repre- 
sentation in terms of y for multiplication, utilizing the fact that y?" 1 
= 1, thus, y? = y? X y? = 2 X (1 + 2x) = Qe + 4 = 2z + 2 = y. 


334 THE GENERAL p" FACTORIAL SYSTEM 


Table 17.3 contains a suitable P(x) and a primitive mark for the Galois 
fields likely to occur in experimental design. 


Taste 17.3 Garors FIELDS: P(z) anv Primitrve MARKS 


Primitive 
p™ P(x) Mark 
2 w+ati x 
2 za +1 z 
2 1 rl 
3 r? ＋ 1 1 ＋ 1 
3° z +2 +1 z 
5 trt 1 ＋ 2 


The use of these fields in examining the (p")" (= s”) factorial system 
is exactly analogous to the use of 0, 1, 2, +++, — 1 for the p" factorial 
system considered in the earlier part of this chapter. The treatment 
combinations may be denoted by (i, %2, +++, £n) where each i; can 
take one of the values from 0 to s — 1. The main effect of factor 1 
will be given by the comparison of s sets of s"! plots, these sets being 
given by the equations: 


2-0, Uz, = up 
, = u 
=2, = 1 
m$] = .I 


Ue, + Mis, = Up 
Ur, + Ny, = 11 


Us, + uz, = 1 Qu 


liz, + MG, mua 
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in which ) is fixed for a set of s equations to be one of u1, us, „ t5. 
The (s — 1)? degrees of freedom for the 3-factor interaction may be 
partitioned into (s — 1)? sets of (s — 1) degrees of freedom, each set 
being given by the equations: 


Uz, + Ma, + uus, = Uo 
Uz, + Xue, F Al, = Uy 


Uz, + M, + Hiir, = U2 (22) 


Un, + Mex, F A, = Usi 


in which ) and u are fixed for a set of s equations each to be one of u1, 
Wo, * **, Us—1, there being (s — 1)? possible choices of À and y. 

"here is no point in continuing this description, in that it is entirely 
analogous to the case when s = p given earlier. The formulas for num- 
ber of systems of confounding can be written out by substituting s for 


p and soon. The ( 
8 


thogonal, and the yields may be expressed in terms of the mean, effects, 
and interactions. The only complication is that we are working with 
the marks of the Galois field, which are not quite so easy to manipulate 


—.— 10 sets of (s — 1) degrees of freedom are or- 


as the numbers 0, 1, 2, ..., p — 1. 
The essential fact, that we have used in the development herein, is 
that s"—' treatment combinations (zi, «+, £n) satisfy a relationship 


Mti, ＋ Aus, E.. T Na, Tu 


Where Nu, A», , An are marks of the field not all zero and v is a mark 
of the field. "This is simply verified by noting that, if r of the coefficients 
Ay are equal to uo, then all we need to do is to solve the equation in 
(n — r) of the z; say, 


Mus K TOL, = U 


Where X, ---, . r are the A's not equal to ug. For each solution of 
this equation we will have s” solutions to the original equation by com- 
bining with the solution any choice of w’s for the other z's. This equa- 
tion has, however, Su I solutions, for we may choose zi, +++, %—r—1 
arbitrarily, and we are left with an equation A, uz, , = some u, and 
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there is a solution to this equation because of the definition of a field. 
The properties of orthogonality are easily verified. 

As a short example we may consider the (27)? system: i.e., 2 factors 
each at 4 levels. For the Galois field of 4 elements a suitable P(x) is 
z? +æ + 1, and we have u = 0,u; = 1, uz = q, and ug = 2? = z + 1. 
It is necessary to form the addition and multiplication tables of this 
field. They are as shown in Table 17.4. 


TABLE 17.4 

Addition Multiplication 

ug up ug us |u u u us 
Uo | uo ur uz uz uo | uo uo ug w 
ul Ug Us Ug ur Ul uz us 
us u u uz us 1 
us ug us ua 

"These are obtained as follows: 


1. Addition: e.g., 
Voth =O+Flel=ay 
Ua + us = 2r = 0 modd 2, P(x) = uo 
Ug + u = 1 + 22 = 1 modd 2, P(x) = w 
2. Multiplication: 
Uo X u; = O = uo, uy Xu = u; 
Ma X ua A = (GP + 2+ I modd [2, P(z)] 
=z + 1 modd [2, P(4)] 
= Uy 
us X ug = lii (-T 2 ＋ 220 A2 
= z modd (2, P(z)] 
= Ug 
We now obtain the sets of (s — 1) (= 3) degrees of freedom by making 


up the partitions of the 16 combinations into 4 sets of 4 combinations 
(Table 17.5). 
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TABLE 17.5 CALCULATION OF PARTITIONING FOR EFFECTS AND INTERACTIONS 
WITH 4° SYSTEM 


Effect of Effect of Interaction 

Factor 1 Factor ———————————————— 
71 T2 Uz, Uag Mey F une Cuz F : Un, Ug 
00 ug 10 "uo "uo uo 
01 uo w 11 u us 
0 2 uo "ug 1 ug ul 
03 "uo Us us ul ug 
1 0 w ug ul ul ui 
11 w u uo Us Us 
1 2 w ug ug ug uo 
13 w ug 1 ug us 
2 0 ug 10 uz ua Ug 
20 uz w us uo ul 
22 ug uo 11 ug 
23 ug us 1 "us ug 
3 0 us us us us 
B 1 "us w ug ul ug 
3 2 "us w uo ug 
3 3 us us uo ug uy 


For example, with xı = 3, * = 2, we find, from the addition and 
multiplication tables: 


Un, + , = Ug + uus = Ug + Ue = 1 


Uz, + ugue, = Ug + ei = Ug + Ug = Uo 
Us, + ugs, = Ug + ug = Ug + th = Ua 


Table 17.5 gives the partitioning of the 15 degrees of freedom for the 
4? system into 2 main effects, each with 3 degrees of freedom, and 3 
sets of 3 interaction degrees of freedom. In passing, it may be pointed 
out that the above gives the completely orthogonalized 4 X 4 Latin 
square: for let us make the following transpositions: 


in the first column: 
ug = rowl, ù =row2, . = row 3, ua = row 4 
in the second column: 
up = col. 1, u = col. 2, ue =col.3, us = col. 4 
in the third column: ug = A, w = B, w=C, u = D 
in the fourth column: uo - a, ½ = 6, 1 , u = ô 


in the fifth column: e = 1, ½ = 2, ½ 3, 1 4 


338 THE GENERAL p* FACTORIAL SYSTÉM 
then the square is 
Aa By Ch DÀ 
Bh: Abs Dy Ca, 
Cys Doy Abı Bh 
D& CB, Bay Ays 
For a detailed discussion, the reader should refer to Bose 2 and to Mann. 

This exemplifies the general procedure for constructing a completely 
orthogonalized square of side p^. The letter in the th cell, where 
% 0, 1, 2. . p- 1, of the sth language is w; + ustij, 8 taking on 
the values 1, 2, +++, p^ — 1. It is easily proved that the square con- 
structed in this way has all the required properties (see Stevens *), 

The use of this system in confounding will be exemplified by the 43 
system on factors a, b, and c. The 63 degrees of freedom may be rep- 
resented by the symbols: 

Main effects: A, B, C 
2-factor interactions: AB, AB?, AB*, AC, AC?, 406, BC, BC?, HO 
S-factor interactions: A BC, A, ABC*, AB?C, AB*C?, A, ABC, 

ABC, ABC? 

Each symbol representa 3 degrees of freedom, those for AB?C? being 
given by the 4 sets of equations; 

un F us, + uu, = 10 

un F uu, + ue, m us 

May F ue, + us, = us 

un + Matty, + u,, = tig 
‘The rule of the generalized interaction may be obtained by noting that, 
if effects or interactions corresponding to equations with left-hand sides, 


d u, F ufus, F pus, 


au, + uu, + ue, 
are completely confounded with blocks, then the effects or inte 
actions given by the equations with right-hand sides E. oe 
(Hs + Aw! utn, + (uj + Mu), + etc. 


where A is a mark of the field. Thus, it may be verified that, if ABC? 
and AB?C are confounded, then so are A, BC?, and AB?C?. 
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The Galois field of p" elements is principally of value in constructing 
completely orthogonalized squares, and most of the useful designs which 
involve Galois fields can be obtained directly from these squares. 


17.8 FINITE GEOMETRIES 


There is a close relationship of the material of this chapter to the sub- 
ject of finite geometries. The reader who is interested in these per se 
is referred to Carmichael. We shall give only material on finite geome- 
tries which is strictly relevant to the design of experiments. 

A finite projective geometry is a finite set of elements or points which 
are subject to a number of postulates which are geometrical in nature: 
for example, that one and only one line contains 2 distinct points. 

The finite projective k-dimensional geometry PG(k, p") consists of 
the points 

(zo, zy, „ Fa) 


where zo, 25, «++, zy are elements of GF(p"), at least one being different 
from zero, and where it is understood that the point (yo, yi, *** Ya) 
is the same point as the point (zo, 21, * * *, zy) if for some element of the 
GF (p"), say, a, the relations, 


yi = aci 1 0, 1, „ 
hold. 

This finite projective geometry is such that its points are a represen- 
tation of the possible orthogonal sets of (p" — 1) degrees of freedom in 
the (p")**! factorial system. For example, with k = 2, p = 3, and 
n = 1, we have denoted the effects and interactions by A, B, AB, AB’, 
C, AC, AC?, BC, BC, ABC, ABC?, ABC, and AB*C?, Those may 
be represented as the points of PG(2, 3), namely (1, 0, 0), (0, 1, 0), 
(1, 1, 0), (1, 2, 0), (0, 0, 1), (1, 0, 1), (1, 0, 2), (0, 1, 1), (0, 1, 2), (1, 1, 1), 
(1, 1, 2), (1, 2, 1) and (1, 2, 2). It will be remembered that we ex- 
cluded symbols like A?B, which would be represented by (2, 1, 0), be- 
cause (2, 1, 0) = 2(1, 2, 0). In enumerating the effect and interaction 
symbols, we made the rule that the first non-zero exponent should be 
unity, and this is the same rule essentially as that given above for the 
exclusion of points in the finite projective geometry. 

The k-dimensional finite Euclidean geometry EG(k, p") consists of 
the points (ri, za, «++, 24), such that each z; is an element of the Galois 
field GF(p"). This geometry is the representation of treatment com- 
binations that we used for the case of k factors each at p” levels. 

We now define lines, planes, and so on in these finite geometries. 
For the finite projective geometry PG(k, p") an m flat (or m space) is 
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defined to be the points that satisfy (k — m) independent homogeneous 
linear equations, a point being a 0 flat, a line a 1 flat, and so on. A 
point denotes a particular set of p^ — 1 degrees of freedom, a 1 flat 
contains the points for 2 sets of degrees of freedom and their generalized 
interaction. For example, the points corresponding to the confounding 
of AB, AC, BC*, and AB?C? in the 3° system, i.e., PG(2, 3), are (1, 1, 0), 
(1, 0, 1), (0, 1, 2) and (1, 2, 2) and the coordinates, denoted by 2, x2, 43, 
satisfy the one equation 


Tı + 215 + 2x3 = 0 mod 3 


Thus, systems of confounding for the (p")**! factorial system in blocks 
of (p")" are given by the (k — r) flats of PG(k, p"). An enumeration 
of systems of confounding is then merely a matter of enumeration of. 
m flats of the finite projective geometry. 

The number of m flats in PG(k, p") is equal to 


En — 1y(s* — 1) «++ ( -= _ 1) 


e 
where s = p", 

Similarly, an m flat. in EG(k, p") is the set of points that satisfy 
(k — m) consistent and independent linear equations. The constituent 
treatment combinations of a block in the (p")* factorial experiment in 
blocks of (p")*—" plots with any of the systems of confounding dis- 
cussed in this chapter form a flat. The number of m flats in EG(k, p") is 


p(k, m, 8) — é(k — 1, m, s) 
since EG(k, p") is the set of points in PG(k, p") minus the points in the 
PG(k — 1, p”) for which t= 0. 
Our reason for describing these finite geometries is that we shall find 


them to be of use in deriving other designs, notably incomplete block 
designs, 


(24) 
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CHAPTER 18 


Other Factorial Experiments 


18.1 INTRODUCTION 


In the previous chapters we have considered the more important 
types of factorial experiment: namely, when the number of levels is the 
same prime number for all the factors. We have also considered briefly 
in the last chapter the case when the number of levels of all the factors 
is the same power of a prime. In this way we have dealt with the 2^, 
3", 4", 5", and 7" systems, and these are the only systems with the 
same number of levels per factor that are likely to be of interest to ex- 
perimenters. In this chapter we shall discuss the following: 


1. When each factor has the same number of levels, this number be- 
ing a power of a prime, since this may be dealt with for most purposes 
in a way simpler than by recourse to Galois field theory. 

2. When the number of levels for the factors are powers (not all the 
same) of the same prime number: e. g. a 2 X 4 X 4 experiment, that is, 
one with 1 factor at 2 levels and 2 factors at 4 levels. 

3. When the number of levels are prime numbers: e.g., a 2? x 3? 
experiment, that is, one with 2 factors at 2 levels and 2 factors at 3 
levels, 

4. When the number of levels is a product of different primes: e.g., 
a 6? experiment, that is, one with 2 factors each at 6 levels. 


We shall also deal in this chapter with experiments that are almost fac- 
torial in structure, for instance, an experiment on quality, say, type a, 
b, or c by rates of 0, 1, 2 units of a stimulus in which certain factorial 
combinations that are formally different are, in fact, the same. 

It is not intended to give an exhaustive description of all these cases. 
On the one hand, some of them are rather difficult for the ordinary ex- 
perimenter to understand and to interpret, and experimenters do not find 
it necessary in the author's experience to have recourse to them at all 
frequently. The advantages that accrue from using the simpler types 
of experiment will become evident from the descriptions that follow. 
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The importance of using experimental designs that are fairly easily 
understood cannot be emphasized too strongly. With the complex de- 
signs, there is considerable danger of the experimenter becoming lost 
in the intricacies of the design and analysis and losing sight of his main 
objective. 


18.2 THE NUMBER OF LEVELS BEING THE SAME PRIME 
POWER 


We have dealt with this case in the previous chapter from the point 
of view of Galois fields. The treatment given below is not quite so 
general but is simpler. A further advantage is that it enables the ex- 
amination of designs, say, for factors with 8 levels in blocks of 4 plots. 

Suppose the number of levels is Æ which equals p”, p being a prime 
number and m being some integer greater than unity. We can set up 
a correspondence between the k levels of the 1 factor and the p" combi- 
nations of m pseudofactors each at p levels as exemplified in Table 18.1 
for the case of k = 8 = 25. 


Taste 18.1 


Level of Factor Levels of Pseudofactors 
o 3 Q9 


Noaprwnwro 
RK 8 8 — 8 — 8 
228 — OS 
——— 22888 


In the design of an experiment with 2 factors, # and y, each at 8 
levels, we replace x by a, b, c and y by d, e, f, so that we have an experi- 
ment on 6 factors each at 2 levels. The analogy is not perfect, how- 
ever, for we must remember that some components of the main effect 
of either original factor will appear formally as 2- and 3-factor interac- 
tions: for example, the interaction ABC is a contrast among the levels 
of the x factor: namely, 


(do + zi + T2 — Xa + T4 — Ts — te + 27) 
If we wish to use blocks of 16 plots we can confound the following: 


ABD, CEF, and ABCDEF 
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and main effect comparisons are not confounded. If information were 
desired on all interaction components, and it would generallly be advis- 
able in such a case as the one under discussion, 2 replicates with different 
confounding would be used. The system of confounding for 6 factors 
in blocks of 8 (Chapter 14) may be used to give a design in blocks of 8. 
The composition of the blocks is easily obtained in the usual way. 

The most frequently used design of this type is that for 2 factors each 
at 4 levels in blocks of 4 plots. Let the factors be a and b. The 3 de- 
grees of freedom for each main effect may be represented by 


A’ = a3 + as — a — ag 
A” = as — d — a, + a9 a) 

4" = a — az + a — ag 
by setting ao = (I), a, = T, dg = , as = zy, so that 2X = A", 
2Y = A', 2XY = A", The representation we use here has a little in- 
terest, from the point of view of the linear, quadratic, and cubic effect 
of the factor. Supposing the levels to be equally spaced, then the linear 


quadratic and cubic comparisons, Az, Ag, and Ac, respectively, are, 
apart from constant divisors, as follows: 


AL = ~8a9 — a, + d + 343 
AQ = a — a; — az + ag (2) 
Ac = —ag + 3a, — 3a» + ag 
Therefore, A" measures the quadratic effect, and 
Ar = 2A’ + A” 
4c = —A' 4- 24% 


or (3) 
5A’ = 24; — Ag 

5A” = Ar + 24c 
With similar expressions for the factor, a design in blocks of 8 is given 
by confounding any one interaction degree of freedom, say, 4% B., 
and, to obtain the blocks, we need merely to expand the expression 

ANB" 2 (as ~ a, + a, — 40) ( — by + by — bo) 

and place combinations with a positive sign in one block and those with 
à negative sign in the other block. 
r Two replicates with such differing systems would yield full informa- 
tion on main effects and on 7 of the 9 interaction degrees of freedom, 
with half information on the other 2 interaction degrees of freedom. 
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With 3 replicates a balanced design in blocks of 4 plots exists (Table 
18.2). 


TABLE 18.2 
Replicate Confounding 
1 A'B', A"B", A"'B" 
2 A'B", AUB", A" B' 
3 4.8% A,B, A"'B" 


The first replicate may be constructed by expanding the expressions, 
A'B' = (ag + a — di — ao)(ba + b2 — bi bo) 
A" B" = (ag — az di + do) (bs — bz — bi + bo) 


and taking as the first block those combinations that are positive in 
both expressions, as the second block those positive in A'B' and nega- 
tive in A"B", etc. This gives the following blocks: 


aobo abı ab abe 
aibi aibo aibo abs 
aj» | abs ab abo 
asbs ab» abo abi 


The other replicates are similarly constructed. It should be noted that 
this design may be derived from the completely orthogonalized 4 X 4 
Square (cf. Chapter 17). 

With 3 factors each at 4 levels and 64 treatment combinations in all, 
the following system of confounding in blocks of 8 plots confounds three 
2-factor interaction degrees of freedom: 


AB, A" B'"C' A" p'c" 
ABBOL AOT VUE A'B" 


For the derivation of this and other systems of confounding, one may 
note that 


A'A" = uu 
» uU» uu = 2 
and 
A 4, = ALT 


With a second replicate with the following confounding, 
"AUI os AO, ABO 
AB ee A'B", BiG! 
, 
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the experiment would yield full information on main effects, on 21 of 
the 27 two-factor interaction degrees of Íreedom, and on 19 of the 27 
three-factor interaetion degrees of freedom, with half information on 
all other contrasts. 

The derivation of other designs in blocks of 4 plots and the analysis 
of all these designs are left as an exercise to the reader. A simple way 
of analysis, though possibly tedious in some cases, is to utilize the pseudo- 
factors in the analysis also. This method of analysis is quite suitable 
to routine calculations and keeps to the front the different degrees of 
freedom which may have been confounded, The addition-subtraction 
process may be applied to the total yields and then adjustments, ob- 
tained from block totals, applied to the partially confounded inter- 
actions. 


18.3 NUMBER OF LEVELS EQUAL TO DIFFERENT POWERS 
OF SAME PRIME 


"This ease follows easily by the same methods as the previous one. 
As an example, we can consider a design for 3 factors, a at 2 levels, b 
and c at 4 levels each. This may be represented as an experiment on 
five 2-level factors, a, by, bs, el, €, and it is easily seen that, with blocks 
of 16 plots, only a 3-factor interaction degree of freedom need be con- 
founded. With blocks of 8, it is necessary to confound 1 degree of 
freedom of an interaction of 2 factors: for example, we may confound 


AB'C', ABC", Brg 


As a second example, we consider 22 X 4? experiment. We repre- 
sent the factors by a, b, ĉi, €2 dı, do, and to obtain blocks of 8 we must 
confound 7 degrees of freedom with blocks. A possibility would be to 
confound two 2-factor interaction contrasts and other interactions in each 
replicate, thus: ACD”, BED, ABC"D', ACD’, CUD", ABD", 
BC’, With blocks of 16 Plots, there is no particular difficulty, as we 
may confound, for example, 


AC'D", BC" p", ABCD! 


184 NUMBER OF LEVELS EQUAL TO DIFFERENT PRIME 
NUMBERS 


Insofar as general rules may be obtained for this case, we may sup- 
pose We have a p"g^ experiment, that, is, one involving m factors each 
at p levels and factors each at q levels, both p and q being prime num- 
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bers. We may denote a treatment combination by (vi, $9, ***, Um, 
Vi V2; ***, Yn) When 23, 25, +++, Zm may take on the values 0, 1, 2, , 
p — land yi, ys, ***, Yn may take on the values 0, 1, 2, +++, q — 1. 
Main effects and interactions within either of the 2 groups of factors 
may be defined as in the pure system. The difficulties with this mixed 
system arise when we consider interactions of factors in the first group 
with factors in the second group. The (p — 1)(g — 1) degrees of free- 
dom for the interaction XY are the (p — 1)(g — 1) degrees of freedom 
for interaction in the p X q table (Table 18.3). 


TABLE 18.3 
Tl 
yı 
0 1 2 p-1 
0 
1 
2 
q—1 


These degrees of freedom arise only by comparisons among pq sets of 
D"—!g^— treatment combinations. Therefore, if the interaction of a 
factor of the first group and a factor of the second group is confounded, 
using equal-sized blocks, the main effects of these factors must also be 
confounded. In general, if r independent effects and interactions of the 
first group and s independent effects or interactions of the second group 
are completely confounded with blocks, the block size must be p. 
The possibilities of confounding the higher-order interactions only are, 
therefore, somewhat limited. 

As an example, we may consider the 2° X 3? experiment, and we de- 
note the factors by a, b, c, and d in order. The possible block sizes are 
the factors of 36: that is, 6, 9, 12, 18. We consider, for the moment 
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only, complete confounding with blocks. With blocks of 6 plots we 
may confound any one of A, B, or AB and any one of C, D, CD, or CD?, 
and, of course, their interaction in one replicate. With blocks of 9 A, 
B, or AB must be confounded, because 9 is not an even number, With 
a block size of 12, we may confound CD or CD?, and, with a block size 
of 18, we may confound AB, 

Since most experiments are on a few factors, say, 5 or less, the above 
considerations result in the necessity of considering partial confounding. 
The type of partial confounding we shall consider is not quite of the 
same type as in previous chapters, because, in the designs discussed 
therein, an effect was either completely confounded or unconfounded 
with blocks in any one replicate. We shall consider designs in which 
effects or interactions are correlated as little as possible with block effects. 
The general methods by which the device of partial confounding is used 
are illustrated in the examples that follow. 


18.4.1 The 3 X 2 X 2 Experiment 

Let the factors be a, b, and c with 3, 2, and 2 levels, respectively. 
Frequently there will be no experimental difficulties in using blocks of 
12 units, and the consequent ease of analysis because of the absence of 
confounding will often offset: the loss of precision resulting from blocks 
of this size compared to those of small sizes. In other cases, it will be 
important to use smaller blocks, The use of blocks of 6 plots confound- 
ing the main effect B, the main effect C, or the interaction BC presents 
no difficulty, but these designs are more properly classified as split-plot 
designs, which will be discussed in Chapter 19. Similar remarks hold 
for the use of blocks of 4 plots confounding A. In order that main 
effects be unconfounded, the block size must be 6. 

The design for blocks of 6 plots given by Yates! is the only one that 
does not result in the confounding of main effects. To obtain this de- 
Sign, we note that interaction BC is given by the comparison 


1 (by bo) (cr — co) 
i. e., 
bici + boco — bico — boc 


Let us denote by æ the pair of treatment, combinations bier and boco 
and by 6 the pair bico and bo. Because the interaction BC is esti- 
mated by comparison among the 4 possible combinations on factors b 
and c, this interaction comparison must be partially confounded with 
blocks of 6. The BC interaction is, in fact, the comparison of a with 
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6, so that we are led to the design in Table 18.4, the first symbol of a 
treatment combination denoting the level of the factor a. 


TABLE 18.4 
Replicate 


I II III 


oa 08 08 Ow 08 Ox 
18 le la 18 18 le 
28 2a 28 28 a 28 


Each block contains the levels of each factor equally frequently for 
each factor separately, but the 2 groups of treatment combinations o 
and 8 must be distributed unequally. The 3 replicates give a design 
which appears balanced in that main effects are unconfounded. The 
degree of confounding that actually results from this design will be 
shown by the corresponding analysis, which will be worked out from the 
basic mathematical model. 

Consider the true yields of each treatment combination which we may 
denote by (jk), the levels of the 3 factors. We define 


is 2 (ak) 


ijk 


a; 1 (ijk) — u 
jk 


* 
LI 


b; = & 2 (Gk) — a 

* EX il) — 
(ab) = $ x (ijk) — a; — bj — u 
(ac) x = $ È GE — d e — 1 
(bo); = $ x (jk) — bj — e — u 


(abc); = (ijk) — a; — b — (ab) y — ex — (ac) — (bc). — u 
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In the present case, we may reduce the number of parameters: 
bo +b, = 0 80 we put =b = +b, =b 
co ei = 0 so we put —& = +c, = e 

L (ab = 0 so we put —(ab)o = +(ab)i = (ab); 

7 


E (aa - 0 so ve put —(ac) = (ach = (ac); 
7 
— (be) = x (be) je = 0 


so we put (be)oo = —(be)or = —(bc)io = (bc) = (be) 
Y (abe) ijn = Y (abe) n — (abe) n = 0 


so we put (abe) oo = (abe) on = (abe) no = (abe) n = (abc); 
We note also that. 


Z a= 0, D (ab), = 0, È (ac): = 0, 2X (abe); = 0 
* 
"The plan in full is as shown in Table 18.5. 


Tanie 18.5 
Replicate 1 Replicate 2 Replicate 3 
Block 1 Block 2 Block 1 Block 2 Block I Block 2 
000 001 001 000 001 000 
on 010 010 011 010 011 
101 100 100 101 101 100 
no nt lll no 110 111 
201 200 201 ?00 200 201 
210 au 210 21 211 210 


We denote the actual yields by Varia Where i, j, k are the levels of the 
3 factors, I (= 1, 2, 3) is the replicate number and m (= 1, 2) is the block 
number, The mathematical model with additivity of treatment effects is 
none = u aq + b; + (ab); + e + (ac); + (be) ju + (abc) jx 


+ rit (-1)" or + eus (4) 
where ry is the effect of the Ith replicate, g; is the effect of block within 
the replicate (positive for block 2 and negative for block 1), and the 
c= may be regarded as uncorrelated and distributed with mean 
zero and the same variance 92. Clearly not all possible combinations 


minimizing 
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first term of this sum of squares of deviations, if unnecessary sub- 
are eliminated, is 
u = y — ao + b + (ab) + € + (acho — (be) — (abe)o — ri + gil? 


"The resulting equations, imposing the condition Zr; = 0, are of a 
form, obtained by equating contrasts of yields with their expec- 
(Table 18.6). 


Tapte 18.6 
LHS RHS 

30% Y... -T 
12u + 12a T = AK 

Ya. You = [B] 
12b + 12(ab); Yar Yo = [AB]; 
36e 7. 1. — Y. = [C] 
12e + 12(ac) Yine = Yoo: = [AC]; 
360e) + 4m + 4t + des Yo = Yoo = Yao + Yn = [BC] 
12(abe)o + 12(be) — 4m + 4 4e Yooo: Yous — Yon — Yow = [ABCh 
12(abe), + 12(be) + 4m — 4e + 4n Yio + Yine = Yi — Vue = [ABC] 
12(abo)a + 12(be) + 4m + 4t — Aes Yso + Ym — Yme = Ynos = [ABCh 
12, + 12r; Y = [R] 
12g; + (bc) — 4(abe)o + 4(abe)i + Alabe) Your Yn lei 
12g + Abe) + 4(abe)o — 4(abe)i + dae: Tun Yo = (Gh 
125 + A(be) + 4(abe)o + 4(abe) — 4(ab)s F. Nis = [Gh 


è equations may be written down very simply by noting that all 
cients in the model are plus or minus unity, so that the equa- 
is are of the form, 
al of yields that contain a parameter positively — 
total of yields that contain a parameter negatively = its expectation 
e ‘solutions of the equations are: 
» 22 
"i T 
124, = [A]; — 3 
365 = [B] 
12(ab); = [AB] AI 
36¢ = [C] (5) 
12(a2); = [AC]; — MCI 
32(bc) = [BC] Ah + (Glo + lee 
82(b2) + 20(abe)y = 3[ABCh + [Gh — lola — [Gls 
32(5c) + 20(abe), = 3[ABC], — (Gh + (G]a — (Gls 
32(60) + 20(abe)» = 3[ABCh lo — [Gl + [Gls 
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We note that 6, &, (bc), (ab);, (ac);, and (abc); are expressed on the basis 
of the difference of half-plot yields. On a plot-yield basis, these effects 
and interactions would take twice the value indicated by the equa- 
tions. 

We see, from the form of the normal equations, that the interactions 
BC and ABC are partially confounded with blocks, so that we will have 
to obtain a sum of squares for blocks and a sum of squares for treat- 
ments eliminating blocks. The total sum of squares removed by fitting 
all the constants is equal to 


AT + 2 AA]; + DIB] + Z(ab) [AB]; + &[C] T Ghia. 


+ [BC] O (abc) {ABCh + 2646]; + EAR]; (6) 


which equals 
TE UE ris 1 723 1 [EB] 
36^ [; zum : ul + {par 8 s i 5 


E a al ICR . (cP) 
+ [s lar, a + [FE] (uer % 


+ (NBC) + T (abe) [ABC + Saleh (0 


Apart from the last 3 terms in this sum, the terms are the quantities 
one would ordinarily calculate for the Correction sum of squares, sum of 
squares for replicates, A, B, AB, C, and AC, respectively. The last three 
terms can be manipulated to a simpler form, thus: 


È taki + (IBC) + T (abo) [ABC], 


= Tels (iG), — 462) + Adee — 4(5:), — 44525] 
+ valGlot[Gle — 4(62) — abe), + 4(abe), — 4(abe)o} 
+ Vul@]s{[Gls — 4(60) ~ 4(@be)y ~ (abe), + 4(302)5] 
+ (be)[BC] + x (abe) [A BC]; 
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= ds (lG) + [G] + [G3] 
+ c) {[BC] — 3{Gh — slch — lch 
+ (e)a [A BC], + lch — 31Gle — Ache 
+ (abo) [ABC] — 31Gh + 3G] — Ache 
+ (abe) [ABC] — lch — Alle + 316l} 
= 3s (IG: + [GPs + [GP] + 3260)? 
+ (b), -332(62) + 20(abe)o] + (abe), -}[32(62) + 20(abe),)] 
+ (abehozlsꝛ be) + 20(abe)s] 
= AIO, + 3260)? + 39 T (abe): (8) 
The first term is the sum of squares for blocks ignoring treatments, the 
second the sum of squares for BC eliminating blocks, and the third the 


sum of squares for ABC eliminating blocks. The sum of squares for 
BC can, of course, be written in the form 


d {[BC] — ll — 1G — SiC}? (9) 


with a similar expression for the sum of squares for ABC. The analysis 
of variance takes then the form given in Table 18.7. 


TABLE 18.7 ANALYSIS OF VARIANCE FOR 3 X 2* EXPERIMENT 


Due to df Sum of Squares 
Replicates 2 As usual 
Blocks 3 As usual 
A 2 As usual 
B 1 As usual 
AB 2 As usual 
0 1 As usual 
40 2 As usual 
BC 1 32(be)? 
ABC 2 28 Y (abo; 
7 
Error 19 By subtraction 
Total 35 Sum of squares about mean 


_ Finally, we may examine the variance of the partially confounded 
interactions, that of the unconfounded effects and interactions being the 


usual one. The estimate (bc) of the interaction (bc) may be expanded 
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as a linear function of the yields, and the variance of this linear function 


obtained. Consider 96(be) which equals 3[BC] — [G]; — [G]; — [G]s. 
The coefficients of the plot yields in this linear function are as shown 
in Table 18.8. 


TABLE 188 
Replicate 1 Replicate 2 Replicate 3 
Block 1 Block 2 Block 1 Block 2 Block 1 Block 2 
4 —4 —2 2 —2 2 
4 —4 —2 2 —2 2 
—2 2 4 —4 —2 2 
—2 2 4 —4 —2 2 
52 2 —2 2 4 —4 
—2 2 —2 2 4 —4 


The sum of squares of these coefficients is (12 X 4 + 24 X 2?) = 
288, and so the variance of (bc) is (1/962) 2880 = 52/32. If we require 


the interaction BC to be on a per plot basis, we use 2(bc) which has a 
variance of c?/8. This variance may be compared with the variance 
if no confounding were used, namely, c?/9, and it is seen that the par- 
tial confounding has resulted in a loss of 1$ information on BC. We 


ean see that the variance we have obtained for (bo) is correct by noting 
that, for example, a 
(bc) = (be) + error 
and 


E32 (bc)? = 32E (error)? + 32(be)? = o + 32(be)? 
so that 


Uere. 
error) = — 
) 32 
Now, considering the ABC interaction, we note that 
(abc), + (abe), + (abo). = 0 


Lm ~ ~ 
so that (abc)o, (abe) n, and (abc); are correlated. The variance of any 
linear contrast: 


M(alc)o + rx (abo), + abe), Xo - Ay ＋ = 0 
is easily found by noting that 
20 (Gbe)o + X (abo) + ry(abe)o] 
= 3A[ABC]s + 3,[ABC], + BC + Qo — X, — Aa) [Gt 
+ (=d + Ay = M)[GlS ( — X + Ae) [GIs 
= 3NIABCh + 33[ABC], + 335[A BC]; + 2rolGh + AN IIC + NICI 
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When this is expressed in terms of the plot yields, and the expectation 
of the square is calculated, we obtain as the variance of Ag(abc)o + 
Ai (abe); + As (abc)o the quantity 


1 60 30” 
— (10827; + 96 N % = (DX) — e? = (W) — 
400 ( 38985 i) ¢ ) 400 c ( ) 20 
It should be remembered that the (abc)'s are correlated, and we can 
verify that 


var (abe); = T 
and (10) 


3 c? 
cov [(abc);, (abc);] = — x 


We are, for most purposes, interested only in comparisons of the (abc);'s, 
and, for such purposes, we may, as a trick, say that the variance of each 


(abc); is 32002, and we shall obtain the correct answer. On a per plot 
basis we estimate the ABC interaction by 2(abc);; which has a variance 
of 345. It is easily verified that, in the absence of confounding, the 
corresponding variance would be o”/12, so that the relative information 
on this interaction is 

12720 — $ 


and the relative loss in information is 46. There is a curious property of 
designs, which is exemplified by this case, that the total relative loss in 
information is equal to the number of degrees of freedom confounded 
per replicate; thus, 

1X$+2xge=l 


18.4.2 The 3 x 3 X 2 Experiment 

Denoting the factors by a, b, and c, respectively, a design which gives 
full information on main effects in blocks of 6 plots is given in Table 
18.9, where A B; is the set of combinations of a and b, for which x + x2 
^ i mod 3. 


TABLE 18.9 DESIGN ror 3 X 3 X 2 ExrERIMENT IN Brocxs or 6 Proms 


Level of 
Third Factor Ia Is Ie Ila Il, Te 
co AB, AB» ABo AB» ABy AB, 


cy AB, AB) AB, AB, AB» AB 
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By examination of the least squares equations obtained from a model 
with mean, block, treatment, and error terms, or by visual inspection, 
it is seen that the design gives 34 information on AB; 14 information on 
the interaction of AB and C, denoted by ABC; and full information on 
all other effects and interactions. If a second pair of replicates based 
on AB? is added, the information on all components of the interaction 


of a and b is 

H- 40+ Pl 
and of the interaction of a, b, and c is 

$= 40+) 


A reparametrization based on the 3? system leads to a simplification of 
the derivation of the analysis, 
For the case of the first 2 replicates, and using the notation, 


[la] = total of block Ta, ete. 
[AB,] = total of treatments for which x, + 42 = imod 3 
[ABC], = total of treatment combinations for which * +z = i mod 3 
and for which factor e takes the level 1 minus those for which 
7i + z3 = í mod 3 and c takes level 0 
it is found (cf. Yates ') that, with 


20 = 2[ABo] — [T4] — [I] — [11] — 11. (11) 
and similar expressions for 201, 203, the estimate of AB is equal to 
Ta (2s, 201, 2Q2) (12) 


cach component being subject to a variance of 9/0 for comparisons with 
each other, and the sum of squares for AB is 


2 
ew, vii xal (205)? + (200% + (20,)?] (13) 


2Ro = ABCO) — (1) + [L] + [H] — [I] (14) 


E to e 2R; and 2R, the estimate of (ABCo, ABC:, 
1 


VR, — IR, 2R, — TR, 28, — TR) (15) 
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and the sum of squares for the 2 degrees of freedom is 


W E (2R; - 2R)? (10) 


With the 4 replicates confounding AB and AB? equally, the expressions 
remain the same, except that there are analogous expressions for AB? 
and A B?C, the expressions [A Bo], [A BCo], ete., are calculated over the 
whole experiment, and that the divisor for the expressions 2Q is 42; for 
Z(2Q — 2Q)* it is 84; for the expressions 2R it is 30; and for 202% 
— 2R)? it is 60. 


1843 The 3 X 3 * 3 X 2 Experiment 

Let the factors be denoted by a, b, e, and d. If we consider the first 
group of factors a, b, and e, the systems of confounding in blocks of 3 
plots which do not result in confounding of main effects are as follows: 


AB, AC, AB'C?, BC? 
AB, AC?, AB'C, BC 
AB’, AC, ABC?, BC 
AB, AC?, ABC, BC? 


Taking one of these systems of confounding, we may attach the sets of 
3 treatment combinations it gives to the levels of d, in such a way as to 
give blocks of 6 plots in which all the main effects are unconfounded, 
and the particular 3-factor interaction of a, b, and ¢ is completely con- 
founded. For the first system this leads to the 9 blocks in Table 18.10. 


Tanis 18.10 


1 11 II y v vi vn vi IX 


00 012 02) 02 on 020 00 02 00 
d 122 101 110 121 100 112 120 111 102 
211 220 202 210 21 212 20 22ʃ 


12 021 000 O11 020 002 022 010 001 
d 10 110 122 100 112 121 1 10 120 
220 202 211 222 20 210 2 22 212 


The other 3 designs may be obtained in order by interchanging 1 and 
2 for the levels of a, of b, and of c, respectively, as may be seen from 
examining the equations that define the symbols AB, AC, ete. 
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"This design may be analyzed in the same way as the 3 X 2° design. 
With the above replicate, it will be found that the relative information 
on the effects and interactions is as given in Table 18.11. 


Tama 18.11 RELATIVE INFORMATION 

A, B, C, D 

AB, AC, BC * 
ABD, ACD, BC*D LT 
AB, AC, BC? 1 
ABD, AC*D, BC*D 1 
Amo 0 
ABC, AB'C, ABC 1 
ABCD 1 
ABCD, ABCD, ABCD 1 


It is left ax an exercise to the reader to derive the estimates and the 
analysis of variance by the methods given in section 18.6. 


18.6 NUMBER OF LEVELS A PRODUCT OF DIFFERENT 
PRIMES 


other square for the confounding in the second replicate, the degrees of 
freedom completely confounded in the first square will be partially con- 


is usually not in the position of having to use a definite number of levels 
such as 6, but can take his choice among 5 or 7 levels, for which CANON 
simple systeme of confounding exist, 


with 3 levels. In this way, some of the designs of the previous class may 
be used. In the case of a 6 X 9 experiment, if the need for such should 
aris, we could regard the experiment as a 3° X 2 experiment formally, 
with modifications in the design and analysis, 
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186 THE GENERAL METHOD OF ANALYZING PARTIALLY 
CONFOUNDED DESIGNS 


We have given a complete derivation of the analysis for the3 X 2 x 2 
design and sketched the results for the other designs discussed. The 
analysis for the 3 X 2 X 2 design was given because it is illustrative of 
a process that is sometimes valuable, particularly when there are missing 
data. 

We can, however, utilize the formulation of Chapter 6 for the whole 
problem, and this leads to rules by which the estimntes of effects and 
interactions can be written down merely by looking at the design. To 
obtain these rules we use, as in that chapter, a model containing y, the 
constant contribution, by, the contribution of block £, the blocks being 
numbered from 1 to the total number of blocks in the experiment, ty, 
the treatment. contribution, where j runs from 1 to the total number of 
treatment combinations = f, say, and an error, We obtained the 
equations, 


( x 79 — S( CN ) =Q J „„ (17) 


L Ni. kej 


where 
rij 
= Yj- DN 
Q=Yy Dy” 


that is, the actual total for the treatment adjusted by the block moans 
for the block effects that that total contains. For the designs we dis- 
cuss in this chapter, and awuming no missing data, we always have 
N,. equal to k the size of the block, N.; equal to r the number of repli- 
cates, and ny equal to unity if treatment j occurs in block i, and other- 
wise equal to zero, ‘The equations reduce, therefore, to 


r(1 = ) — È (sum offs that occur in» block with t) =Q; (18) 


We know also that the best linear unbiased estimate of a linear function 
of the t's is the same linear function of the best linear unbiased estimates 
of the t's. 

Consider now a function of the f'a such as the expansion of (AB, — 
AB;)(co + ei) in terms of treatment combinations for the 3 X 3 X 2 
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design given above. The quantity Q for this treatment comparison is 
given in the table below, the coefficients of plot yields only being given: 


Ia Ij I, Il, Il, II. 
eo (1 ＋ 0 - |a-5-43 |i ae 
ei ( d= 2-0 9 - 9 . 1-372 


which reduces to 


Ta Ty I. IIa Ie II. 


fos 
Ld 
l 
A 
| 
E 
l 
— 
ts 


e 


This linear function of the yields is then equated to its expectation, 
which is 


(ABC + 1(AB3)e — 1(ABs3)eo + (ABo)c 
+ (ABo)eo — (AB) + $(ABs3)eg — 1(AB1)e 


+ $(ABo)eo — $(AB3)ei — (AB:)eo + (ABo)ei 
which equals 


$[(ABo)co + (ABo)er — (ABU — (ABy)e1) 


The expectation of the expression reduces to a multiple of the com- 
parison we wish to estimate, because we are working with groups of 3 
plots, each group containing the levels of a, and b and, in a sense AB?, 
equally frequently. The expression which estimates 144(ABy — AB;) 
X (to + ¢1) is then 14(Qo — Q1), where Qo, Qı are defined as before. 
To obtain the variance of this estimate, we note that the true treat- 
ment comparison is a linear function of the true treatment effects, say, 
Mri + Agta bss +++ Nerz, and that it is estimated by pi + p2Q. + 
%% where Q, is the Q expression for treatment 1, and so on. 
From the results of Chapter 6 the variance of the estimate is (à1p1 + 
Dopo +++ Nie. The variance of (Qo — Q1) is therefore 2607. 
The sum of squares for this comparison will therefore be 94 x 1/97(Qo 
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— Q? = Ms(Qo — Q))?. In a similar way we would find that Y(2(ABo 
+ AB, - 2ABs)(co + ei) is estimated by 16(Qo + Qi — 20), and that 
the variance of this comparison is $40”, so that the sum of squares is 


(Qo + Q: — 2Q2)? 
9x6 
The total sum of squares for the AB interaction is, therefore, 


Fio — 9)? + (Q1 — ) + (Q2 — Ql 


For purposes of comparison of the Q;'s we may regard the Q,’s as each 
having a variance of lóc? and zero correlation. The factor 14 is also 
the multiplier of the particular Q function, which is used to estimate the 
corresponding parameters. This illustrates a general rule of the rela- 
tion among the variance of the Q,’s, the divisor in the sum of squares, 
and the relative information. 

For the general case, suppose that we wish to estimate 


t 
Dr (19) 
1 
where 
DA; = 0 


the Ns are all 0, +1, or —1 and the 7; is the effect of the ith treatment 
combination. As an estimate of this quantity, we shall use 


1») e» 


where Q; is the Q for the ith treatment combination and K is some 
constant. Then the variance of the estimate is (1/K) (ON), and the 


sum of squares is 1 E 1/4 2 
m) 
K LEK N 
LW. 
1 
Tf there were no confounding, the quantities Q; would be the total yields 


of the ith treatment combination, and k would equal 1/r the number of 
replicates, and the variance of the estimate would be 


(bo 


The relative information on the comparison is equal to 
(zm without ae) 
variance with confounding 
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assuming c? to be the same in both cases. This is equal to K/r, and, 
if we denote it by I, we have the relations given in Table 18.12. 


TABLE 18.12 
No 
Confounding Confounding 
Divisor for SN r K-2rXI 
>; De, ZM; 1 
Variance/c* -— - x- 
r K * 1 
Divisor of (2d,Q;)? 
for sum of squares CN K(ZM) = rZX) XI 


Actually, the divisor for D necessary to express the comparison 
on the basis of the difference of a plot yield positive for the comparison 
EX. 
% K N. 
in the two cases. This rule is not followed strictly in some publications, 
but the reader should have no difficulty in reconciling the statements 
given here with others if this is taken into account. 

As an example of the utilization of this procedure, we shall consider 
the estimation of the ABC interaction for the 3 X 3 X 2 design. The 
interaction, which we may denote by A B20, is unconfounded. We con- 
fine ourselves to 1 degree of freedom of the partially confounded inter- 
action: namely, the expansion in terms of treatment combinations of 


(ABo — ABi)(co — ei) 


The expression in the Q's is represented diagrammatically in Table 18.13. 


and of a plot yield negative for the comparison is 


TABLE 18.13 


Ia I I. II, Il, Hs 


00 


e 
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The expectation of the whole expression is readily seen to be 
3(ABoto — ABocı — ABI + ABiei) 


The divisor on this expression is therefore 14, and, with no confounding, 
we would have used a divisor of 12, so that we have 14 relative informa- 
tion on the comparison. The variance of the comparison would have 
been 602, so that, with confounding, it is 240°, and the sum of squares 
for the comparison is (Expression)?/6. From the point of view of com- 
putation, we note that we may calculate 2Ro, 211, and 2/82 as given 
earlier, the expression above being equal to (Ro — Ki). The sum of 
squares for the 1 degree of freedom comparison is lé(Ro — Ri)?, so that 
by symmetry the sum of squares for the 2 degrees of freedom for ABC is 


13(R; — R)? = 4g ZQR; — 2R)? 


18.7 OTHER MIXED FACTORIAL DESIGNS 


A general procedure for obtaining designs of the mixed factorial type, 
that is, of type p"g", has been exemplified in the foregoing examples. 
The guiding principle is to consider the two component pure systems 
and confounding with as low block size with each of these. For the 372? 
factorial experiment, we examine therefore the 3? system in blocks of 3, 
and the 2? system in blocks of 2. If we denote the factors in order by 
a, b, c, d, we can make up blocks of 3 on the first 2 factors by confound- 
ing AB or AB?, and blocks of 2 on the second pair of factors by con- 
founding CD. Thus we are led to the following design for 2 replicates 
partially confounding AB and ABCD: 


II. | II, | II. II; | II, | Uy 


I. Io 1 I I. 


Ow | la | 2a | 08 | 18 | 28 1% 2a | Oa | 18 | 28 | 08 
18 | 28 | 08 | la | 2a | Oa || 08 | 18 28 | Ow | la | 2a 


in which 


0 denotes the combinations on a and b: 00, 12, 21 

1 denotes the combinations on a and b: 01, 10, 22 

2 denotes the combinations on a and b: 02, 20, 11 
and 

æ denotes the combinations on c and d: 00, 11 

B denotes the combinations on c and d: 01, 10 
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A second pair of replicates based on AB? could be used to give balance 
on the interaction of a and b. 

Numerous investigations have been made of other cases, for example, 
Li? Nair and Rao? The reader may refer to these publieations. The 
occasion will not arise frequently when designs other than those given 
here or easily derivable from those given here are desired. Frequently, 
when other cases are dealt with, a split-plot design or some other type of 
design is preferable. For example, a 5 X 2 experiment can be per- 
formed with a 5 X 5 Latin square with the plots split into 2 parts for 
the 2-level factor. Apart from familiarity with all the types of design, 
the only solution of this problem would be a dictionary of designs accord- 
ing to the structure of the treatments, but the value of such a dictionary, 
if constructed, would be somewhat doubtful unless it indicated the value 
of designs and how minor modifications in the structure of the treatments 
would enable a much better design to be used. 


18.8 PARTIALLY FACTORIAL EXPERIMENTS 


There is a class of experiments in which the treatment combinations 
have an appearance of consisting of a full set of factorial combinations, 
but are not in fact so. The simplest example of this type is that in which 
there are, say, 3 equally spaced amounts, including a zero amount of a 
particular treatment administered in 3 forms. If none of the amounts 
is zero, no new difficulty arises. 


Form 
Amount 1 2 8 
0 T Bie | 
1 Xx X 
2 XIX X 


At first sight there appear to be 9 treatment combinations, but there are, 
in fact, only 7 different ones, as the 3 forms at zero amounts consist each 
of zero application and are identical. The experimenter must consider 
whether he should use all 9 treatment combinations as though they are 
distinet or only the 7 distinet combinations, and further he should con- 
sider the method of analysis in each case. 

First, assume that all 9 treatment combinations are used and analyzed 


in the usual way. The 8 degrees of freedom would then be partitioned 
as follows: 


Form 


df 
Amount 2 
2 
Interaction 4 
8 


Total 
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We notice that the comparison of forms will include a comparison of 
the zero treatment plots, which can contribute only experimental error. 
We make up the set of 8 orthogonal comparisons given in Table 18.14, 
the first subscript of the treatment symbol representing the form and 
the second the amount to indieate the defects of the above partitioning: 


TABLE 18.14 TREATMENT COMPARISONS 


Contrast 10 20 30 11 21 31 12 22 32 


AL 2 2 2 jo oL el 1 -1 
Aq 0 0 0 l 1 l 
Fy 2 nul 20 11 2 l aed 
Vz 0 1l 0 TT 0 Un xl 
AL K Fi 4 -2 —2 22 1 1 —2 1 1 
AL X TF2 0 2 22 QT 1 0*7 —1 1 
A KH 0 0 0 2 -1 -1 -2 H 1 
As X HF: 0 0 0 0 2 991 1 


Because 01, 02, and 03 are, in fact, identical treatments, we see that 
F, and Ar X F estimate the same contrast of real treatments, apart 
from sign and different errors, and, likewise, Ja and A X V estimate 
the same contrast. Thus, if we made an analysis in the above way, the 
sum of squares for interaction would include a component arising directly 
from the differences between forms. "There are, of course, only 2 degrees 
of freedom for the interaction of amounts and forms: namely, the inter- 


action of the table: 
Forma 
Amount 1 2 3 
a ** X 
2 xix Xx 
The best method of analysis for data of this type depends on the re- 
sponse law and how it may vary for each form. The situation may be 


represented as in Figure 20. 


Form 3 
Form 2 
ki Form 1 
12 
0 1 2 3 
Amount 
FIGURE 20. 
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If the response curves were straight lines, the hypothesis would be 
1% = u + See + eij (plus replicate effects) 
r (itt ey (21) 


The experimenter would then be interested in testing whether the 
(f, —J)'s are all zero. It would be advisable to include in the model 
a term for curvilinearity in the response, i.e., use the model 


yy = p + feed ga + eij (22) 


If f; and gi are without restriction, we would be fitting 7 constants 
n, fi gé to the 7 distinct yields, and there is little new to be said about 
the matter, It may be more reasonable to suppose that 


Yy ac het me? e 
Yj = B d Mir + Naz + esj 
Yaj = p the + Nh + esj 
that is, that the basic response law is 
yy = u + fe + gr? (23) 


and that the forms differ in containing different concentrations of the 
basic causative factor. 

With the modification of the interaction given above, we would obtain 
the following estimates, for each of which we give the expectation: 


Linear effect of quantity: $0 +A + . + $0 +A? + r) 
Quadratic effect of quantity: $(1-4- X + 7g, 

Effect of forms: 3f, + 501, 3M + 5X71, 3rfi + 591 
Quantity X form: fy + 301, Mi + 3M 91, th + 370 


where the effect of forms and the interaction are each given by 3 quan- 
tities which would be adjusted to add to zero. We see that this method 
of expressing the effects of form and its interaction with quantity is not 
satisfactory with the model we have assumed, for if 91 = 0, there is 
interaction of quantity and form. 

If the response law is assumed to be linear, i.e., that gı above is zero, 
the situation is simpler, and is, in fact, that described by Yates. The 
effect. of form is proportional to the dose, and the best estimates of the 
differences between forms are given by the differences of the yield at 
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level 1 plus twice the yield at level 2. The interaction will then be 
twice the yield at level 1 minus the yield at level 2. With this method 
of estimation, the expectations of the estimates including quadratic 
terms are as follows: 


Linear effect of quantity: $U +A + Df T ++ 7g 
Quadratic effect of quantity: $U +A? + 7g 

Effect of forms: i + 9g, 5M + Mgr, Sth + 97i 
Quantity X form: 201, 2701, 27201 


We note that if the relationships are in fact linear, i.e., g; = 0, there 
is no quadratic effect of quantity, and also no interaction of form and 
quantity. If, however, there is curvature in the response law, the inter- 
action of form and quantity will contain some contribution arising from 
this source, when we would prefer it to be zero. This example is im- 
portant in indicating that a definition of interaction is a consequence of 
the definition of the main effect. A similar procedure may be used with 
any number of levels, equally or unequally spaced. 

Satisfactory methods for the analysis of such data have not been 
evolved for more or less general situations. The reader may refer to 
Finney ? for a discussion of some of these questions in relation to bio- 
logical assay. The essential fact is that the experimenter should have 
ideas on response laws with his particular experimental material, be- 
cause, otherwise, it is impossible for him to characterize accurately the 
differences in forms. In the absence of such knowledge, he can always 
make the simple statement that, at particular dosages, one form gives 
a response a stated amount different from that due to another form, and, 
in order to make such statements, it will be necessary to remove effects 
of blocks and any other removable environmental effects. An impor- 
tant point in the design of such experiments is that the zero treatments 
be adequately represented because the yield in question forms the base 
point for the curves of the 3 forms. If the response law is known, this 
is not necessarily so. It is also important that no effects be confounded. 
It would, for example, be very unwise to test the forms on different 
groups of experimental units. If experimental circumstances necessitate 
the testing of forms on different groups, the zero treatment, or even all 
the rates for one form, should be tested in each group. 

Of the same type, but giving more identical treatments, is the case 
mentioned by Yates! when we have levels of a treatment, form, and 
method of application if the lowest level is zero amount. For example, 
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with 2 levels, zero = (I) and l; 2 forms, fı, f2; and 2 methods, mı, m»; 
the 8 combinations are 


mifi, mfil, mi, mfal 
mMəfı, mofil, Mofo, maſel 


The combinations mıfı, mi, Məfı, and mofo are identical and consist, 
in fact, of zero treatment. The appropriate method of analysis in such 
cases depends on whether the zero treatment is represented 4, 3, 2 times 
or only once but, in all cases, amounts to a suitable choice of individual 
degrees of freedom. For example, with 2 replicates, each of 7 plots, the 
control being represented 3 times, we have the 6 contrasts among the 7 
treatments or quasitreatments in a block shown in Table 18.15. 


TABLE 18.15 
el c2 c mifi mifol mofi mfa 

Forms F To eu P ES. a S 
Methods M =l -1 +1 +1 
Forms X Methods FM +1 -1 -1 +1 
Levels L —4 -4 -4 43 +3 +3 +3 
Error EI 1 -1 

Error Ez 1 1 —2 


The structure of the analysis of variance will be: 


df 
Replicate R 1 
F 1 
M 1 
FM 1 
L 1 
Error E, EI X E 
Ez, E2 X R 8 
FXRMXR 
FM XR,LXR 
Total 13 


The sums of squares are calculated in the usual way. 

As a general conclusion for this type of experiment, in the absence of 
other overriding facets of the experimental situation, it is probably best 
to retain the full factorial structure which will allow use of the standard 
systems of confounding to reduce block size. In some cases, as in the 
second case discussed above, it may be possible to obtain a set of orthog- 
onal contrasts which are reasonable to the experimenter. In other cases, 


REFERENCES 369 


when the response law is unknown, the best procedure is to estimate the 
yield of each treatment combination removing block effects. If there 
are dummy treatments which appear in the factorial structure to be dif- 
ferent, the mean of their adjusted values may be used as an estimate of 
the yield of the one distinct combination. 
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CHAPTER. 19 


Split-Plot Experiments 


19.1 THE SIMPLE SPLIT-PLOT EXPERIMENT 


In the previous chapters we have covered the great bulk of experi- 
ments involving several faetors which are likely to be of practical im- 
portance. For all these experiments, the main problem is to devise 
arrangements in small blocks, because the error variance of an experi- 
ment increases markedly with the size of block. The device of confound- 
ing is used to give arrangements in small blocks. In this way, we sacri- 
fice information on some effects and interaetions (preferably high-order 
interaetions) which the experimenter regards as trivial or unimportant, 
in order that we can obtain more information on the more interesting 
questions. With this exception, the experiments are so planned that 
the information (as measured by the reciprocal of the true variance) on 
effects and interactions is the same. In the case when an effect or inter- 
action is confounded with blocks, we have ignored the fact that the 
block comparisons contain some information. Block comparisons, in 
fact, contain some information on treatment comparisons, which can be 
extracted if we can estimate the variance between blocks within a repli- 
eate which are treated alike. With a number of replicates of a con- 
founded design, this is, of course, possible, as the reader will have already 
noted, because we could, with some designs, obtain a test of significance 
of confounded effects or interactions. We shall strike the problem of the 
combination of this type of information, known as interblock or between- 
block information, with the other type of information, known as intra- 
block or within-block information when we discuss quasifactorial and in- 
complete block designs in later chapters. For most of the designs dis- 
cussed in previous chapters, the amount of interblock information is very 
small, and we did not consider its utilization. For designs using blocks of 
2 or 4 plots with several replicates, however, it might be well worth 
while to do so, and the appropriate methods will be given. 

We now come to a class of designs in which, for one reason or another, 
we plan to utilize the interblock information from the start and for 
which the interblock information is an essential part of the body of 
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information provided by the experiment. The structure of the experi- 
ments will be that of plots within blocks and blocks within replicates. 
The usual terminology is to refer to the blocks as whole plots and the 
plots as split plots. There is nothing essentially new in the design or 
analysis of such experiments, but they are sufficiently distinctive to 
merit separate consideration. These experiments are known as split- 
plot experiments. 

As an example, we could have the arrangement shown in Figure 21 
for testing 5 varieties each at 5 rates of planting. The basic unit or 
split plot would be chosen in the usual way; the plot would consist of 
5 split plots, and the replicate of 5 plots, with, say, 4 replicates. If 
rates of planting were the whole-plot treatment and varieties the split- 
plot treatment, each split plot within a whole plot would have the same 
rate of planting but a different variety. One replicate could look like 
Figure 21 in plan, the first symbol denoting the variety, and the second 
the rate of planting. 


11 34 25 52 13 


31 24 15 32 43 


41 54 35 12 53 


21 44 55 42 23 


51 14 45 22 33 


Ficure 21. 


The double lines correspond to a grouping of the plots or experimental 
units on the usual basis for making up blocks, and the single lines sepa- 
rate the split plots. In a field experiment it is natural to make up the 
split plots within a whole plot in such a way as to sample best the whole 
plot, i.e., in the direction with the greater trend, and to lay out the whole 
plots within a replicate in such a way as to sample the replicate best. 
The randomization procedure is to allot whole-plot treatments at ran- 
dom to the whole plots, and then to allot the split-plot treatments at ran- 
dom within the whole plot. It is usually desirable to have rectangular 
plots for field experiments, and a split-plot experiment in the field looks 
like the above plan. The effects of the restrictions in the design on the 
accuracy of estimates will suggest the principles on which the design is 
based, 
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The analysis of such an experiment will be based on the additive model 


ik = u + Ti + tjr + error (1) 
where 
Replicate number 24-12, «4r 
Whole-plot treatment number = j = 1,2, ++, £ 
Split-plot treatment number = k = 1, 2, „ 8 


The important question is the assumption that may be made about the 
error term. Asin the case of randomized blocks and Latin squares, we 
regard this error term as arising because the treatment combination tj; 
falls on one particular plot rather than another. We note immediately 
that we cannot assume the errors to be homogeneous for all the treat- 
ment combinations. The treatment combinations with the same whole- 
plot treatment are restricted to lie within the same whole plot for each 
replicate. To elucidate the matter, we shall follow the same procedure 
that we used for the randomized block design. Suppose that the plots 
have basic yields Tiu» u, v being the whole-plot and split-plot numbers, 
and that the yield of treatment combination (jk) on this plot tiuyjx is 


expressible as Diuvjk = Zins + be (2) 


Then, as for the randomized blocks, we have the identity 


t = Tees T (r... . 
F (r.. = Ee. m Roe .. . . .) + (Rie — zi) (3) 

which reduces to 
Veuvjk = T. . 4 l. . F (T.. — 2.) + (ix — 02) ＋ (tius — T..) (4) 


The treatment combination occurs on a randomly chosen plot, and we 
denote its actual yield by y;;, so that we have 


Ven = p TE + (bik t) + (rius — ti) (5) 
We may, furthermore, write 
ty = te. + (lj. — t.) + (. — 0) + Ge t. tett) 
. % + (h say (6) 
and, — that. 
Tiuy — t. = (Eis. — Ki. .) + Zins — Viu) (7) 
we have, on rearrangement, 
Vr = n ri (. — 26) + sk + (t8)jx + (rius — tu) (8) 
The observed yield may then be written 
Yijk = n ri + by + mij + se + (t) + eg (9) 


— 
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where 

Nij = EX. — f. ) 

eit = Z0 (tius — Tiu) 

ôl = a random variable which takes the value of unity if treatment j 
occurs on whole plot u, and zero otherwise 

and 

die = a random variable which takes the value of unity if treatment 
combination (jk) occurs on plot (uv), and zero otherwise 


The errors 7;; are correlated with each other, and the errors e;;; are cor- 
related with each other, as in the case of randomized blocks. The above 
discussion dealt only with the plot errors, but, as in the case of random- 
ized blocks, we may regard the other errors as being included in the 
Nij and Cijk- 

To obtain the analysis of variance by the present approach, we make 
up a set of s orthogonal linear functions of the split-plot yields within 
each whole plot as follows: 


Cii = Min + Maya d: Mis 
Cija = Mii + Nea, H. + N (10) 


where 
ze 
„ 
L 0 for 1 = 2, 3, % 
ma (11) 


L NN = O fo iz 


kel A 
— Vx = 1 
k=l 


These comparisons are equal to the same comparisons of the ¢j,’s plus 
errors, which we proceed to examine. For any ch we find that 

cin = VSC + rid ty + ni) (12) 
so that the quantities o/ Vs which equal the whole-plot means are 
given by 


Cy 
gt tret n (122) 
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This is a model exactly the same as for the randomized block experi- 
ment for t treatments in r blocks of é plots, so that we know that the esti- 
mate of any comparison of the /'s is given by the comparison of the 
whole-plot means, and we obtain the analysis of variance: 


df 
Replicates r—1 
Treatment t=1 
Error (—-0)0—1 


Considering now the other functions cr, k being unequal to unity, we 
note that the quantity (tiu: — 2;..) is the same for all split plots of the 
same whole plot, so that, as regards the errors, we have orthogonal con- 
trasts of the quantities (r;j;, — K.). We found in the case of random- 
ized blocks that orthogonal comparisons of quantities such as these are 
uncorrelated, Again, therefore, we may obtain estimates of the com- 
parisons of the ty's, by taking the corresponding comparisons of the 
observed means of the comparisons over all replicates. The estimates 
of whole-plot mean comparisons and split-plot comparisons will be best 
linear unbiased estimates if the variance of the (Pu. — z;..) is the same 
for all replicates and the variance of the (Xiuv — Ktn.) is the same for all 
whole plots. An analysis of variance may be made for the split-plot 
comparisons as for the whole-plot comparisons, and, if the whole plots 
are analyzed on a split-plot basis, that is, if the quantities c;;; are ana- 
lyzed, the two analyses of variance may be combined into one, in such 
a way that the constituent parts add up to the total sum of squares 
about the mean, 


TABLE 19.1 ANALYSIS OF VARIANCE FOR A Sprrr-PTOr EXPERIMENT 


Due to df Sum of Squares 
Replicates R r—1 rir - Je 
ts rls 
Whole-plot treatments T t-1 7 — = La 
rs ris 
RXT * = = 1) e to Tes 
x 555 
Split-plot treatments S s-1 3 
rt ris 
-j ¥2.;. yy eei 
SxT * = 9 3 dE. m > 
5 
Remainder C = nts — 1) By subtraction 


Total rts 1 Y vie = m 
[7 rts 
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If we denote the expectation of the whole-plot mean square by c? and 
of the split-plot mean square by c,, we find that the expectations of 
the mean squares are as indicated in Table 19.2. 


TABLE 19.2 
Mean 
Square Expectation of Mean Square 
Whole-plot treatments T Tq e+ 7 m i he, 
ESL) 
EXT Ww o? 
t 
Split-plot treatments S 8 02, + ; = 1 Doss 
» 
I 2 e ea 46027 
SxT Tete 
Remainder E s 


The results we have obtained could have been obtained from the model 
Yije = n + Ti + tj + mij S + (8% + eig (13) 
in which the »;;’s are normally and independently distributed with mean 
zero and variance c?,, and the e;js are normally and independently 
distributed with mean zero and variance ce. In that case, we would 
have 
c? = c?, + Sc 
In passing, i& may be noted that the use of the finite model obviates 
one difficulty that arises with the infinite model: namely, that, apart 
from sampling errors, the whole-plot error mean square must be greater 
than E. With the finite model, this need not necessarily happen. The 
infinite model approach does, however, indicate that this will generally 
be the case. The expectations of the mean squares, which are the same 
for both finite and infinite models, indicate the appropriate tests of sig- 
nificance: 


1. To test t; = 0,7 = 1, , t; ie., that Zé’; = 0, or that there are 
no differences between whole-plot treatments averaged over all the split- 
plot treatments, test T/W against the F distribution with (t 1) and 
(r — 1)(( — 1) degrees of freedom. 

2. To test sj; = 0, k = 1, «++, s, i. e., that Bs = 0, or that there are 
no differences between split-plot treatments averaged over all the whole- 
plot treatments, test S/E against the F distribution with (s — 1) and 
(r — 1)t(s — 1) degrees of freedom. 
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3. To test that the interactions of whole-plot treatments and split- 
plot treatments are zero, ie. that the (ts);,’s are all zero, test I/E 
against the F distribution with (| — 1)(s — 1) and (r — 1)t(s — 1) de- 
grees of freedom. 


As with randomized blocks or Latin squares, we rely on the approxima- 
tion by the F test to the randomization test and perform the tests as 
stated. 

It may be noted that, if the third test of significance gives the result 
that the interaction cannot be regarded as zero, the other 2 tests of 
significance may be somewhat irrelevant. If there is an interaction, 
both whole-plot treatments and split-plot treatments have an effect, 
but not in an additive way. Whether the whole-plot treatments aver- 
aged over the split-plot treatments or vice-versa differ insignificantly or 
not, when there is an interaction, may be of little interest because both 
sets of treatments have an effect. It should also be noted that there is 
no justification for testing the split-plot treatment mean square against 
the interaction mean square, unless the interaction is, in fact, zero. If 
this were the case, this interaction sum of squares would not have been 
separated from the error mean square in the first place. A test against 
interaction is valid if the whole-plot treatments are a random sample of 
an infinite population of treatments, and this would then test for the 
existence of split-plot treatment effects averaged over the population of 
whole-plot treatments (see Chapter 28). 

If there are no missing data, all treatment comparisons are estimated 
directly as the corresponding comparison of observed means. Finally, 
in the interpretation of results, it is necessary to obtain the appropriate 
standard error for any comparison of the treatments. The general pro- 
cedure for this follows from the above description of the analysis. Any 
comparison of treatments can be expressed as a linear function of com- 
parisons of the two types, whole-plot and split-plot comparisons, given 
above. We list the types of comparison that can be made, all being ex- 
pressed on the basis of a split-plot yield: 


l. À comparison of whole-plot treatment means: Each whole-plot 


o, + 807.) 
F » so that each whole-plot 


treatment mean has a variance of c?/rs for comparison with other whole- 
plot treatment means. 

2. A comparison of split-plot treatment means: This comparison is 
estimated by the comparison of actual means, each mean being the 
mean of rt split plots and, therefore, having a variance of c?,/rt. 


; c 
meàn has a variance of — (- 
8 
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3. A component of the interaction of whole-plot and split-plot treat- 
ments will have an error calculated in the usual way with a variance of 
o°, per split plot. For such comparisons, each treatment combination 
mean has a variance of c?,/r. 

4. The comparison of whole-plot treatments averaged over a set of 
d of the split-plot treatments, e.g., a comparison between the quantities 


1 
a; = Cn + to Heret a), 121,2, „ f 


has an error variance depending on both c? and . To obtain the 
variance of each of these quantities we note that: 


(a) X = (ta + lis . bia) + (Gata +++ ++ tis) has a variance of 
sc? /r. 

(b Y = (s — d)(ta + tig . tia) — d(liasa . tis) has a 
variance of (c?,/r)((s - d)’d + d*(s = d)] = (0°,/r)(s — d)ds. 


"These two linear functions of the parameters are uncorrelated, and 


ta +t T. . . dX TT 


d iac 
It, therefore, has a variance 
1 /ds? s—d 
p (= + 22 
which equals 
1 s—d 
= G -+ 025 (14) 
TS d 


"The estimated variance is then 
8—4d 
(v + 2 (15) 


Tests of significance for comparisons 1, 2, and 3 above are made by 
replacing true variances by estimated variances and using the ¢ test 
with the appropriate number of degrees of freedom. For comparison 4 
an exact test of significance does not exist. The theoretical problem 
involved with the infinite model is: What is the distribution of 


N + My 
ETEO 2 2 
Nas, + M2822 
where x, y are independent normal deviates with estimated variances 
821 and 822, known to be estimates of different variances , and o°, 


TS 


t (say) 
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based on their respective degrees of freedom, and Mi, Az are fixed con- 
stants. This has been given attention in the noted Behrens-Fisher 
problem, but the solution given by the Behrens-Fisher test is subject to 
considerable controversy as it involves the fiducial argument. A test 
that is possibly too conservative but otherwise seems reasonable is the 
t test based on (r — 1) degrees of freedom. Better still, a test of the 
comparison should be made by evaluating it in each replicate, and thus 
obtaining the estimated variance, based on (r — 1) degrees of freedom. 

The errors of the various types of comparison give an indication of 
the relative statistical value of the split-plot design. In general, c? will 
be greater than o”,, so that split-plot treatment comparisons are esti- 
mated more accurately than whole-plot treatment comparisons. In the 
absence of other conditions, this suggests which factor should be ap- 
plied to the whole plots. We shall discuss the efficiency of split-plot 
designs later. 


19.2 ARRANGEMENT OF WHOLE-PLOT TREATMENTS IN 
A LATIN SQUARE 


If the number of whole-plot treatments is less than 9, say, and the 
number of replicates can be made equal to the number of these treat- 
ments, it is possible to arrange the whole-plot treatments according to 
a Latin square, each whole plot being divided into the requisite number 
of split plots for the split-plot treatments. With 4 whole-plot treat- 
ments, ¢1, 42, ta, and t4, and 2 split-plot treatments, s; and s», in a field 
plot test, we could have a random arrangement as shown in Figure 22 
where whole plots are demarcated by double lines. 


4161 lisa 6552 tası tose los 1482 tsı 
tası 1382 1481 1482 1152 1181 4282 1281 
lon tose tsı 4152 1461 1¹⁸ö 1581 tase 
— 
ls 4462 tası | tase tas2 | tası tis. 181 


Ficung 22. 


WHOLE-PLOT TREATMENTS IN A LATIN SQUARE 379 


The whole-plot treatments are arranged at random in a Latin square 
in the usual way, each whole plot is divided into 2 split plots, and the 
split-plot treatments are randomized within whole plots. The model for 
this experiment with ¢ rows, f columns, f whole-plot treatments, and s 
split-plot treatments is 


Vii = u Ti + ej + te + nije + si + (s) + eia (16) 


where 1 = 1,2, ---, 654 = 1, 2, „ 6k —1,2, „ 1j J = 1, 2, +++, 8. 
The parameters tx, sz, (ts) are defined as previously, and r; is the effect 
of the ith row, c; is the effect of the jth column; the nes are uncorrelated 
variables with mean zero and variance o°, and the er's are uncorre- 
lated variables with mean zero and variance c?,. As a handy device we 
can also regard the distributions as being normal. 

We obtain the analysis of variance given in Table 19.3. 


TABLE 19.8 ANALYSIS OF VARIANCE FOR SPLrT-PLoT EXPERIMENT ARRANGED IN 
A LATIN SQUARE 


Due to df Sum of Squares 
Rr 
Rows R t-1 2 correction 
i 
Column C t-1 2; y - — correction 
f 
SN > 
Whole-plot treatments T t-1 — correction 
7 
Whole-plot error W (t — 1)(t — 2) By subtraction 
Y... ; 
Total for whole plots e-1 2, ur T correction 
u 
Ha 9 
Split-plot treatments S s—1 X ape correction 
Y? 3 
Interaction ST (t 6 — 1) 2» Em correction S8 for 
77 
T — SS for S 
Error By subtraction By subtraction 
Total 128 — 1 Vert — correction 


ijkl 


Correction = 


Bs 


The tests of significance, estimates, and variances of estimates are as 
for the case of the randomized block arrangement of whole plots, The 
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expectations of the mean squares for whole-plot error and split-plot error 
are, respectively, c? and c?, as before. If the infinite model is used, 
c? = 02, + 802%, where c?,, is the variance common to split plots in the 
same whole plot. 


19.3 EXTENSION OF THE SPLIT-PLOT PRINCIPLE 


The possible extensions and variations on the split-plot principle are 
too numerous to enumerate completely, and for the rest of the chapter 
we shall give some examples which illustrate the main points. 

With 3 factors denoted by the letters a, b, and c with levels a, b, and 
c, respectively, we may arrange the levels of the factor c on split-split 
plots, and the levels of factor b on split plots within whole plots to which 
levels of factor a are allocated. The method of analysis is entirely anal- 
ogous to that for the case of 2 factors. The analysis consists of 3 parts, 
between whole plots, between split plots within whole plots, between 
split-split plots within split plots, each part being put on the basis of 
a split-split plot in order that the parts may be combined into one com- 
plete analysis. 

Tf te is the true yield of the combination with factor a at the jth 
level, b at the kth level, and c at the lth level, we make up treatment 
comparisons as follows: 


% = l. — b... 
by = ta. — t... 

(ab); = tj. — tj. — ta. + k.. 
En be lv 


(ac) /: = tja — tj. — ta ＋ C. 
(be) = Lap — f.. — Lad ee 
(abe); = tint — Gee — tja — La + 6j. tte ＋ 0a t 
Then we may write the model for the analysis as 
Viii = u + Ti + aj + (ra)ij + b + (ab) jx + (rad) six 
+ er (ac) + Ge) x: + (abe); + ei (17) 


where 7 is the replicate number, y is the mean, 7; is the effect of the ith 
replicate, and (ra);;, (rab) iu, ert are error variables with mean zero and 
variances o, c^,, and c?,, respectively. With the finite model, the 
mean of whole plots, y;;.., follows the model 
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Yj. = u + ri + aj + (ra) 


Comparisons of split-plot means within whole plots will not involve the 
error terms (ra); and these lead to the split-plot analysis. Finally, 
comparisons between split-split plots within split plots will not involve 
the error terms (ra);; and (rab), and these give the third part of the 
analysis of variance. The analysis of variance will have the structure 
shown in Table 19.4, the expectations of the mean squares for the infi- 
nite model being given in parentheses. 


TABLE 19.4 
Mean Expectation of 
Due to df Square Mean Square 
Replicates r-1 
A 4 = 1 
Error (r — 1)(a — 1) E (= o + co, + bco?,)) 
B b—1 
AB (a 96 — 1) 
Error (r — Dab — 1) 8 0 css + co 
Cc e—1 
AC (a — 1)(e — 1) 
BC (b — De — 1) 
ABC (a — 1)(6 — De — 1) 
Error r(ab — ) (e — 1) SS 02,5 
Total rabc — 1 


As for the case of split-plot experiments, there are several errors ap- 
plicable to mean yields, depending on the nature of the comparison 
being made. As an example, we may take the comparison obtained by 
expanding 


ao (bo + bi) (co + c1) — a (bo + bi) (eo + c1) 


ie., 
agboco + agb,co + agboci + aobıcı — diboco — aibico — ajboci — ajbici 
This will be estimated by 

Y-o00 + Y-o10 + Y-001 + Y-011 — V-100 — 110 — Y-101 — Yan 


The error part in this expression may be written out rather quickly 
using the infinite model, thus, 


A(ra).o + 2(rab).oo + 2(rab).o1 + €-000 + @-010 + e. 001 + €-o11 


— 4(ra)., — 2(rab).19 + 2(rab).11 — e. 100 — e. 110 — e. 101 — e. 111 
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The expectation of the square of this is 
3207, 4: 160°, ki 80755 
? T T 
S—SS E-S 
+4 D 
c bc 

In general, the variance of the estimated difference between two whole- 
plot treatments, averaged over b’ of the split-plot treatments in com- 
bination with c' of the split-split-plot treatments, is 


8 
which may be estimated by — (ss +2 
r 


from which the estimated variance may be obtained easily, using negative 
estimates of variance components if such occur. As degrees of freedom 
for a t test in these cases, the author favors the number (r — 1)(a — 1), 
though this possibly results in slight underestimation of the level of 
significance. 


194 THE EFFICIENCY OF SPLIT-PLOT DESIGNS RELATIVE 
TO RANDOMIZED BLOCKS 


Under many circumstances the experimenter utilizes a split-plot de- 
sign for technical reasons. For example, one of the factors in an agro- 
nomic experiment may be such that it can be applied only to larger areas 
of land and not to the usual size of plot. In that case, the plots could 
be split for the other factor or factors. It is, however, of interest to 
evaluate the relative efficiency of the split-plot design, as this evalua- 
tion will suggest circumstances under which the design is more ap- 
propriate than randomized blocks. The analysis of variance with whole- 
plot treatments arranged in r randomized blocks is given in Table 19.5. 


Taste 19.5 
Mean 

Due to df Square 
Blocks r=] 
Whole-plot treatments T 1— 1 
Error (r — 1)(t — 1) Ww 
Split-plot treatments 8 $—1 
TXS (t—1)6 — 1) 
Error (r — 1)(s — 1) E 

Total ris —1 


The estimated information on whole-plot treatments is proportional 
to 1/W, and on split-plot treatments and interaction to 1/E. An esti- 
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mate of the error variance E', which would have been obtained with 
randomized blocks of size ts, and 1 plot for each treatment combina- 
tion per replicate, can be obtained by replacing the treatment mean 
squares by their appropriate error mean squares and evaluating the 
consequent mean square for treatments and error combined within rep- 
licates. Thus, 


(t 1)W + rt(s— 1)E (= DW + s — 1) E 
= s 18 — 1 


E (18) 
The information on all treatment comparisons would then have been 
proportional to 1/E'. E' is a weighted average of W and E, and, be- 
cause W will be usually greater than E (except for sampling errors), E" 
will be intermediate in size between W and E. The information on 
whole-plot treatments relative to randomized blocks is then E'/W which 
is less than 1. For split-plot treatments and interactions the relative 
information is E'/E which is greater than 1. These results express the 
obvious: that the arrangement of split-plot treatments together within 
a whole plot results in a lower accuracy on whole-plot treatment com- 
parisons and an increased accuracy on other treatment comparisons. 
The formulas enable a quantitative evaluation of these effects. Re- 
course should be taken to a split-plot design when experimental condi- 
tions necessitate the special arrangement, or when the experimenter is 
more interested in one factor, which he arranges within whole plots, 
than in the other. The use of a Latin square for the whole-plot treat- 
ments will tend, to a considerable degree, to lessen the differences in 
accuracy of the 2 types of comparison, because of the effect of the 2-fold 
restriction in reducing error variance. Yates! has published an exami- 
nation of experimental data, mainly agronomic, from the point of view 
of the efficiency of split-plot designs. A possible disadvantage under 
some circumstances, for example, when a partitioning of the treatment 
mean square into components of variance is contemplated, is the fact 
that whole-plot and split-plot comparisons may be of widely differing 
accuracies, 


19.5 THE 2-FACTOR EXPERIMENT WITH BOTH FACTORS 
IN STRIPS 


Instead of the usual 2-factor split-plot arrangement, with the levels 
of one factor arranged at random within plots, the whole of which is 
receiving a constant level of the other factor, it is sometimes convenient 
to have both sets of treatments arranged as whole-plot treatments, also 
arranged according to a pattern. Agronomic experiments in which 
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both experimental factors are not easily applied to small areas are of 
this type. If the factors have a and b levels, respectively, the plan of 
1 replicate might be as shown in Figure 23. 
Level of First Factor 
4 2 1 3 - - 


2 
5 
Level of 3 
Second Factor — | ——|——|——|— —|———|——| 


Fidunn 23. 


Levels of one factor are applied to rows at random and of the other 
factor to columns at random. At least 2 replicates are necessary, in 
order to provide estimates of error. With additivity of treatment effects, 
the model will be 


Vijk = u + ri aj + Ca) + by + (rb); + (ab); + (rab) jx 
The terms in the model are defined analogously to the previous cases, 
but we may simplify matters by using the infinite model and suppose 
that the errors (ra),;, (rb); and Cab) are normally, independently 
distributed with means zero and variances &?,, oe, and o, respectively. 
The structure of the analysis of variance is given in Table 19.6. 


TABLE 19.6 ANALYSIS ron 2-Factor EXPERIMENT IN Srrirs 


Due to df Expectation of Mean Square 
Replicates R r—-1 
Treatments A 4 —1 , + bos, + zu 2 
acl, 
RXA (r — 1)(a — 1) c^, + bo”, 
Treatments B b-1 o, + dee + Pi Ds 
5 
RXB (r — 1)(b — 1) *, + do, 
Interactions AB (a — 1b — 1) e^ + p E 955 


558 
RX AB e-a- 1b — 1) a mE 


Total rab — 1 
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Such a design gives relatively low accuracy on both main effects with 
relatively high accuracy on the interactions. For example, the variance 
of the mean for each level of the first factor averaging over the levels 
of the second factor, for comparison with any other levels of the first 
factor, is 


which will generally be dominated by the first term with a low number 
of replicates. The variance of any treatment comparison may be ob- 
tained by noting that the best estimate with complete data will be the 
same comparison of treatment means, and the variance of this compari- 
son is easily obtained from the model, as in previous cases. Estimates 
of variance components from the analyses of variance are then sub- 
stituted. 


19.6 SPLIT-PLOT CONFOUNDING 


So far in our use of the split-plot principle, we have assumed that 
plots are split into a number of parts equal to the number of levels of 
the split-plot treatment factor. This is frequently an overrestrictive 
condition on the design: for example, if the whole plot is a litter of mice 
and split plots are mice within the litter, it may well be the case that 
we can have a large number of litters with 4 mice, and we wish to test 
as split-plot treatments, say, 3 factors each with 2 levels, or 8 combina- 
tions in all. The procedure under such conditions is quite straightfor- 
ward, following from the descriptions of confounding in earlier chapters. 
Suppose there are 3 whole-plot treatments. It will usually be reason- 
able to assume that the 3-factor interaction of the 3 split-plot factors 
is of less interest than other comparisons. This interaction may then 
be confounded with whole plots. If the whole-plot treatments are t, 
tə, and a and the split-plot factors are a, b, and c, one replicate would 
contain 6 whole plots each split into 4 split plots as follows before ran- 
domization: 
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Comparisons of t, t, and ig averaged over the split-plot treatments will 
then be whole-plot comparisons, as will be the interaction ABC and the 
interaction of ABC with tı, tz, and tz. Effects A, B, C and interactions 
AB, AC, BC and the interactions of these 6 comparisons with tı, tə, 
and tz will be comparisons among split plots. The analysis of variance 
will have the structure shown in Table 19.7. 


Taste 19.7 
Expectation of 
Due to df Mean Square 
Replicates r—1 
hwtavta(T) 2 
ABC 1 
T X ABC 2 
Whole-plot error 50 — 1) eh, Tro 
A, B, C 6 
AB, AC, BC 
TXA, TXB, I | i 
T X AB, T X AC, T X BC 
Split-plot error 18(r — 1) P, 
Total 24r — 1 


All other details of this design follow readily by the usual methods, 
the analogy with factorial experiments being complete, except that in- 
terblock (= whole-plot) information is utilized. There are numerous 
extensions of this approach, which can be devised, given a particular 
investigation with formulated aims. 

An example with a Latin square is of some combinatorial interest 
(Finney ?). Suppose 4 treatments are being compared by a Latin square, 
and it is desired also to test 2 factors, a, b, each at 2 levels by splitting 
the plots, but that the plots can be 
divided into halves only, smaller units 
being impractical. The interaction AB 
must then be confounded with whole 
plots, and it is desirable that it be un- 
confounded with rows and columns. 
That this is possible follows from the 
possibility of inserting rings in a 4 X 4 
square, such that 2 rings occur in each 
row, in each column, and with each 
treatment (Figure 24). 

The ringed squares would contain one of the 2 sets of treatments, 
(1) and ab, or a and b. The same device may be used with 3 split-plot 
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factors a, b, and c and the plots split into 4 parts confounding ABC. 
This type of design is possible only with squares of the first transforma- 
tion set. Similarly, for some 6 X 6 Latin squares, it is possible to as- 
sign rings to letters such that 3 rings occur with each row, column, 
and letter, leading to a corresponding design. It has not been verified 
that these designs are unbiased, and this is not an entirely obvious 


property. 


19.7 THE ANALYSIS OF COVARIANCE IN SPLIT-PLOT 
DESIGNS 


The theory of the analysis of covariance for split-plot designs follows 
directly from the case of the analysis of covariance in a 2-way classifica- 
tion, in the same way as does the analysis of variance. It will be re- 
membered (ef. Chapter 8) that the infinite model must be used. In 
the ease of the analysis of variance of split-plot designs, the original 
general linear hypothesis which contained correlated errors was parti- 
tioned into 2 independent general linear hypotheses, one for the analysis 
of whole plots and one for the analysis of split, plots. 

The structure of the analysis of covariance for the split-plot design 
will be identical to that of the analysis of variance and may be regarded 
as 2 separate analyses of covariance, one for whole-plot treatments and 
one for split-plot treatments (Table 19.8). 


Taste 19.8 

Whole Plots df y zy zi 
Reps 1 1 
"Treatments A 5-1 Ty Ty Tes 
Error a (r — 1)(t— 1) Wy Way Wes 

Split Plots 
Treatments B s—1 Sy Sry Sez 
Interaction AB (t — 1)(s — 1) ly Isy Iz 
Error b (r = ts — 1) Ey Ezy Ezz 


Again to facilitate the computation of the error b sums of squares and 
products, the whole-plot analysis is done on a split-plot basis; i.e., the 
sums of squares and products are computed from the whole-plot totals 
and then divided by s. 

In the case of split-plot experiments, we find that there are 2 error 
regressions of y on , one for each error, say, 8, and 8, It may be noted, 
for example, that a regression common to all the-split plots of a whole 
plot in no way affects split-plot comparisons. It is found: that 


- Way (19) 
Was 
with estimated variance 
1 1 Es) 
(-1)4-0-1 wc (rm Was - 
and that z 
"2t (21) 
with estimated variance * P 
1 1 e 
(r= D(s- n = 1 Be (s. =) em 
The plot yields may be adjusted to the same value of x by calculating 
Wa 7 J. (% = x) f. C = 24) (23) 


may be evaluated by the usual rules. ‘Tests of significance 
are made in the way usual for the analysis of covariance, 


19.8 MISSING DATA 


In the case of one missing split plot, the experiment may be analyzed 
by the analysis of covariance with a concomitant variable which takes 
the value of 0 for the plots with actual yields and —1 for the plot with 
yield, The above procedure then completes the analyses, ‘This 
actually amounts to the estimation of one missing value for 
split plot and one for the whole plot containing the mis- 
"This should not be a source of confusion when one con- 
the structure of the analysis of variance. It would be possible, 
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a simple computational procedure for the estimation of split-plot com- 
parisons and the split-plot error variance, values may be inserted for 
the missing plots equal to their mean over the replicates containing 
these treatments, the analysis of variance completed, and the error de- 
grees of freedom reduced by the number of missing plota. Comparisons 
are then estimated by the comparison of treatment means of the aug- 
mented table. For the estimation of errors of treatment comparisons, 
it is necessary to evaluate the error as a linear function of the plot errors 
and evaluate its variance, The usual formulas, ignoring the fact that 
data were missing, probably underestimate the error only slightly, 

For the case of one missing split plot, an analogous procedure may 
be used. The whole-plot analysis is performed with a missing plot, 
and the split-plot analysis with a value inserted equal to (mean of ao- 
tual split plots in whole plot) plus (mean of the missing plot treatment 
over other replicates) minus (mean of other split plots of whole plots in 
which this treatment occurs). 

The possible cases of missing data in split-plot experimenta are very 
numerous. ‘The number of configurations in which only 
are missing is large, including the cases of all in 1 whole plot, 1 in 1 


guess by looking at the plan and yields of the experiment and thence- 
forward ignore the fact that data were missing. The field of statistics 
must, like all other sciences, exercise some criteria of value of particu- 
lar types of work, and it is not worth while generally to use what would 
be a complicated procedure on a small experiment, 
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CHAPTER 20 


Fractional Replication 


20.1 INTRODUCTION 


So far in this book, we have considered possible arrangements of the 
complete factorial system; that is, we have considered only arrange- 
ments in which each individual treatment combination of the factorial 
set is represented the same number of times. For example, with 5 fac- 
tors each at 2 levels, we have discussed arrangements of the 32 treat- 
ment combinations in blocks of 2 plots, blocks of 4 plots, 8 X 8 Latin 
squares, and so on, but always with the restriction that each of the 32 
combinations is to be tested an equal number of times. Such a restric- 
tion is practicable with a small number of factors, but, when we con- 
sider the case of, say, 10 factors each at 2 levels, it would result in the 
necessity of our testing 1024 combinations or a multiple of these. The 
main reason for imposing the restriction is that it results in the esti- 
mates of effects and interactions having maximum precision and being 
uncorrelated. Thus, to take a simple example, suppose we are evaluat- 
ing 2 factors, a and b, each at 2 levels, and test the treatment com- 
bination (1), a, b, ab with ny, Ng, Ng, 4 repetitions, respectively, in a 
single randomized block. Then each effect and interaction is estimated 
with variance 


^ Mm na m" 


but the estimates are correlated thus: 


and 
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These covariances will be zero if ny = ng = ng = n4. Furthermore, if 
we fix (ni + no + na + na), the total number of observations, we ob- 
tain minimum variance for each of the effects and interaction with 
f = na = fg = M4. 

As we have seen throughout, the general problem of the design of ex- 
periments, we are given a model, and we wish to determine the parame- 
ters of the model with as low variance as possible. There are two 
methods by which this may be accomplished: namely, by choosing the 
pattern of observations, for example, equal n’s above, or by reducing 
the error variance c? by choice of design. 

The question we ask in this chapter is whether it is always necessary 
to test all the factorial combinations equally frequently or whether we 
can omit some of them. "The question is of considerable relevance, for 
factorial experiments are most appropriate for exploratory research, 
and in such research the number of possible factors that should be 
tested is by no means so small as 2 or 3. For example, in research into 
the possible importance of the various vitamins in the nutrition of an 
organism, the number of factors that should be used is at least of the 
order of 10. It is, furthermore, important to use a factorial system be- 
cause we cannot assume all interactions to be negligible. The testing 
of 1024 treatment combinations may be virtually impossible from the 
practical viewpoint. If the whole 1024 combinations were tested, the 
subdivision of the 1023 treatment comparisons would be: 


Main effects 10 
2-factor interactions 45 
8-factor interactions 120 
4-factor interactions 210 
5-factor interactions 252 
6-factor interactions 210 
7-factor interactions 120 
8-factor interactions 45 
9-factor interactions 10 
10-factor interactions 1 

Total 1023 


It may well be reasonable to assume that high-order interactions are 
negligible, and, if for instance all interactions involving 3 or more fac- 
tors could be ignored, the testing of the 1024 combinations would give 
an estimate of error based on about 950 degrees of freedom. The accu- 
racy that would result for the estimation of main effects and interactions 
(a variance of 2/256 where c? is the experimental error variance) might 
well be unnecessarily high. We may then ask what information can 
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be obtained from the testing of a lesser number of combinations. We 
shall, in fact, find that information on main effects and interactions for 
all the 10 factors can be obtained under some mild assumptions from 
the testing of 512, 256, or perhaps even 128 of the total of 1024 combi- 
nations. The general process by which this is accomplished is known 
a8 fractional replication. 


20.2 A SIMPLE EXAMPLE OF FRACTIONAL REPLICATION 


Suppose we are testing 3 factors, a, b, and c, which are known not to 
interact. For example, we might wish to weigh 3 small objects by a 
chemical balance, the procedure being to place the objects in the right- 
hand pan and then to place known weights in the left-hand pan to bring 
the pointer to the zero position. The treatment combinations will then 
consist of : 


Objects in. 
Right-Hand Pan 
(1) None 
a 1 
b 2 
ab 1 and 2 
c 3 
ac land3 
bc 2 and 3 
abc 1, 2, and 3 


The relation between the true yields and the effects and interactions 
in the ordinary 3-factor situation is shown in Table 20.1. 


TABLE 20.1 

True 

Yield » 44 4B 44B iC tac 1350 3450 
(1) + - - + - + ak E 
a + 5 = = 5 oe sis Ep 
b VVV 
ab + + + + — — — = 
c een e e eee — + 
ac SNO SIE RUD ai de anis ast 
bc T - T - + - sb a 
A ers qe De. ne ine NP 


Suppose that we test only the 4 combinations, a, b, c, and abe. Then 
we see from the table that we can estimate the quantities (u + ABC), 
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(A + BC), B + AC) and 14(C + AB), but that it is impossible 
to separate the A effect from the BC interaction, the B effect from the 
AC interaction, the C effect from the AB interaction, or the mean u 
from the ABC interaction. In fact, we have the following 4 estimating 
relations: 


u + 3ABC is estimated by 1(a + b + c + abc) 
1(A + BC) is estimated by 4 — b — c + abc) 
1(B + AC) is estimated by 1(—a + b — c + abc) 
3(C + AB) is estimated by $(—a — b + c + abc) 


where a, b, c, etc., are now the observed yields. We may say that, with 
these 4 observations only, A is completely confounded with BC, be- 
cause there is no possibility of estimating 4 alone and BC alone but 
only their sum. Similarly, B is completely confounded with AC, C 
with AB, and ABC with p. This confounding, however, need not 
cause the experimenter any worry if he is prepared to assume that the 
interactions are negligible. The second, third, and fourth comparisons 
may be used to estimate the 3 main effects, and the estimates are un- 
correlated. In this simple example, there is not, of course, any possi- 
bility of estimating the error variance, and we would not use this de- 
sign for any practical purpose. It serves, however, to bring out the 
main idea of fractional replication, that a suitably chosen subset of the 
full faetorial set can provide worth-while information. The above ex- 
ample utilizes 14 replication of the 23 system, because we have tested 
only 4 of the 8 combinations. 

We could equally well have used the set of treatment combinations 
(1), ab, ac, and bc, and it may be verified that the estimating equations 
will be: 

u — 3450 = 1[(1) + ab + ac + bc] 


i(4 — BC) = AI- (1) + ab + ac — be] 
1(B — AC) = A- (1) + ab — ac + bd 
200 — AB) = AI- (1) — ab + ac + bel 


(2) 


The confounding among mean, effects, and interaction is almost the 
same as before. 

The dominant feature of this example is the choice of the interaction 
ABC and the selection of either the treatments entering positively in 
this interaction or those entering negatively. For most purposes, we 
may disregard which half of the treatment combinations we choose, 
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because we shall always choose an interaction in such a way that those 
interactions that are completely confounded with the effects or inter- 
actions we wish to estimate are assumed on the basis of prior knowledge 
to be 

If we use the equality sign to denote “completely confounded with,” 
we may write the confounding relations above in the form: 


A= BC 
B=CA (3) 
C = AB 
and, if by convention we denote u by I, also 
I = ABC (4) 


We note that the first 3 equalities are obtained from the fourth by re- 
garding the relationship as an algebraic identity and I as unity and us- 
ing multiplication with the rule that the square of any letter is to be 
replaced by unity, Thus, 
I= ABC 

when multiplied by A gives 

A = A*BC = BC since A* = 1 
when multiplied by B gives 

B= AB'C = AC since B? = 1 
and when multiplied by C gives 

C = ABC! = AB since (^ = 1 


Thus, we can treat these effect and interaction symbols as ordinary alge- 
braio quantities except that the square of any letter is unity. 

Another example would perhaps be instructive. Suppose then that 
we select those treatments that appear positively in the AB interac- 
tion. We shall then have 4 observations: 


(1) = a= $A - $B + 44B - AC MC + M3C — MABC + e 
ab = a $A + MI GAB $C - MC ~ }BC — ABC + es 

- MBA $C - MC- 480 + JABC + os 
abe = w+ JA + 4B + JAB + )C + MC + 9BC + 3ABC + a 
or 


(5) 
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(1) = (u + FAB) — (A + B) — MC + ABC) + MAC + BC) + e 
ab = (u + JAB) + MA + B) — MC + ABC) — MAC + BC) + e 
c = (u + 4AB) — MA + B) + KC + ABO) — K(AC + BC) + es 
abc = (u + 3AB) + MA + B) + KC + ABC) + MAC + BC) + e 


(6) 
The confounding relations are given by the equations: 


A=B 
C = ABC (7) 


AC = BC 
and 
I= AB 


The first 3 of these relations may be obtained from the fourth by 
multiplying both sides of the fourth equation by A, C, and AC, respec- 
tively, with the rule that A? = B? = C? = 1, 

In each of these two examples we have used a 14 replicate of the full 
set of factorial combinations. Our original assumption was that we 
were testing 3 factors which do not interact: that is, that the true in- 
teractions AB, AC, BC, and ABC are zero, The first 44 replicate we 
considered is then a satisfactory experiment (apart from the fact that 
ho estimate of error ean be made) because we can estimate each of the 
3 effects, A, B, and C, In the second 14 replicate design considered, 
however, the effect A is confounded with effect B, and this is entirely 
contradictory to the aim of the experimenter. 

The crucial part of the specification of the design is clearly the choice 
of the relationship I = ABC or I = AB. This relation is known as the 
defining relation or identity relationship. Once this relationship is 
chosen, we can specify the functions of the parameters which can be 
estimated, and the choice of a relationship is based on this fact, Thus, 
we would not use a relationship that results in the confounding of main 
effects with each other. We now proceed to a more realistic ease. 


20.3 14 REPLICATION OF A 2" EXPERIMENT 


Suppose we have 6 factors, a, b, e, d, e, f, each at 2 levels, and wish to 
text only 32 of the total of 64 possible treatment combinations. We 
follow the lines of previous examples in testing those treatment combi- 
nations that appear positively in the expression for the G-factor inter- 
action: that is, the treatment combinations that contain an even num- 
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ber of letters (zero being regarded as even). The confounding relations 
are then as in Table 20.2. 


Taste 20.2 Conrounpina RELATIONS IN l4 REPLICATE OF 2° FACTORIAL 
EXPERIMENT 


I = ABCDEF E = ABCDF 
A = BCDEF AE = BCDF 
B = ACDEF BE — ACDF 
AB = CDEF ABE = CDF 
C = ABDEF CE = ABDF 
AC = BDEF ACE = BDF 
BC = ADEF BCE = ADF 
ABC = DEF ABCE = DF 
D = ABCEF DE = ABCF 
AD = BCEF ADE = BCF 
BD = ACEF BDE = ACF 
ABD = CEF ABDE = CF 
CD = ABEF CDE = ABF 
ACD = BEF ACDE = BF 
BCD = AEF BCDE = AF 
ABCD = EF ABCDE = F 


We have thus accounted for the 64 parameters, the mean y, and the 
63 main effects and interactions, and each one is confounded with the 
one with name complementary to it in ABCDEF. Each of the 31 com- 
parisons between the yields of the 32 treatment combinations, which 
have the property of being linear with coefficients of plus or minus 
unity, measures the sum of an effect and an interaction or of 2 inter- 
actions. The 2 effects or interactions estimated by the same contrast 
are said to be aliases of each other. Now, suppose all interactions in- 
volving 3 or more factors are zero. We may then use the comparisons 
to estimate main effect, 2-factor interactions, or error, as the case may 
be. We have, in all, 10 comparisons which may be used to estimate 
the experimental error: namely, ABC = DEF, ABD = CEF, ACD = 
BEF, BCD = AEF, ABE = CDF, ACE = BDF, BCE = ADF, ADE 
= BCF, BDE = ACF, CDE = ABF. The following breakdown in the 
analysis of variance may then be made: 


af 

Main effects 6 
2-factor interactions 15 
Error 10 
Total 31 


In this way we have obtained a satisfactory design for estimating 
the parameters in the following mathematical model: 
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ajbjcidiesfa = i A * BA AB dC * AC & BOA D x: AD 
* BD + 0D + E + AE + BE + CE + DE +F + AF + BF 
+ OF + DF + EF eges (8) 


where the sign for each of the letters A, B, C, D, E, F is plus if the cor- 
responding subscript on the left is 1 (i.e., the factor is at the higher 
level) and minus otherwise; the signs on interaction terms are the prod- 
uct of the signs on the main effects, u is the mean, and the eijktmn’S are 
uncorrelated with a mean of zero and a variance of c?. 

The experimenter would probably regard the experiment given in the 
previous paragraphs as rather unsatisfactory because it utilizes a ran- 
domized block of 32 plots. Let us examine the possibility of using blocks 
of 16 plots and blocks of 8 plots. If we are to use blocks of 16 plots, 
one of the 31 possible comparisons must be confounded with blocks, 
and we ean choose any one of the 10 comparisons which we have used 
above for the estimation of error. Suppose we confound the compari- 
son that estimates ABC and DEF. The structure of the experiment 
will, apart from randomization, be as in Table 20.3. 


Taste 20.8 14 RzPLrcATE or 2? DrsroN IN 2 Brocks or 16 Prors 


Block I 


Block II 


The analysis of the experiment will consist of the evaluation of the 
31 comparisons, and this may be done by the addition-subtraction proc- 
ess described in Chapter 14 for the complete 2" factorial system. For 
the arrangement of the yields in the standard pattern, one factor, say, 
J, is ignored completely. In this way, all 31 contrasts will be estimated, 
but some of them will have to be renamed, as, for example, the contrast 
computed as ABCD which will be renamed EF. 

If we consider now the possibilities of blocks of 8 plots, it will be 
necessary to confound between blocks 3 comparisons, each of which is 
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the produet of the other 2. Some care is necessary in the choice of these 
3 comparisons. If, for example, we confound ABCD, ABEF, and 
CDEF, then we are, in fact, also confounding EF, CD, and AB, because 


I = ABCDEF 
ABCD = EF 
(9) 
ABEF = CD 
and 
CDEF = AB 


Such a system of confounding is unsatisfactory because 3 of the 15 
2-factor interactions are confounded, and they involve all the 6 fac- 
tors. An alternative system is the following, in which are confounded 


ABC = DEF 
and 
ABD = CEF (10) 
and 
CD = ABEF 


This is the best that can be obtained with blocks of 8 plots. The reader 
may verify easily that any other system would result in the confound- 
ings of some main effects or main effects and interactions or more 2-fac- 
tor interactions. The actual design before randomization will be as in 
Table 20.4. 


Taste 20.4 14 REPLICATE or 2° Desian 1N 4 BLocks or 8 Prors 
Block I Block II Block III Block IV 


aq ac ad ae 

ab be bd be 
acde de ce ed 
bede abde abce abed 
acdf df ef edef 
bedf abdf abef abedef 


The method of obtaining the contents of each block easily is: 


1. Form the intrablock subgroup which consists of all treatment com- 
binations that have an even number of letters in common with ABCDEF, 
ABC, and ABD. The first block is made up of the intrablock subgroup 
combinations. In obtaining these, it is useful to note that the elements 
in the intrablock subgroup form a group in that the product of any 2 
elements in the subgroup is also in the subgroup. In forming the prod- 
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uct, the usual rule of replacing the square of a letter by unity is to be 
observed. Thus, ab X aede = a?bede = bede, ete. 

2. Form the other blocks by multiplying the elements of the first 
block by a treatment combination that does not already occur in previous 
blocks and that has an even number of letters in common with ABCDEF. 


20.4 A SIMPLE EXAMPLE OF !4 REPLICATION 


We take the case of 5 factors, a, b, c, d, and e, each at 2 levels, for 
purposes of illustration. We may select half of the treatment combina- 
tions on the basis of one interaction, and among these select half on the 
basis of another interaction. For example, suppose we select first on 
the basis of the ABC interaction: then we would have the treatment 
combinations (or its complement, and we consider only the one case), 

(1), ab, ac, be, d, abd, acd, bed 

e abe, ace, bee, de, abde, acde, bede 
Now, from these we select those treatment combinations that occur 
with the same sign (negative, say) in the interaction ADE. We have, 
finally, the following 8 combinations: 

(1), be, abd, acd, abe, ace, de, bede 
Note that these treatment combinations have the same sign in the in- 
teraction BCDE (they all occur positively). It is a general rule that 
we have used previously in our discussion of confounding that, if a 
treatment combination has an even number of letters in combination 
with an interaction X and with an interaction Y, then it also has an 
even number of letters in common with X Y, the generalized interaction 
of X and Y. If we examine the expected value of each of the selected 
treatment combinations, in terms of the full factorial model, we find 
the following: 


(1) =p! — $A! 35 — 4€" — 4D! 3E, + MBDY + (BEY 
be =p — 34! + 4B' + 40! — 4D! 1, — 3650) — 366) 
abd = W + $A! ＋ 38! — 40! + 4D! — VE" + &(BDy' 10; 
acd = y + 3A’ — 3B' + 3C + 3D! N — (BD) + (BEY 
abe = 1 + $A! + 3B! — 3€ — 4D! + 3E' — (BD + (BEY 
ace = y! + $A’ — àB' + 40" — 3D' + $B’ + (BD) 10 
de = . — 4A’ — 3B! — 40’ + BD! + 3E' — 4(BD)! — (BEY 
bede = W! — 4A’ + 3B' + 3C! + AD! + 4H" + (BD) + (BE) 


(11) 


400 FRACTIONAL REPLICATION 


where 
uM = — ZABC — ADE + 3BCDE 


A’ = A — BC — DE + ABCDE 
B' = B — AC — ABDE + CDE 
œ = C — AB — ACDE + BDE 
D' = D — ABCD — AE + BCE 
E' = E — ABCE — AD + BCD 
(BD) = BD + ACD + ABE + CE 
(BE) = BE — ACE ABD + CD 


Formally these expressions may be written A (1 — ABC — ADE + BCDE), 
B(1— ABC — ADE + BCDE), ete. 

With these 8 observations, we can estimate the 8 new parameters, 
n, A’, B', C, D, E., (BD), and (BE)“. Clearly estimates of these new 
parameters are of no value to the experimenter unless we can isolate 
one of the terms in each of A’, B’, C’, etc., and assume that all the other 
terms are zero. If the experimenter is prepared to assume that all inter- 
actions are zero, the 8 treatment combinations are sufficient to give es- 
timates of the effects A, B, C, D, and E. In fact, it is obvjous and may 
be verified easily by least squares that, under this condition, the best 
estimate of A by A is given by 


44 = —(1) — be + abd + acd + abe + ace — de — bede 


that is, 44 equals the sum of plots containing a minus the sum of those 
not eontaining a. "The other effects are estimated similarly, and the 
corresponding estimators of (BD)' and (BE) provide an estimate of 
error based on 2 degrees of freedom. 

The whole of the design and analysis of this trial may be simply de- 
duced from the identity 


I = —ABC = —ADE = +BCDE (18) 


We interpret this identity relationship as follows: The treatment com- 
binations that are used are those that occur negatively in the ABC in- 
teraction, negatively in the ADE interaction, and positively in the BCDE 
interaction. As a result, any effect or interaction X is inseparable from 
or completely confounded with the generalized interaction of X with 
ABC, of X with ADE, and of X with BCDE, and the comparison of 
combinations positive for X minus those negative for X in fact esti- 
mates X — XABC — XADE + XBCDE. The 8 treatments are said 


(12) 
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to constitute a 14 replicate of the 2° experiment on a, b, c, d, e, based on 
the identity relationship or defining relation 


I = —ABC = —ADE = +BCDE 


There are, in all, 4 possible 14 replicate designs which result in the same 
interconfounding: namely, those based on the above identity and the 
following identities: 


I = +ABC = +ADE = +BCDE 


I = +ABC = —ADE = —BCDE (14) 
and 
I = —ABC = +ADE = —BCDE 


The 4 possible 14 replicates are not generally worth distinguishing from 
the practical viewpoint, because one may be changed into the other by 
suitable interchanging of the levels of the factors, and it is usually suf- 
ficient to consider any of the 4 as being given by the relationship 


I = ABC = ADE = BCDE 


20.5 14 REPLICATION OF A 2° EXPERIMENT 


The 14 replicate design in the previous paragraphs is of little practical 
use except in a problem for which interactions are zero: for example, 
in the weighing of small objects. We proceed to discuss an example that 
will be of considerable utility in many fields of research. 

Consider an experiment on 8 factors, a, b, c, d, e, f, g, k. We shall 
attempt to find a design using only 64 of the possible 256 combinations. 
If we can assume that all interactions involving 3 or more factors are 
zero, but 2-factor interactions must be included in the model, we must 
use an identity relationship such that all the terms in it apart from the 
identity involve at least 5 letters. A possible one is 


I = ABCDE = ABFGH = CDEFGH 


We wish the terms to involve at least 5 letters, because, with each term 
that has 4 letters, six 2-factor interactions will be mutually confounded 
in pairs. If any term has only 8 letters, a main effect will be confounded 
with a 2-factor interaction. The above identity relationship is then a 
suitable one, and we may choose any one of the 4 possible A replicates 
based on it. 

We must now examine the possibilities of arranging the 64 chosen 
treatment combinations in blocks of 16 or, if possible, 8 units. Con- 
sider first the case of blocks of 16 units: Any interaction confounded 
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with blocks must be such that the other interactions confounded with 
blocks by virtue of the identity relationship also involve at least 3 let- 
ters. Below is given the identity relationship followed by 3 compari- 
sons suitable for confounding: 


I = ABCDE = ABFGH = CDEFGH 
ACF = BDEF = BCGH = ADEGH 
BDG = ACEG =ADFH = BCEFH 
ABCDFG = EFG =CDH = ABEH 


These relations give us 4 possible designs in blocks of 16 units, and we 
may take which one we please. For convenience, we take that design 
which includes the control treatment and construct the intrablock sub- 
group which is then one of the 4 blocks, The following rules are suffi- 
cient to determine the intrablock subgroup: 


1, All the treatment combinations are even with respect to ABCDE 
and ABFGH (and therefore CDEFGH), and with ACF and BDG and 
therefore with respect to all the interactions in the four relations. 

2. The treatment combinations in the intrablock subgroup form a 
group in that, if x and y are in the group, so is the product zy obtained 
by combining x and y, dropping common letters. (Other properties are 
also necessary in order that they form a group, but these are of no con- 
cern in the present problem.) 


With these rules, we find that the intrablock subgroup consists of the 

following treatment combinations: 

(D, ach, aef, — cefh 

bah, abed, abdefh, bedef 

beg, abcegh, abfg, — befgh 

degh, acdeg, adfgh, cdfg 
These were generated by noting that each of ach, aef, bdh and beg has 2 
letters in common with all the interactions in the 4 identities, and they 
are not obtainable from each other by taking products. 

The whole design (Table 20.5) before randomization is obtained by 
writing down the intrablock subgroup as block I; multiplying its ele- 
ments by an element (ab, say) which is known, from the identity rela- 
tionship to be included in the experiment, to give block II; multiplying 
the elements of intrablock subgroup by another element not already 
enumerated which must be included (ce, say) to give block III; and, 
likewise, with a multiplier of, say, de to give block IV. 
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TasLE 20.5 14 Repuicate or 2° Desion Ix 4 RTO or 10 Prors 


Block I Block II Block IIT Block IV. 
(1) ab ce de 
ach bch ach acdeh 
acf bef acf adf 
cefh abcefh fh edfh 
bdh adh bedeh beh 
abed ed abde abee 
abdefh defh abfh 
bedef acdef bdf bef 
aeg beg bdg 
abcegh cegh abgh abedgh 
abfg Jo abcefg abdefg 
befgh acfgh befgh bedefgh 
degh abdegh edgh oh 
bodeg ac) 
adjgh bafgh acdefgh aefgh 
cdfg abedfg defg cefo 


The analysis may be performed by dropping the letters a and f from 
the treatment combinations, thus regarding the experiment as a full 
replicate on 6 factors, b, c, d, e, g, h, and using the addition-subtraction 
process to obtain the values for the 63 comparisons of the 64 yields. 
These will have names involving 1 to 6 of the letters B, C, D, E, G, H, 
and they may then be renamed by the use of the identity relationship 


I = —ABCDE = —ABFGH = CDEFGH (16) 


in which it is necessary to insert the appropriate signs on the terms. 
The signs are determined by the fact that we have used the 14 replicate 
which contains the control, so that we have taken the negative part of 
the first 2 interactions and the positive part of the third. In this way, 
assuming interactions involving 3 factors or more to be zero, we rename 
for example BCDE to be -A, CDEGH to be F, and BGH to be A. 
The analysis of variance will have the structure: 


i 
E 


Total 


The variance of each estimated effect or interaction will be 07/16, where 


a° is the error variance, 
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Now let us consider blocks of 8 units for this 14 replicate experiment. 
"There is no simple set of rules that lead us to a design, but there does 
not appear to be a design in which no 2-factor interactions are con- 
founded with blocks. The following set of equations define a design in 
which two 2-factor interactions are confounded with blocks: 


I = ABCDE = ABFGH = CDEFGH 


confounding with blocks the following comparisons: 


ACF = BDEF = BCGH = ADEGH 
BDG =ACEG =ADFH = BCEFH 
ABCDFG = EFG = CDH = ABEH 
CDF = ABEF = ABCDGH = EGH 

AD = BCE =BDFGH = ACEFGH 
BCFG = ADEFG = ACH = BDEH 
ABG -CDEG =FH = ABCDEFH 


The contents of each block are given in Table 20.6. 


TABLE 20.6 14 REPLICATE or 28 Drsicn IN 8 BLOCKS or 8 Prors 


I II III IV V VI VII VIII 
(1) ab ce de fa gh acf bdh 
abed ed abde abce abcdfg abcdgh. bdf ach 
cefh abcefh — fh cdfh. cegh cefg aeh bedef 
abdefh defh abedfh abfh abdegh abdefg bcdeh. aef 
beg aeg beg bdg bef beh abcefg degh 
acdeg bedeg adg acg acdef. acdeh defg abcegh 
befgh acfgh befgh bedefgh bch bef abgh cdfg 
adfgh bdfgh acdefgh  aefgh adh adf cdgh abfg 


The analysis of variance may be performed as with blocks of 16: 
namely, by dropping the letters a and f, performing the addition-sub- 
traction process, and renaming according to the identity I = —ABCDE 


1 = CDEFGH. The structure of the analysis of variance 
will be 


df 
Interactions AD, FH 2 
Block error 5 
Main effects 8 
2-factor interactions 26 


Error (within block) 22 


Total 63 


ONE-IN-2? REPLICATION OF THE 2* FACTORIAL SYSTEM 405 


The 2 confounded interactions will be estimated with a variance 
equal to (block error mean square/16) and all the main effects and the 
other interactions with a variance equal to (within block error mean 
square/16). 


20.6 ONE-IN-2? REPLICATION OF THE 2" FACTORIAL 
SYSTEM 


The extensions to higher degrees of fractional replication are intui- 
tively obvious. If a fraction one in 2? of a 2" factorial system is used, 
there will be 2"? treatment combinations actually tested with (2^? — 1) 
degrees of freedom among them. Of the total of (2" — 1) effects and 
interactions in the full model, 2? — 1 will be confounded with the total, 
and the remaining 2" — 2? will be mutually confounded in groups of 
2?. there being (2"^? — 1) such groups. The identity relationship will 
be of the form 


I-X-2-Y-XY-Z-XZ-YZ2-XYZ-U--.- (17) 


there being p interactions X, Y, Z, U, ete., none of which is obtainable 
from the others by multiplication. We give the following designs which 
may have some value. 

With 10 or more factors, it is possible to estimate main effects and 
2-factor interactions from 1 of a replicate if 3-factor and higher-order 
interactions are negligible. A suitable identity relationship with 10 
factors, a, b, c, d, e, f, g, hy j, k, is: 


I = ABCDE = ABFGH = CDEFGH = ACGJK = BDEGJK 
= BCFHJK = ADEFHJK (18) 


Thus the 10 main effects and the 45 two-factor interactions are ob- 
tained by testing 128 of the possible 1024 combinations. These may be 
arranged in blocks of 32 units by confounding comparisons which may 
be denoted by ABJ, ADF, and BDFJ. The intrablock subgroup for 
this design is: 


(I), cek, abed, abdek, abfg, abcefgk, cdfg, defgk, ghk, cegh, abcdghk, 
abdegh, abfhk, abcefh, cdfhk, defh, begj, begjk, acdegj, adgjk, aefj, acfjk, 
bedefj, bdfjl, behjk, behj, acdehjk, adhj, aefghjk, acfghj, bedefghjk, bdfghj. 
Arrangements in blocks of 16 units for which main effects and 2-factor 
interactions are not confounded with blocks have not been found. 

A second example is a Me replication of a 217 experiment. If the 
factors are denoted by a, b, c, d, e, f, 9, h, j, k, l, m, a suitable identity 
relationship is 


à 
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I = ABCDE = ABFGH = CDEFGH = ABJKL = CDEJKL 
= FGHJKL = ABCDEFGHJKL = ACFJM = BDEFJM 
= BCGHJM = ADEGHJM = BCFKLM = ADEFKLM 
= ACGHKLM = BDEGHKLM (19) 


If comparisons denoted by ABM, DFH, and ABDFGM are confounded, 
we have a design in 4 blocks of 64 plots which enables estimation of all 
main effects and 2-factor interactions. The intrablock subgroup con- 
sists of the treatment combinations which have an even number of let- 
ters in common with ABCDE, ABFGH, ABJKL, ACFJM, ABM, and 
DFH. 


20.7 THE VALUE OF FRACTIONAL DESIGNS 


It is difficult to place a value on the individual experiment. A good 
experiment may be characterized to some extent by a good choice of 
factors to be tested and by good experimental technique. There are 
other imponderables such as the value of the aims of the experiment, 
whether the experiment is likely to lead to a clearer understanding of 
basic processes, and so on. For purposes of discussion let us suppose 
that the object of the experimenter is to determine the factors that pro- 
duce a certain result and the relative importance of these factors. In 
such circumstances the experimenter must obtain by observation and 
intuition an idea of the factors that may possibly influence the character 
in which he is interested. When the experimenter has reached this situ- 
ation, fractional designs are of real value. They may be used to deter- 
mine which of the possible factors are of importance relative to a given 
error of prediction. Once these factors have been discovered, it is nec- 
essary to perform detailed work on the factors, possibly even one at a 
time in order to formulate a law relating response to dosage for each 
factor. Only when the response to dosage is known as a mathematical 
relationship does a branch of enquiry resemble an exact science. One 
difference between the biological and physical sciences lies in the fact 
that in the physical sciences the experimental material can often be 
brought to any desired degree of purity and can be examined by vary- 
ing one factor at a time, the errors of prediction being small relative to 
the magnitudes of the effects involved, whereas in the biological sciences 
this is not possible. A further difference between the physical sciences 
and the biological sciences is that the experimental unit in the biological 
sciences is much more complex than the physical science unit and can- 
not easily, if at all, be broken down into simpler units. 
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If the criterion of value of the experiment is related to the number of 
main effects and low-order interactions discovered by the experimenter, 
fractionally replicated designs may have considerable value, for a large 
number of effects and low-order interactions may be estimated. A diffi- 
culty in the evaluation of an experiment is the value to be attributed 
to information on the various effects and interactions, and the relative 
value to be attributed to estimates applicable to limited situations and 
estimates of perhaps lower precision applicable to less limited situations. 

We have discussed fractionally replicated designs which are suitable 
if the experimenter can assume interactions between 3 or more factors 
to be negligible. Many of the designs we have given can be used if a 
few of the 3-factor interactions cannot be assumed negligible. A more 
detailed examination of possible identity relationships and systems of 
confounding will be necessary, but, apart from this, there is no further 
difficulty. 

The principle of fractional replication may strike the reader as being 
based on unwarranted assumptions. It should be pointed out that the 
necessary assumptions are no more exacting than the assumptions made, 
for example, with a single replicate of a 2° factorial experiment: namely, 
that all interactions involving 3 or more factors are negligible or that a 
specified set of the 3-factor interactions and all interactions involving 
more than 3 factors are negligible. 

The value of fractionally replicated designs lies in the same phenomena 
which make the factorial design valuable, in that the experimenter can 
rarely assume that interactions between the factors which themselves 
affect a characteristic, biological or physical, do not exist, before he has 
conducted experiments. On the other hand, what we know about re- 
sponse curves suggests that high-order interactions will be small rela- 
tive to the experimental errors usually encountered. If high-order inter- 
actions are important, the experimenter will soon discover the fact by 
any design in which the factors are varied simultaneously. An experi- 
mental check is perhaps advisable in most cases when a highly fractional 
design is used, for example, by the use of two repetitions of the basic 
fractional replicate. In this way an estimate of experimental error un- 
contaminated by high-order interactions would be obtained, and this 
could be compared with the estimate of error obtained from the high- 
order interactions. 

Usually the experimenter is in the position of being able to impose 
treatments on and to examine a certain number of experimental units. 
He is also in the position that he can think of many factors which should 
be investigated. We may, therefore, ask whether we can apply any 
criteria of value to possible experiments on this fixed number of experi- 
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mental units. To be specific, let us suppose that 128 experimental units 
are available; then the experimenter can use any of the following de- 
signs, staying within the 2" factorial system: 


Number of Number of 
Factors Replicates 
L 64 
2 32 
3 16 
4 8 
5 4 
6 2 
T 1 
8 % 

9 % 

10 X 


Of course, in some situations, there are not more than 3 factors that 
the experimenter considers worth examining, and, even if there are 10 
factors, the experimenter can possibly guess very accurately which 5, 
say, of the 10 factors are really important. On the other hand, there 
appears to be a little evidence, for example in nutritional work on bio- 
logical organisms, that the “best” experimenter’s guess in such a situa- 
tion turns out, with the accumulation of research results, to be not at 
all accurate. The comparison of the possible designs listed above is, 
at best, a hazardous procedure. It is, however, the responsibility of the 
experimenter and statistician to attempt to make the comparison, par- 
ticularly as the experimenter alone may be unaware of all the possi- 
bilities. 

As regards the amount of information given by the above possible 
designs, we can state that the 1-factor experiment will determine the 
effect of the chosen factor over a limited range of circumstances with a 
variance of c?/32. The effect of each factor will be determined with 
the same variance for all the designs listed, but, as more factors are in- 
troduced, the effect is estimated for the average of a wider set of condi- 
tions specified by the other factors that are varied. The fact that the 
estimate is for a wider set of circumstances may be an advantage or dis- 
advantage, depending on the circumstances and aims of the. experi- 
menter, but it will usually be advantageous in the long view. In evalu- 
ating the designs, it is also necessary to put a value on the knowledge 
obtained about interactions, particularly 2-factor interactions, which we 
regard a priori as likely to be of greater importance. The lower the 
number of replicates used in the above designs, the higher will be the 
value of the designs, if knowledge of the existence of interactions is of 
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some value. The reader will find it instructive to consider the case when 
the experimenter favors the use of 2 replieates, but wishes to test 10 
factors and can perform the experimental work on only 128 experimental 
units at a time. Considerations of this type make the fractional de- 
signs very valuable under some circumstances. The choice of a frac- 
tional design does, however, require considerable care, and the experi- 
menter would be unwise to use this type of design at any available op- 
portunity without examination of all the facets. 

We have seen that it is difficult, if not impossible, to obtain fractional 
designs in small blocks without confounding important contrasts. This 
implies that it may be worth while under some circumstances to use 
what would be considered large blocks in order to include many factors 
and obtain comparatively precise information on the effect of each. 
The extent to which this will be worth while will depend partly on the 
relationship between error variance and size of block for the experi- 
mental material under consideration. In the discussion above we have 
ignored the fact that, with more factors included, the error mean square 
will be based on a lower number of degrees of freedom. The effect of 
this on the accuracy or sensitivity of the experiment will be small. 
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CHAPTER 21 


The General Case 
of Fractional Replication 


Fraetional replication is of most practical utility when the factors 
each have 2 levels. The process, however, can be of utility for the other 
cases, and, in addition to giving the general theory, we shall include in 
this chapter an actual example on factors with 3 levels. 


211 FACTORS AT THE SAME PRIME NUMBER (Y) 
OF LEVELS 


In Chapter 17, we gave the definitions of effects and interactions for 
the p" factorial system, and found expressions for the yields in terms of 
effects and interactions. The latter may be expressed as follows: 


lk. = u + 2) — (ntm ey eg , (1) 


(ah a9: * +) and s 
where the symbol 


Of Ee Mma 


= 0 otherwise 
and the summation is over the unique set of points (o4, os, +++) for the 
possible effect and interaction symbols Ah 
In testing the full set of treatment combinations in a randomized 
block, we would have the general linear hypothesis 


Vin. = pt = (B mi eti) pm par „ jk. (2) 


(aras: IJ and s 


„ ? A 1 
This is a general linear hypothesis on £ + (* i )»] parameters, 
p- 
n 
the parameters satisfying (5 i ) conditions, namely, 
p— 


aug ....-0 (3) 
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for each choice of (al, d +++). The problem is to estimate u and esti- 
mable functions of the A*'B* ---, that is, the effects and interactions. 
Now we may suppose that only those treatment combinations that 
satisfy 

Bit + Bote +-+ Bnn = 0 mod p 


are tested. The following coefficients in the model will be equal for all 
the plots: 


p eimi tanta: +> ö c tAvait (as Bra t +++ 
8 , 8 


5, (G1: 28) (o2) za -++ to d, 7 Heiz- lor p- gl +++ 
E , s 


ete. 
The effects or interactions denoted by A®B® +++, A" ipei ..., 


for A = 1, 2, .., p — 1 are, therefore, mutually confounded, that is, 
cannot be estimated separately, and the model may be written 
. oi Bee uus Ju GT; Den UI MR (4) 
where T 
S 
4% g SFE = 4AB“: ot b» AMM gast Ms m (5) 
del 
2 * 
and X’ denotes summation over a subset. of Pac) choices out of the 
pp — 
n — 
total of (* i ) distinct choices of (a, a2, +++, o). 
7 — 


We may regard this design and its analysis as being given by the re- 
lationship 
I = A”B”... (6) 
and this relationship defining the design has the properties: 


1. The treatment combinations actually tested consist of those com- 
binations for which Zr; = 0 mod p. 

2. Any set of (p — 1) degrees of freedom X is completely confounded 
with (APB9* ...)AX, X = 1, 2, .., p — 1, or, in other words, X and 
X(AP BP: ...) x are mutually confounded. 


Corresponding to a particular choice of (81, Ba: - +) there are p different 
(1/p)th replicates specified by 


EBjr; = mod p (7) 
where J ean take any one of the values 0, 1, 2, , p — 1. These differ- 
ent (1/p)th replicates are exactly the same as far as their practical 


value is concerned, and any one may be obtained from the others by 
interchanging the levels of one of the factors for which 8 is not zero. . 
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In exactly the same way a I- in- Pc replicate is specified by a relation- 
ship of the form 


I=X =Y = XY = XY? =...= Xy» 
=Z = ZX = ZX? =... AX 
= ZY = ZY? =... = Zy»-1 
= ZY'X'[r, s = 1,2, , (p — 1)] 
= ete. (8) 


there being ¢ symbols, X, Y, Z, , none of which is contained in the 
generalized interactions of any of the others. 
Any effect or interaction V not contained in the identity relation- 


t 
ship will be completely confounded with the (E =) — 1| generalized 
interactions of V with the symbols other than unity in the identity 
relationship. 

Having examined the structure of the l-in-p' replicated factorial ex- 
periments, we may now consider the circumstances under which they 
may be regarded as providing good designs. If the experimental ma- 
terial is such that interactions involving more than 2 factors are negli- 
gible, we may use a 1-in-p* replicate, if we can find an identity relation- 
ship that results in main effects and 2-factor interactions being con- 
founded with high-order interactions but not with each other. 

For example, with p = 3, n = 3, and the identity relationship 


I= ABC 


we may generate the resulting confounding: 
A = ABC? = BC 
B = ABC = ACG 
C ABO = AB 
AB? = AC? = BC? 


In this way the 8 degrees of freedom between the 9 results are parti- 
tioned into 4 sets of 2 degrees of freedom, each line corresponding to a 
set of 2 degrees of freedom. Clearly this design is of no practical value 
unless the 2-factor interactions are zero. The situation is much the 
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same with a 14 replicate of a 3* experiment, the best that can be done 
being to confound 2-factor interactions with each other. 
With 5 factors each at 3 levels, the 14 replicate based on 


I = ABCDE (9) 


(or any of the cases I ABD, q, r, s, t all > 0, correspondingly), 
we have the following confounding: 


A ABCD = BODE 

AB = ABC?D?E? = CDE 

AB? =ACD I = BODE? 
with similar relationships from interchanging letters A and B with C, 
D, or E. The model, for which any of the 3 sets of 81 of the total of 


243 treatment combinations specified above would be an adequate test, 
is 


Vijkim = u + Ay + By ABN + AB?;45j + Ch + ACi qa + ACT 40% 
+ BC + BC; + Di + ADi qi + AD BD 
+ BD + Dr + CD + Em + AE 4m 
+ AE?; 95 + BEj4m + BEN n + CEE + CE! 42m 
+ DEA + Daran + enfin (10) 


where g, J, k, 1, m denote the levels of the factors a, b, c, d, e and the sub- 
scripts of the terms on the right-hand side are reduced modulo 3: that is, 
a model in which the interactions of 2 factors do not depend on the 
value taken by any other factor. 

The only other general aspect that needs consideration is the arrange- 
ment in blocks of the treatment combinations to be tested. If all the 
treatment combinations that lie in a block satisfy the relationships, 


Dye; =I mod p 


(11) 
Dörr = m mod p 


then these combinations also satisfy the relations, 
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Z(y; + Moa = mod p 
2(5; + Mj)z; = m mod p 


(12) 


and so on, for x = 1, 2, «++, p — 1, if the fraction for which E8;z; = 0 
mod p is used. If an effect or interaction W is confounded with blocks, 
then so are all the generalized interactions of W with the elements of 
the identity relationship. 

Let us examine the 14 replicate of a 3° experiment from the point of 
view of possible arrangements in bloeks of 27 plots and blocks of 9 
plots. We suppose the identity relationship chosen is 


I= ABCDE 


If we confound ABC with blocks, we will also confound ABC(A BCDE) 
= ABCD*E? and ABC(ABCDE)? = DE, which does not meet our re- 
quirements that we do not wish to confound main effects or 2-factor 
interactions, If we confound ABC?, we also confound ABD?E? and 
CD? E?, and these then constitute a suitable system of confounding for 
blocks of 27 plots. It may be verified that in order to use blocks of 9 
plots it is necessary to confound at least one 2-factor interaction: The 
following may be confounded with blocks to give this result: 


ABC? = ABD*E? =D 
AB*D = ACDE* = BE 
ACD? = ABCE? = BDE 
BCD = ABCDE = AE 


(13) 


To specify the actual arrangement of treatment combinations, we utilize 
the facts that the block containing the control has all the members of 
the intrablock subgroup and that the other blocks may be obtained by 
multiplication of the intrablock subgroup by any treatment combina- 
tion that occurs in the trial. The intrablock subgroup consists of the 
treatment combinations which satisfy 


Ti + 22 + 23 2 +25 =0 


11 + t2 + 2ra = 0| mod 3 (14) 
$4205 pe, 0 
These treatment combinations form a group, for, if (yy +++, Yn) and 


(21; ***, Zn) satisfy these equations, then so does (Ji -E iiy gil is * „ 
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Yn + Zn), and the control (0, 0, «++, 0) serves as the unit element, the 
law of combination being addition modulo 3. The intrablock subgroup 
is as follows, where we may adopt either form of representation: 


(0, 0, 0, 0, 0) (1) (2, 1, 0, 2, 1) ab 
(J, 0, 1, 2,  acd¥e® (0, 2, 2. 2,0 We 
(2, 0, 2, 1, ) aede (1, 2, 0, 1, abeder 
(0, 1, 1, 1,0 bel (2, 2, 1,0, ) age 


(1, 1, 2, 0, 2) abc'e? 


The other blocks are obtained by multiplying this block by c'e, ce?, d?e, 
de®, cde", cd, ode, cde. It may be noted that the elements (1), c?e, 
ce?, de, de®, ^d? &?, cd, cd”, and ede form a group, the rule of combination 
being ordinary multiplication with the conditions that a* = bs = c = 
d = ¢ = 1, The product of this group and the intrablock subgroup 
make up all the treatment combinations tested. 

A striking example of fractional replication given by Fisher ' was de- 
vised by Tippett. Consider 5 factors, a, b, c, d, e, each at 5 levels, and 
suppose all interactions are zero. How many treatment combinations 
must be tested in order to discover which factors have effects? Suppose 


we have a 5 = a replicate of the 3125 possible combinations based 


on the identity relationship consisting of ABC, AC*D, BDE, and all 
their interactions. In order that the fractional design thus designated 
be useful for the present purpose, it is necessary that no 2-factor inter- 
actions be contained in these interactions: 


1. (ABC)(AC2D)" = A'Y BOH!" D", r= 1, 2, 3, 4; if 1+r=0, 
1 + 2r 0, all numbers being reduced modulo 5, so that any of these 
interaction terms contains 3 letters. 

2. (AC?D)(BDEY = AB'C?D'*"E", r = 1, 2, 3, 4; clearly all terms 
certainly contain at least 4 letters. 

3. (ABC)(AC?D)"(BDE)! = AB HCD HE", r, s = 1, 2, 3, 4; 
if 8 = 4, 1 + s = 0, but it is then impossible for 2 of the quantities, 
L+r,1+ 2r, and r+ s, to be zero: if s A, at least one of 1 +r, 
1 + 2r, and r + s must be non-zero. 


We have, therefore, an identity relationship which contains no 2-factor 
interactions. If we are sure that interactions between the factors are 
trivial compared to main effects, we may use the 25 treatment combina- 
tions to test the main effects of the 5 factors. The intrablock subgroup 
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for this identity relationship may be obtained by solving the 3 equa- 
tions: 
11 ＋ 42 +23 — 0 
zı + 2x3 + 4 = O mod 5 
T + T4 + 25 = 0 


The solutions are generated by taking X + A»Y where X = (10414), 
Y = (01422) and u, A» = 0, 1, 2, 3, 4. 


(00000) (01422) (02344) (03211) (04133) 
(10414) (11331) (12203) (13120) (14042) 
(20323) (21240) (22112) (23034) (24401) 
(30232) (31104) (32021) (33443) (34310) 
(40141) (41013) (42430) (43302) (44224) 


The design used by Tippett brought to light immediately the factor and 
its level which was producing the response. 


21.2 THE FORMAL EQUIVALENCE OF FRACTIONAL 
REPLICATION AND CONFOUNDING 


The device of confounding may be represented by the addition to the 
factorial scheme of a number of pseudofactors whose combinations rep- 
resent the blocks of the experiment. Consider the confounding of ABC 
for a 3° experiment in blocks of 9 plots. Suppose we attach to the sym- 
bols for treatments in the block containing the (ABC); combinations 
the symbol d;, thus making the experiment 1 on 4 factors a, b, c, and d. 
The 27 combinations of the 4 factors actually represented are a 14 rep- 
licate of the total of 81, given by the identity 


I = ABCD? 
for the comparison represented by 
D = ABC = ABCD 
and is the comparison of the 3 blocks. We may, therefore, obtain the 
design and the arrangement in blocks immediately by specifying the 


identity I = ABCD?, the last factor d being understood to give the 


blocks. The formal equivalence may be seen by noting that the com- 
binations tested will satisfy, say, 


% + t2 + 23 + 2:4 = Omod3 
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so that, when 
z4—0, 1 ＋ 22 ＋ 23 0 
4 1, 11 ＋ 12 ＋ 25 — I mod 3 
4 2, i ＋ 42 ＋ 43 — 2 


The joint problem of confounding and fractional replication for p” 
systems reduces then to the enumeration of identity relationships for 
fractional replication. If we need a I- in- replicate of a p” experiment 
in p” blocks (r < n — t), we need a 1-in-p'*” replicate of a p"** experi- 
ment. The requirements on the identity relationship are not quite so 
exacting as in a true case of fractional replication, for the identity re- 
lationship can contain terms involving only 4 letters if one of them cor- 
responds to a block pseudofactor. Operationally the author’s experi- 
ence is that this equivalence is not of much help, because methods of 
enumeration of fractional designs with a small fraction have not been 
evolved. Rather, the equivalence is sometimes useful in the other di- 
rection, that, once a design with a 1-in-p‘ replicate of a p” experiment 
with p” blocks is enumerated, it is easy to specify a 1-in-p'! of a p"*! 
design with p’— blocks. 

A group of designs may, for example, be deduced from that given in 
Chapter 20 for a {e replicate of a 2!? experiment. The identity rela- 
tionship was 


I = ABCDE = ABFGH = CDEFGH 
= ABJKL = CDEJKL = FGHJKL = ABCDEFGHJKL 
= ACFJM = BDEFJM = BCGHJM = ADEGHJM 
= BCFKLM = ADEFKLM = ACGHKLM = BDEGHKLM 


when 


and, when 


If the factor m is regarded as giving 2 blocks, the above identity rela- 
tionship provides a 1% replicate of a 2!! experiment in 2 blocks. Similarly, 
we may obtain a 14 replicate of a 2/9 in 4 blocks, a 14 replicate of 2° in 
8 blocks, and a full replicate of a 2° in 16 blocks. 


21.3 THE EFFECT OF BLOCK-TREATMENT INTERACTIONS 


The formalization which has been given above enables a simple ex- 
amination of the possible effects of block-treatment interactions on the 
interpretation of a confounded experiment. Consider a 2° experiment 
on factors a, b, c, d, and e, the 32 combinations being arranged in blocks 
of 8 plots confounding ABC, ADE, and BCDE. This experiment may 
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be represented as a M replicate of a 27 experiment by introducing block 
pseudofactors f and g, say, the identity relationship being 


I = ABCF = ADEG = BCDEFG (15) 


If there are differential effects of the factors from block to block, the 
interpretation is exceedingly difficult, for we have as a result of the iden- 
tity relationship the following relations: 


AB = CF, AD = EG 
AC = BF, AE = DG (16) 
BC = AF, DE = AG 


Of the total of 10 two-factor interactions, 6 could be interpreted as 
block-treatment interactions. If there are significant block-treatment 
interactions but no interactions between the factors, the usual method 
of analysis will tend to indicate the presence of 2-factor interactions. 
‘This is not particularly surprising in that the usual method of analysis 
assumes additivity of block, treatment, and error contributions and can 
hardly be expected to be satisfactory when additivity does not hold. 
The reason for stating the position is that it is important for the experi- 
menter to be aware of the possible difficulties, In discussing the rules 
by which blocks of the experimental units should be chosen, we stated 
that as much heterogeneity of experimental material as possible should 
be removed by the blocks. This rule should be followed only so long as 
additivity can reasonably be expected to hold. Block interactions will, 
over a number of experiments, tend to average to zero, because groups 
of treatment combinations are allocated to the blocks at random, so 
that the problem is not so important in groups of experiments as in u 
single experiment. In addition to noting the effects of block-treatment 
interactions on estimates of effects and interactions, we may also re- 
mind the reader of the relevant discussion in Chapter 8, which amounted 
essentially to the fact that, with block-treatment interactions, we can- 
not obtain an estimate of the true error variance to which comparisons 
are subject. 

Examination of the possible presence of block-treatment interactions 
for factorial experiments on some field crops (Yates; Kempthorne ) 
indicated that they were fairly certainly small. "This is, of course, evi- 
dence in only one small branch of the application of experimental de- 
sign. 
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214 FRACTIONAL REPLICATION OF MIXED FACTORIAL 
SYSTEMS 


By a mixed factorial system we mean the system obtained by taking 
all the combinations of m factors at p levels, n factors at q levels, and 
so on, where p and q are prime numbers. We dealt briefly with the difi- 
culties of confounding with this system, and we shall encounter the same 
difficulties in fractional replication. 

In order that a set of treatment combinations be a fractional replicate 
of the simplest type, the number of treatment combinations must be a 
factor of pg", say, equal to p*g^ which will be a 1-in-p"^*g^ ^" repli- 
cate. This may be effected by picking a set of (m — a) independent 
effects or interactions from the possible (p" — 1)/(p — 1) of the first. 
group, and a set of (n — b) independent effects or interactions from the 
possible (g^ — 1)/(q — 1) of the second group of factors. The treat- 
ment combinations tested will then be based on 2 identities. 


I = X = Y =Z = eto, = XY mm XY! = ote, (17) 
I=U=V =W mete, = UV =.= UV otc, (18) 


The confounding among the effects and interactions may be obtained 
from the identity relationships. 

Suppose we have p = 3, m = 4, q = 2, n = 4 with factors a, b, e, 
d, e, f, g, hin order. A 46 replicate could be based on the identity rela- 


tionships, I = ABCD 
I = EFGH 


There will be 3° x 2° = 216 treatment combinations, and it may be 
verified that the following confounding among effects and interactions 
occurs, 


A = ABCD’ = BCD REOR 
and simi ti ps obtained 
AB = ABCD? = CD by uting the letters ABCD 
AB? = AC*D? = BC*D* 
E iu and similar relationships obtained 
EF - GH by permuting the letters EFGIT 
In addition, the following interactions, for example, are mutually con- 
founded: 4 ACE = BCDE 
= AFGH = AB'C*D'FGH = BCDFGH 


and 


420 THE GENERAL CASE OF FRACTIONAL REPLICATION 


in which, while we use the symbolism appropriate for pure systems, we 
must interpret a symbol such as BCDFGH to be the interaction of the 
3 X 2 table: 
(BCD)o (BCD), (BCD) 
(FGH)o T a * 
(FGH) z g z 


The above example is of little practical value, for 2-factor interactions 
are inextricably mixed. It illustrates, however, the main difficulty with 
mixed systems, that one must, so to speak, work within groups of fac- 
tors each at the same number of levels. 

In view of this, there is little to be said on fractional replication of 
mixed systems. If there is a sufficient number of factors at one of the 
levels to enable fractional replication on that set of factors, fractional 
replication may be used. The advantages to the experimenter of hav- 
ing the same number of levels for most of the factors are rather strik- 
ing. They lie in the facts that, with the same number of levels, simple 
systems of confounding and fractional replication exist and the analysis 
of the experiment is straightforward. 


21.5 OTHER FRACTIONALLY REPLICATED DESIGNS 


We have, in all cases so far, considered a fractional replicate of a p” 
experiment which contains p* treatment combinations, where s is less 
than n. It is not necessary that we restrict ourselves in this way, and 
we can, in fact, make up a k-in-p” fractional design, in which k is any 
number between 1 and p”. There do not appear to be any extensive 
investigations for cases when k is greater than unity, and the possibili- 
ties are certainly considerable, though not necessarily of practical value. 

As an example, let us suppose that an experimenter wishes to test 5 
factors each at 2 levels, but has only 24 experimental units. Further- 
more, suppose interactions involving 3 or more factors can be assumed 
to be very small. As a possibility, we could suggest a 34 design made 
up of a 14 replicate based on the identity 


I= —ABCDE (19) 
and the 14 replicate based on the identity (note that the signs are 


specified) 
I = -ABC = —CDE = ABDE (20) 
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The analysis follows from the normal equations which, under the as- 
sumptions, are of the form: 


64 —2B0 = 44) ] 
~24 +680 = ABC] 
6B 240 = 1B] 
—246 +68 = MAC] 
60 — 24B 25 = MC] 
—2 +64B = JAB] 
—20 + 6DE = MD) 
6D 20 = HD) (21) 
-2D + 60 = }[CE] 
6 265 = iE] 
-2B +6CD = MCD] 
64D = HAD] 
6AB = MAE] 
66D = HD) 
6BE = iB J 


where [A] denotes the sum of the combinations containing a minus those 
not containing a, [BC] the sum of the terms whose expectations contain 
BC positively minus the sum of terms whose expectation contains it 
negatively. It follows, therefore, that 
~ — 
var (A) = var (B) = var (D) = var (2) = var (BC) = var (AC) 
30² 


= var (CE) = var (CD) = a 
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cov (A, BC) = cov (B, AC) = cov (D, CH) = = cov (B, CD) = 7 
c? ^ 8 — 80² 
var (C) = 25 var (AB) = var (DE) = T 
0, AB) = eov (0, B50 = © AR, Bin = = 
cov (C, AB) = cov (C, DE) c cov (AB, DE) — "T 
~ ~ 2 
cov (AB, DE) = — 
a 


var (AD) = var (AE) = var (BD) = var (BE) =— 


all unmentioned covariances being zero. 

For the 1 replicate alone, we know that each effect and interaction 
will be estimated with a variance of c?/4 and that all the estimates will 
be uncorrelated. The use of the additional 14 of a replicate has, there- 
fore, resulted in lower variances for all the estimates, but has intro- 
duced correlations between some of the estimates of up to 14. These 
correlations will render tests of significance somewhat tedious, as they 
are a concomitant of the non-orthogonality present. 

The example we have considered is not a 34 replicate in the sense 
that 34 of the combinations are tested. Ideally, perhaps, we would 
take a J replicate with 14 of the remaining 1% replicate. Suppose we 
consider the 2° case and take the 14 replicate based on the identity 


I = —ABCDEF (22) 
and the 14 replicate based on the identity 
= +ABCDEF = ABC = DEF (23) 


where we note that the 14 replicate is not in the chosen 1$ replicate. 
This set of treatment combinations will lead to the Following typical 
normal equations: 


For A: 


~ 


124 + 450 = fla 
(24) 


$8 


44 + 12BC = 3(BC] 


~ 


with similar equations for Ê and AC, G and AB, D and EF, Band DF , 
P and DE, 
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p 
For AD: 
12AD = 2140] (25) 


with similar equations for Ab, AF, BD, BE, BP, CD, Ch, and CP. 


It follows, therefore, that the variance is 30/2 for each main effect, 
likewise for 2-factor interactions partially confounded with main effects, 
and o?/12 for all other 2-factor interactions. The covariance of an ef- 
fect and interaction which are partially confounded is —6?/32, so that 
their correlation is 144. It may be noted that, if we take the reciprocal 
of the variance as the amount of information, then the full replicate or 
14 replicate gives 1/40? units of information per plot while the 34 repli- 
cate gives 2/90? units of information per plot. It will, in fact, be true 
always that a design that results in partial confounding between some 
effects and interactions will yield less information per plot, as meas- 
ured above, than a design that does not have such partial confounding. 
For this reason and for those given above, fractional designs other than 
of type 1 in p” for the p" system are not advantageous, though in a 
given situation one of them may be resorted to. 


21.6 WEIGHING DESIGNS 


Considerable attention has been given in recent years (Hotelling,* 
Mood,’ Plackett and Burman,’ Kempthorne,’ Kishen ) to a problem 
originally considered by Yates? The problem is that of weighing a 
number of small objects by a balance, the errors of operation, reading, 
and balancing of which are important relative to the magnitudes of the 
weights of the objects. It is not our purpose here to describe this work 
in detail, but it is illustrative of the general process in the design of 
experiments. 

If we put objects a, b, c, for instance, in the right-hand pan of the 
balance and enough known weights in the left-hand pan to balance the 
machine, then the observation Yabe may be expressed in the form 


Ja = f A +B ＋ C + Care (26) 


Where l is the bias of the machine; A, B, and C are the true weights, 
and e,;5, is the error. In general, a set of weighings may be written in 


the form of a matrix 
j Oo $00 


(0. de od I 
ete. 
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of which the first column refers to a, the second to b, and so on, and the 
first row to the first weighing, etc. In the first weighing, then, objects 
a and c are weighed; in the second b, d, and e; and so on. If we add a 
column of 1’s at the beginning we have a matrix X, say, and, if we de- 
note the n observations by a column matrix y consisting of n numbers, 
the observations may be written 


y=Xat+e (27) 
where 


and e is a column matrix of the errors of weighing. From Chapter 6, 
we know that the estimates & are given by 
@=S1X'y 
where (28) 
S = XX 


and the variance-covariance matrix of the estimates is (S1). 

The weighing problem, therefore, reduces to the consideration of the 
matrix S^! and particular properties of it. For our purposes it is, 
however, simpler to redefine u to be equal to u — WA — YB — WC, 
etc., and to write 1A, Y4B, ete., for A, B, ete. With this redefinition, 
the elements of a row of the matrix are plus unity if the corresponding 
object is placed on the right-hand side of the balance and minus unity 
if not used in the particular weighing. With the matrix so defined and 
the equation 


y= Xat+e 


a vill now consist of the new x and half the true weights. The true 
weights are then estimated by 


281X'y 
with variance 4(S3)s?. The problem is, therefore, to maximize some 
chosen property of the matrix S, 
In general, the property we would maximize would be the determi- 


nant of S, and we would then obtain minimum generalized variance of 
the estimates (see Cramér? for instance). This is done very simply 
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under certain conditions, for we note that the matrix X consists of rows 
each containing plus or minus unity. If there are n weighings in all, 
ie., n rows in the matrix X, and p objects to be weighed so that X has 
(p + 1) columns, the columns of the matrix ean be represented as vec- 
tors in n-dimensional space. Furthermore, the vectors are all of the 
same length because each term in each column is plus or minus unity. 
The determinant of S is the volume of the parallelepiped formed by the 
(p + 1) vectors in the n-dimensional space, and clearly the volume of 
the parallelepiped is a maximum when the (p + 1) vectors are mutually 
orthogonal. The problem of evolving weighing designs reduces to the 
enumeration of matrices of the desired type if they exist. Otherwise 
one must follow trial and error methods, or rather special devices (see 
Mood 5). Matrices that have the desired property are known as Hada- 
mard matrices, and the reader may consult Plackett and Burman’s 
paper ê for a review of the subject and a listing of matrices. If a matrix 
X with the desired property exists, then X'X is equal to n times the 
r-by-r unit matrix, so that the estimates of A, B, ete., will be subject 


to a variance equal to $ c?. This is the minimum value of the variance 
n 
of any weight that can be obtained with any weighing design of the 
" 2: ; 
type we are discussing. These estimates are, in this case, s; X'y, which 


is very simply computed. Because we have considered only the case 
when the objects are put in the right-hand pan and the weights in the 
left-hand pan, the problem is known very appropriately as the spring 


balance problem. 
The other branch of the problem is known as the chemical balance 


problem, in which weights and objects can be put in either pan, and the 
procedure will be to put a set of the objects in the right-hand pan and 
the remainder in the left-hand pan and add known weights to one pan 
or the other, as the case may be, to bring the pointer to the zero mark. 
Clearly the same formulation as above holds; if we replace 14A by A, 
the same design considerations hold; and the minimum variance that 
can be achieved is %. 

We may note, in conclusion, that the full set of 2" faetorial combina- 
tions gives a design with the required property, as does any fractionally 
replicated design that keeps main effects unconfounded with each other. 

We may also note that we have shown, in a roundabout fashion, that, 
if the experimenter’s concern is to estimate effects and interactions, the 
full set of factorial combinations, or a suitably chosen fractional repli- 
cate, is optimum for the purpose. 
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21.7 AN EXAMPLE OF THE USE OF FRACTIONAL 
REPLICATION 


For a more complete description of the problem, the reader may re- 
fer to Tischer and Kempthorne.” In brief, the problem was to deter- 
mine the effect of various factors on the readings given by a machine 
called the Adams consistometer, which is used to give a measure of the 
consistency of some types of canned food. The investigation was made 
because standards are being set up for the consistency of some canned 
foods, and the Adams consistometer was thought likely to be generally 
adopted for the purpose. The particular factors were chosen because 
they were thought to be of possible importance in routine use of the 
machine. The basic idea of the machine is that the food is emptied 
into a truncated cone which is in contact with a flat metal sheet, the 
container is raised, and the spread of the food measured. The 6 factors 
that were thought to have possible importance were: 


(a) Rate of lifting of the cone. 

(b) Temperature of material. 

(d) Time allowed for spreading. 

(e) Methods of cleaning the apparatus. 
(f) Angle of the cone. 

(g) Surface of the cone. 


All cones used were of a constant volume. In addition to testing these 
factors, it was also necessary to determine whether their effects depended 
on the consistency of the material. If, for example, the factors were 
found to have effects independent of the level of consistency, and with 
no interactions, a constant correction could be used to adjust a reading 
made at a particular temperature to a standard temperature. Materials 
that were of low, medium, and high consistency and had been checked 
for homogeneity were selected by the use of the machine under virtually 
constant conditions, and these constitute the factor c. In deciding on 
the design for this problem, it was necessary to consider the relative 
merits of a series of experiments, in which only one factor is varied at a 
time, and a factorial experiment. Since it was desired to test each of 
the factors at 3 levels, a single replicate of a factorial design would re- 
quire 2187 observations, and this was quite outside the bounds of prac- 
ticality. On the other hand, there was no prior information that the 
factors were independent in their actions and that there were no inter- 
actions, but, on common sense grounds, high-order interactions were 
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likely to be trivial. It was, therefore, natural to consider the use of a 
fractionally replicated design. A Jg replicate based on the identity 


I = ABCD?E = CD?E?F?G? = ABC?DI?G? = ABE?FG 


was used, and the 243 treatment combinations were divided into 9 
blocks of 27, by confounding the 4 comparisons each with 2 degrees of 
freedom which have as one name 


ABV, BCDF, ACDG, ABC?D2FG 


It may be verified that, in this way, no 2-factor interaction is confounded. 
Thus, if AB?F?G is confounded, then so are AC?DE?FG?, BC?DEI?G, 
AB"CD*E?F, AB*C?DEG?, ACD, BCD?G, AEG, BEF also con- 
founded. A group of 27 combinations constituted a day's work, and 
within each day the 27 were arranged in random order. The intrablock 
subgroup for the design consists of the 27 combinations shown in Table 
21.1. 
TABLE 21.1 


Level of 


rR SCSCrONNOONNONKE ENE NNHHENH OOO S 
NEN RK SCONE NENEKOOCNKFOONHNHOONHO & 
S RFORP ONHEROONONNERFOONNENHOG 
S = e == ONE HEN HENOCOHNO A 
S D KER OSHRONNENNNHEHENHOOO a 
rPNONSOF OR SOH HE NNONONHENOORHE NW HENOY 
NNR RFNRFOONNH ENE OCOONNKEHNHOOOS 
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A condensed analysis of variance is given in Table 21.2. Actually, 


TABLE 21.2 ANALYSIS OF VARIANCE oF EXAMPLE 


Sum of Mean 
df Squares Square F 

Blocks 8 38.98 
Main effects 

A 2 6.33 3.16 

B 2 577.93 288.96 184 

0 2 6688.31 3344.16 2130 

D 2 98.40 49.20 3.31 

E 2 1.05 0.52 «1 

F 2 17.28 8.64 5.5 

G 2 16.79 8.40 5.3 
2-factor interactions 84 141.80 1.69 SE 
Error 136 213.46 1.57 

Total 242 7800.33 


the sets of 4 degrees of freedom for the 21 interactions were separated, 
and only 2 of them, of h and c, and of f and g, were significant at the 
5 percent level. "There is, therefore, very little evidence of interactions, 
except that an interaction of b and c would be expected on general con- 
siderations. In addition, repeated observations, with all the other fac- 
tors kept constant, were made on the 3 types of material. The mean 
square between repeated observations was 1.46, so that there is also no 
evidence of high-order interactions. This mean square was not entirely 
homogeneous, but the effect of the heterogeneity on interpretation based 
on the analysis of variance was thought to be small. We shall not give 
the estimates of the effects of the factors, because they are of no inter- 
est in the present context, nor shall we discuss some other aspects of 
the experimental results. 

This example is disappointing in the sense that it did not bring to 
light any interactions, and so, for this problem, the effects of each of the 
factors could have been obtained by varying each factor independently. 
The knowledge that even 2-factor interactions are unimportant over the 
ranges of the factors considered, is, however, valuable and could not 
have been obtained without a design of the factorial type. Further- 
more, the accuraey with which the effects are estimated by this design 
would have necessitated about 1700 (7 X 243) observations, if the fac- 
tors had been varied one at a time. 

The precision for estimates of effects given by the actual experiment 
is unnecessarily high, but a minimum of about 30 observations per fac- 
tor would have been necessary with 7 one-factor experiments so that 
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the fractional design is in no way inferior to the other type, and gives 
additional information which was desired. 


82 
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CHAPTER 22 


Quasifactorial or Lattice 


and Incomplete Block Designs 


221 INTRODUCTION 


The problem we shall be discussing in this and the following chapters 
is the comparison of a number of treatments, which are not related in a 
special way as are a factorial set of treatments, with blocks the size of 
which is less than the number of treatments. For example, plant breed- 
ers are frequently in the position of having to compare, say, 100 varie- 
ties or first crosses of inbred lines. In earlier chapters we discussed the 
effect of size of block on the variance of treatment comparisons and de- 
scribed Fairfield Smith’s empirical law according to which the within- 
block variance increases to a varying degree, depending on the nature 
of the experimental material, with increasing number of experimental 
units per block. We also obtained a view of the effect on the sensitivity 
of tests of hypotheses of the size of the experimental error variance. 
As a result of these considerations, we devoted some chapters to a dis- 
cussion of confounding, a device by which the size of block within which 
comparisons are made may be reduced, with resulting gain in precision 
on the comparisons of interest to the experimenter, and at the expense 
of information on comparisons that the experimenter thinks to be un- 
important. The problem we shall discuss is therefore an important one. 

The size of block that should be achieved depends markedly on the 
experimental material and the cost of achieving this size. For example, 
in nutritional experiments on young sheep, it might well be advisable 
to make comparisons within pairs, because pairs of lambs are frequently 
obtained, and the pair of lambs, although not genetically identical (un- 
less the twins are identical), will be the result of the same cross and will 
have been subjected to the same intrauterine environment as well as, 
presumably, similar postnatal environments. They may be expected 
then to be much more similar than a pair of lambs taken at random 


from a flock. In an experiment on young cattle, the same considera- 
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tions hold, and, in recent years, it has been found that the frequency of 
identical twins is sufficiently high to make the consideration of the use 
of blocks of two identical twins important. The gain in accuracy that 
may be expected by the use of twins in these cases, for example, over 
the use of larger blocks may be estimated from experimental data in 
which twins have been used, as we shall indicate later. 

Tn the case of field plot experiments, the size of plot is usually, though 
by no means always, fairly well determined by experimental and agro- 
nomic techniques, and the experimenter usually aims toward a block 
size of less than 12 plots. In some circumstances this is impossible and 
in other cases possibly not worth while. If this arbitrary rule is ac- 
cepted, and we wish to compare 100 varieties, we might use for example 
10 blocks of 10 plots for each replicate. If this is done, it is obvious we 
can make up 99 treatment comparisons in a replicate to consist of 90 
comparisons which are entirely comparisons within blocks and 9 com- 
parisons which are between blocks. These between-block comparisons 
will be less accurate than the within-block comparisons, for they will 
be subject to an error based on the failure of blocks of 10 plots treated 
alike to yield the same results. The blocks could be made up so badly 
that the between-block error will not be greater than the within-block 
error, but the former error will not usually be less than the latter. In 
general, if blocks are made up on the basis of contiguity of plots or on 
the basis of prior information about the fertility of the plots, the be- 
tween-block error will be considerably greater than the within-block 
error. Furthermore, more than on replicate will be necessary in order 
that the experimental error may be estimated. It is therefore appro- 
priate to consider how the replicates should differ from each other, in 
order that the information on all possible comparisons shall be as large 
as possible. 

There are two main groups of designs which may be distinguished: 


1. In which a correspondence may be established between the treat- 
ments and the treatment combinations of a factorial set, and, when the 
treatments are renamed according to this correspondence, the methods 
for factorial experiments we have discussed may be used. Designs of 
this group are known as quasifactorial or lattice designs. 

2. In which, although it may be possible to set up the sort of corre- 
spondence mentioned in 1, the correspondence is of little or no help in 
devising the design or simplifying the analysis. This group of designs 
will be denoted by the term incomplete block designs. 


It should be pointed out that the distinction we make is not a hard and 
fast one but is of value in describing the designs. Under most circum- 
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stances, the designs that will be discussed under 1, which will be ob- 
tained by the use of a factorial correspondence, could have been ob- 
tained in other ways. Their derivation from a corresponding factorial 
model is, however, quite straightforward, and it would be unnecessarily 
tedious not to adopt this procedure. The next few chapters will deal 
with the first group of designs and later chapters with the second group. 
This order has the possible virtue of conforming largely to the chrono- 
logical order of the development of the designs. 


22.2 THE SIMPLEST QUASIFACTORIAL DESIGN 


With perhaps a little risk of another design being regarded as the 
simplest, we consider the testing of 4 treatments 1, tz, t3, t4 in blocks of 
2 experimental units. Such a design might well be of value in a study 
on the nutrition of young sheep as mentioned previously. 

The first step is to set up a correspondence between the 4 treatments 
and the treatment combinations of 2 factors, a, b, say, each at 2 levels, 
as in Table 22.1. 


TABLE 22.1 
Quasifactorial 
Treatment Combination 
t (1) 
ta a 
t b 
ts ab 


, In Chapter 14 we discussed the arrangement of 2 factors at 2 levels 
in blocks of 2 plots. "There are, in fact, 3 possible arrangements: 


Confounding Blocks 
A (1), b and a, ab 
B (1), a and b, ab 


AB (1), ab and a, b 


and we may use these arrangements for the 4 treatments so that we 
have 3 types of replicate (Figure 25). 


Replicate I Replicate II Replicate III 


4 bi h 12 ù u 


Figure 25. 
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Now let us make r repetitions of each of these replicates, so that we 
have 3r replicates in all, and consider the estimation of the effects and 
interactions. This is quite straightforward, namely, that we estimate 
A from the replicates of types II and III, B from the replicates of types 
I and III, and AB from the replicates of types I and II. Each effect 
and the interaction will be estimated with a variance of c?/2r, where 
c? is the variance within blocks of 2 units. 

Our object in setting up the experiment in the first instance was to 
estimate the differences among the treatments 1, fs, t3, and ty. If we 
denote the yields of (1), a, b, and ab by the same symbols, we have 

(1) =a — 34 — 3B + 345 
a = 3A — 3B — 1AB 
b = 24 + 25 34 
ab =p + 3A ＋ 3B + 3AB 
Any comparison among the 4 treatments is expressible in terms of A, 
B, and AB, for instance, 
t — t = (1) -A = -A AB 
ty + to —25 = (1) +a — 2b = A — 2B + AB 
and so on. We have obtained estimates of A, B, and AB, so that we 
can substitute these estimates to obtain the estimate of the treatment 
comparison. Thus: 


(4 % = -Â + 4B 
(h ĉu) = -B+ AB 
(4 =4)=-4-B 


and any other comparison may be computed from these differences. 
Now let us examine the variances of these differences. Each of the 
estimates A, B, and AB has a variance of o°/2r, and the estimates are 
independent, so that we have ^ 
^ g 
var (f — l) = — 
7 


Dr et 
var (l — t) z 


Bes E) wes 
var (h — 44) z 
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It is easily verified that the estimate of the difference between any 2 
treatments has a variance of c?/r. 

This may be compared with the variance that would have held if we 
had used blocks of 4 plots, for then, with the total of 3r replicates, any 
treatment difference would have a variance of 2c7/3r. In the latter 
case, however, the c? refers to the variance within blocks of 4 plots and 
should be written 9, whereas, in the former case, it should be written 
as c^, In general, we know that c?, will be greater than c?», and, if 
c?, is greater than 3407s, the confounded design will have resulted in a 
lower variance for the estimate of a treatment difference. If the reduc- 
tion from blocks of 4 plots to blocks of 2 plots had not reduced the ex- 
perimental error variance, the quasifactorial design would have given 
z(=- 5 T Z) of the information given by the design with no con- 
founding. This factor of 2/3 is known as the efficiency factor of the 
particular incomplete block design. 

The analysis of variance of the yields of the 3r replicates has the 
structure shown in Table 22.2. 


TABLE 22.2 
Expectation of 
Due to df Mean Square 
Replicates 3r—1 
Blocks 3r 
A 1 
B J 
AB 1 
Error (intrablock) 67 — 3 o 
Total 127 — 1 


So far we have utilized only information given by comparisons within 
blocks. 


To utilize the between-block information, we note that the block sum 
of Squares may be partitioned in the f. ollowing way: 


df 
A 1 
B 1 
AB 1 
A X reps I r—1 
B X reps II r~1 


AB X reps III 11 
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Replieates of type I, therefore, contain some information on the A 
effect, and, similarly, replicates of type II on the B effect, and replicates 
of type III on the AB effect. An important question is then the com- 
bination of this information with the information given by within-block 
comparisons, and the process by which this is done is known as the re- 
covery of interblock information. 

The basis of this method is as follows. It is assumed that the yield 
of a plot is made up of a quantity » constant for all plots, a quantity r 
constant for all plots of the same replicate, a quantity ¢ due to the par- 
tieular treatment, a quantity b common to all the plots of the same 
block, and a quantity e varying from plot to plot, thus, 


y-uctrctttbte 


There are, of course, a number of quantities r equal to the number of 
replicates, of quantities f equal to the number of treatments, and so on. 
The quantities u, r, t are assumed to be fixed unknown parameters, 
whereas the quantities b are assumed to be uncorrelated with mean of 
zero and variance , and the quantities e to be uncorrelated with each 
other and with the b’s with a mean of zero and variance c?. The as- 
sumptions about the e's follow from the assumption of additivity, and 
the assumptions about the b's follow from the assumed additivity of 
block effects, and the fact that groups of treatments specified to be to- 
gether in a block are assigned to a block at random (cf. Chapter 8). 

Consider the two possible estimates of the A effect. The estimate 
from a replicate in which it is unconfounded will be a within-block esti- 
mate and will have a variance of c?. For a replicate in which A is con- 
founded, i.e., of the form 


where the 
number in the 
plot is the plot 
number 


Block 1 


Block 2 


the estimate of A is 
i(—yi — y2 + Ys + Ys) 


which is equal to A plus an error of 


30 251 + 202 — ei — e2 + eg + e4) 
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The estimate, therefore, has a variance of 
c? + 207, 


Now we noted in the early chapters, that, if z, is an estimate of a 
parameter u, say, with variance o°}, and zs is an uncorrelated estimate 
of u with variance 079, the best combined estimate of p is 


Tı Yo 
e es 
1 8 1 
oi o°, 
which has a variance of 
1 
1 + 1 
oi a° 
Applying this rule to the present situation, we have an estimate, say, 
Ar of the effect of A from replicates of type I with variance (o^ + 207,)/r, 


and from replicates of type II and type III we have estimates Arr and 
Anı each with variance % . The best estimate of the A effect is then 


r r 
An Am 


41 ＋ E 


^ 
c? + 207, 
r ror 
EE 4t. 
which may be written 
W'Ar An + WAm 
it a 


W = 


1 1 
a? + 207, * 
The variance of this estimate is 

1 
* + 2W) 


In the above we assume that we know c? and c? + 202% whereas in a 
practical situation we shall not. The procedure that is followed is to 
obtain estimates 4? and (a° + 257;), say, and to use, as weights, 
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w = -r w= — 
e? F2 2 

We shall use capital W, W’ for the true weights, and w, w’ for estimated 

weights throughout. This procedure is an approximation, and the va- 

lidity of the approximation will be examined later. 


Now, 

W'Ar + WAn+WAm 1 
Se ee 

Wi ; 4t u + Am) 

W'—W 
— — (241 — An — A 
E 30 + 20 (241 n nm) 
or 
Â Ar + Ac 


where A is the best estimate of the effect A, Ar is the estimate of the 
effect A obtained from the whole of the 3r replicates, and Ac is an ad- 
justment. Similarly, 


B = Br + Bc 
where 
W-W 
Bc = soam ^ + 2Bu — Bm) 
and E 
AB = ABr + ABc 
where 


W'-W 
3(W' 4- 2W) 
Considering the yield of any one treatment, say, 4; which is the con- 

trol (1), and is given by 


00 4-34 - Mi MB 


ABc (Ar — ABy + 24Bm) 


we find, on inserting the values for A, B, and AB, that 
(1) == Ar- 4Br + 3ABr - Jdc — Mic 3ABc 
or, using the observed mean for f, 
in = mean yield of 4, in whole experiment — 4Ac — 3Bc + 34Bc 


Similarly, the yields of t», fa, and ts may be obtained by applying ad- 
justments to their mean yields over the whole of the experiment. 
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We may now consider the accuracy of treatment comparisons. The 
estimates of the possible comparisons of two treatments are: 


( = te) = -Â+ AB 

(Gr apre yr 

(654) A= 

(2+) A 

(b 2 u) = —B — AB 

0 1% —4— AB 
Now the variances of A, B, and AB are each 1/r(W’ + 2W), and they 
are uncorrelated, and so the varianee of each treatment difference is 


2/r(W' + 2W). If randomized blocks of 4 plots had been used, the 


variance of each treatment difference would have been 2/37. The 
^ 


Tf 2 
variance o?, is equal to 3675 ap =); for of the 3 degrees of freedom 


in a replicate, supposing there were no treatment effects, one has a 
variance of 1/W’ and two a variance of 1/W. The variance of each 
treatment comparison with blocks of 4 plots would then have been 


A Je 2 
EM. wy) 
3r ge WW 


The relative efficiency of the quasifactorial design is defined to be 


pare variance of a treatment difference with pee 
randomized blocks 


Average variance of a treatment difference in the experiment. 


In this case, the relative efficiency is 


656% ö J 1 iuter MZ 
or S/ W// if / ^ $$ ——— where E 


The ratio z is positive and less than or equal to unity, under most cir- 
cumstances, for it equals 6% % + 267). "The efficiency then has a mini- 
mum value of unity or 100 percent when W’ = W, and under all other 
possible circumstances is greater than 100 percent. If W’ is not much 
less than W, the efficiency will be near 100 percent, as would be expected 


at ae Ly 1 
intuitively, for then o°, [- 275 — ») is close to zero, and there 
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is little variation between blocks additional to that within blocks. As 
we have noted before in other connections (cf. Chapter 19), the variance 
between blocks could be less than the variance within blocks on the 
same basis, though this should not happen often, if competition is 
eliminated. 


22.21 The Estimation of the Weights W and W” 

The main problem remaining for this simple example of a lattice de- 
sign is the estimation of the weights W and W'. We have already 
stated that the expectation of the usual mean square (E, say) which is 
called the intrablock mean square is o°, so that W may be estimated by 
w = 1/E. 

Now consider the estimation of W’ = 1/(s? + 20°). If we consider 
the estimate of the A effect in those replicates in which it is confounded, 
we note that the estimate in each replicate has a variance of o° + 207», 
and so we may take the mean square between these r estimates, and this 
mean square with (r — 1) degrees of freedom will have an expectation 
of c? + 2075. Similarly, the mean square of the estimates of B between 
the r replicates in which it is confounded gives an estimate of c? + 207, 
based on (r — 1) degrees of freedom. The variation of AB also gives 
an estimate based on (r — 1) degrees of freedom. Finally, consider the 


quantities: 241 = Ag Amt 
—B, + 2By — Bin 
—AB, — A + 24 BUI 
The first, for example, may be expressed in terms of the block errors 
and within-block errors, thus, 
: [2 (sum of rb’s — sum of rb's) + (sum of 2re's — sum of 2re's) 
— (sum of 2re's — sum of 2re's) — Z (sum of 2re's — sum of 2re's)] 


The expectation of its square is then 


1 2 2 2 2i 1 
3 [ss + (2 + 2r4 rrr tr pi") (Sre?, + Gros) 


The expectation then of 
E 
B (241 — An — Amn)? 


is equal to 


+ $o% 
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"This is also the expectation of 
z 
«CB + 2By — Bm)? and of 5 — ABy + 24 Bur)? 


The complete analysis of variance for the experiment may then be 
written as in Table 22.3. 


TABLE 22.3 ANALYSIS or VARIANCE FOR BALANCED 2° LATTICE DESIGN 


Expectation Observed 
of Mean Mean 


Due to df Square Square 
Replicates 37 — 1 
Between blocks 
A X reps I 
B X reps II 3(r — 1) c? + 20% Bi 
C X reps III 
B 
241 — Ar — Arm 
BI + 2Br — Bir 3 o + $o% 52 
—ABi — ABU 2A BUI 
Treatments 
A 
B 3 
AB 
Intrablock error 3(2r — 1) o? E 
Total 127 — 1 


The expectation of B, the pooled between-block mean square, is 
equal to 


— 2 
3(r — D + 2% + 30% + 40250 642 ( ^ =) E 
3r 3r. 


We may, therefore, estimate o? by E, and c? + 20» by 


gs sz) 


and we may use the reciprocals of these as estimates of W and IW’, re- 
spectively. If r were large, say, above 5, it would be nearly as satisfac- 
tory to use 1/B; as an estimate of W’. 

An examination will be made in a later chapter of the loss in efficiency 
due to inaccuracies in the weights. In the case we have examined, the 
estimation of the relative weights with a small number of replicates 
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(say, less than 4) would be so inaccurate as to render the procedure of 
utilization of the interblock information unsatisfactory. Our purpose, 
however, is to illustrate the process. 


22.3 TYPES OF LATTICE DESIGN 


The general theory of lattice designs will be given in the next chapter, 
and we will conclude the present chapter with an elementary discus- 
sion of the types of lattice design and incomplete block designs. In 
this section we shall describe types of lattice design. 

We have already given the basic property of lattice designs, that they 
are based on a factorial correspondence. In the first place, we may clas- 
sify designs according to the number of restrictions imposed in the ran- 
domization. For the example discussed above, the randomization 
within a replicate is restricted in one way: namely, by blocks. The pro- 
cedure in setting up an actual experiment is to obtain the groups of 
treatments that are to lie in a block, to allocate these groups to blocks 
at random, and to randomize the position of the treatments within the 
block. The only restriction is then that the placement of treatment 
combinations is restricted so that they occur in specified blocks. These 
designs will be referred to as lattice designs in conformity with the 
literature. 

The Latin square principle may also be used, resulting in a design 
with two restrictions. Groups of treatment combinations are specified 
that must occupy rows of plots, and other groups are specified that must 
occupy columns. For example, consider the pattern in Figure 26 for 
2 replicates of 9 treatments. 


Ficure 26. 


The squares may be interpreted as a 2-way classification of the ex- 
perimental units of each replicate: If the units are field plots, Figure 26 
would be the pattern on the ground, if the 2-way classification of plots 
is based on contiguity. The classification will always be referred to as 
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rows and columns as though the experiment, were a field experiment, 
In this pattern each treatment occurs with any other treatment either 
once in a row or once in a column. Consider the quantity 


Ty = (1-- 2 + 3)n + (1+ 4 7)u + (1-5 ＋ 9) ＋ (12-6 4- 8) 


where (1 + 2+ 3) u equals the total of the yield of treatments 1, 2, 
and 3 in replicate IT, and so on. This sum contains all the row and col- 
umn effects of each square, and, if the yield of any one plot is regarded 
as made up of a replicate effect, a row effect, a column effect, a treat- 
ment effect, and a within row and column error, the above quantity 
is equal to (34 + 94.) plus a certain linear function of the errors plus 
the replicate, row, and column effects in equal proportions, where /, is 
the effect of treatment 1 and t. is the mean treatment effect. Similarly, 


Ta = (1 -- 2 + 3)n -- (2 ＋ 5-- 8) + (2 - 4 4-9) + 27 6 +7) 


is equal to (3t + 9/.) plus a linear function of the errors, plus the same 
linear function of the replicate, row, and column effects. The quantity 


N. - 72) 


is then an estimate of (f, — tz) with a variance depending only on the 
variance of the within-row-and-column errors. Under the same circum- 
stances that the Latin square of side k is useful in comparing k treat- 
ments, because the removal of row and column differences produces a 
reduction in the error variance to which treatment differences are sub- 
ject, the above type of lattice design will be effective for comparing the 
corresponding number of treatments. Such designs are known as lat- 
tice square designs, 

This hierarchy of designs may, in a sense, be continued, for it is pos- 
sible to specify the groups of treatment combinations that are to be 
together in a block and then to place a double restriction on the alloca- 
tion of the groups to the blocks, An example of this type will be dis- 
cussed in a later chapter, This design may be regarded as being sub- 
ject to three restrictions on the randomization of the position of the 


Within the set of designs with one restriction, we may classify designs 
according to the number of treatments relative to the block size and 
to the number of different. confoundings used. If the number of treat- 
ments is the square of the size of block, the designs are known as 2-di- 
mensional. In the example we discussed for 4 treatments, 3 different 
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confoundings were used, and these were all the possible ones, If 2 dif- 
ferent confoundings are used, the design is known as a simple lattice, 
the name being used also if the basic 2 replicates are repeated any num- 
ber of times. If 3 different confoundings are used, the design is known 
as a triple lattice. With A treatments, k being a prime number or a 
power of a prime number, up to (k + 1) different confoundings may be 
used, and, if a complete set of (k + 1) different confoundings is used, 
the design is known as a completely balanced lattice. If kis not a prime 
number or a power of a prime, in general, only 3 different confoundings 
are possible, being based on the rows, columns, and letters of a k X k 
Latin square. In the case of k equal to 12, four different confoundings 
are possible, 

With k* treatments in blocks of k plots, the design is known as a 
3-dimensional lattice. Such designs with 3 different confoundings exist 
for all values of k. If more than 3 different confoundings are desired, 
the position is a little more complex. If k is a prime number or a power 
of a prime number, the examination of possibilities is relatively straight- 
forward and will be given in the following chapter. 

This process may be extended indefinitely, and a few examples will 
be given in the following chapter. For instance, the testing of 32 (= 2°) 
treatments in blocks of 4 (= 2°) plots may be examined as a quasifac- 
torial design, 

Within the set of designs with 2 restrictions which may be used for 
k? treatments in k X k squares, the situation is as follows. If k is a 
prime number or a power of a prime number, there are (k + 1) orthogo- 
nal groupings into k groups of k treatments, and it is possible to arrange 
the treatment combinations in (k + 1) replicates, so that each orthogo- 
nal grouping is confounded once with rows and once with columns over 
the set of (k + 1) replicates. This design is known as a completely 
balanced lattice square. If each orthogonal grouping is confounded 


once with rows or once with columns in (E replicates, the design 


is known as a semibalanced lattice square. A lattice square design 
other than these may be termed an unbalanced lattice square. If K is 
not a prime number or a power of a prime number, in general, only 3 
orthogonal groupings into k groups of k treatments are possible (except 
k = 12 as far as is known), and only 3 basic replicates are possible. 

There is another type of design for k(k + 1) treatments, which is 
somewhat similar to lattice designs and is known as rectangular lattices. 
The number of replicates clearly possible is a multiple of 2 or 3 basic 
replicates, 
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224 TYPES OF INCOMPLETE BLOCK DESIGN 


The simplest type of incomplete block design for ¢ treatments is that 
in which there is a block for each possible pair of treatments. This is, 
of course, possible with any number of treatments, but the number of 
blocks is ¿(t — 1)/2, and the number of replicates is (t 1), which is 
often inordinately large. This is the simplest type of balanced incom- 
plete block design which is defined to consist of a number, say, r repli- 
cates of each treatment, in blocks of, say, k plots, the balanced property 
being that each possible pair of treatments occurs together in the same 
number of blocks (always denoted by A). The example of a lattice de- 
sign that we used has this property and may therefore be regarded in 
either way, Such designs are, however, with a reasonable number of 
replicates, often unavailable, and recourse is then made to partially 
balanced incomplete blocks. The definition of these is somewhat 
lengthy and is postponed to the appropriate chapter. In addition, 
there are incomplete block designs with a double restriction, known as 
Youden squares. 
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CHAPT ER9288 


Lattice Designs 


The theory on which this chapter will be based is that of Chapter 17 
on the general prime-power faetorial system. In that chapter we noted 
that the cases of p equal to a prime and p equal to a power of a prime 
were identical if the Galois field of p elements was used for the represen- 
tation. We shall here devote our attention mainly to the case when p 
is a prime number, as the other case may be developed in the same 
fashion. For the rest of this chapter, therefore, p will be used to de- 
note a prime number, and, except for the last section, we shall be dis- 
cussing the case of p" treatments. 


23.1 TYPES OF LATTICE DESIGNS 


23.1.1 2-Dimensional Lattices 

These are designs for p* treatments in blocks of p plots, and we may 
represent the p? treatments by the combinations of 2 factors, say, a and 
b, each at p levels, so that the quasifactorial name of a treatment is a 
set of 2 numbers (%, both i and j taking on the values 0 to (p — 1). 
We know that there are (p + 1) possible orthogonal groupings which 
we may represent by the symbols A, B, AB, AB’, ., AB. If we 
are using a simple lattice, we may confound A in one replicate and B 
in the other. There is, as we shall see later, no point in choosing any 
other set of 2 groupings. This is, in any case, obvious since our corre- 
spondence between the treatments and the quasifactorial treatment 
combinations is entirely formal and arbitrary. If 3 orthogonal group- 
ings are to be used, we may choose A, B, and AB in our factorial rep- 
resentation, to give us a triple lattice. A quadruple lattice is given by 
4 groupings, say, A, B, AB, and AB?. If we use a balanced lattice with 
(p + 1) replicates, we would confound each of A, B, AB, AB, , 
AB in one of the replicates. 
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23.1.2 3-Dimensional Lattices 


In this case, we have p? treatments arranged in 2? blocks of p plots. 
We may represent, the treatments by the combinations resulting from 
3 factors each with p levels: namely, 0, 1, 2, . p — 1. In order to 
have pe blocks of p plots, we must confound 2 effects or interactions 
and their generalized interactions. Thus, with p = 3, there are 13 pos- 
sible systems of confounding. In general, there are ( + p + 1) dif- 
ferent schemes of confounding. 

It may be noted that, if it is desired that each effect or in- 
teraction be unconfounded in at least one of the replicates used, 
at least 3 replicates are necessary, A set of 3 replicates may be 
specified as follows: 


Replicate Confound 
I A, B, AB, AB?, ..., ABP—1 
11 A, C, AC, 402, . . AC? 
III B, C, BC, BCO .., BC» 


In this case, which is the one described by Yates, all main effects are 
confounded in 2 out of the 3 replicates, all 2-factor interactions in 1 of 
the 3 replicates, and the 3-factor interactions are completely uncon- 
founded. 

If 4 replicates are used for the case of 33, we may add to the above 


Replicate IV: Confound AB, AC, BO, AB2C? 


The usual practice with 6 replicates is to repeat replicates I, IT, and III 
above, Tt will be seen later, however, that a more efficient design is ob- 
tained by using different schemes of confounding in each replicate. 


23.1.3 4-Dimensional Lattices 


In this case we have p* treatments to be arranged in p? blocks of p 
plots. If 4 pseudofactors, a, b, c, d, are used to give the pseudofactorial 
treatment combinations, we may enumerate the possible schemes of 
confounding as in the 3-dimensional case. From Chapter 17 we know 
that there are (p* — 1)/(p — 1) possible schemes of confounding. With 
p = 3, there are 40 schemes of confounding, and they are specified in 
Table 23.1. The confounded effects and interactions will consist of 
those given in the table with all their possible products, 
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TABLE 23.1 SCHEMES or CONFOUNDING For 3! System IN Brocks or 3 PLots 
Generators of Set of Confounded Interactions 
Number Generators Number Generators 


1 A, B, C 21 B, AC®, AD 

2 A, B, D 22 B, 402, AD? 

3 A, B, CD 23 AB, C, D 

4 A, B, CD* 24 AB, C, AD 

5 A, C, D 25.  AB,C, AD? 

6 A, C, BD 26 AB, AC, D 

7 A, C, BD? 27 AB, AC, AD 
8 A, BC, D 28 AB, AC, AD? 
9 A, BC, BD 29 AB, AC, D 
10 A, BC, BD? 30 AB, 407, AD 
11 A, BC, D 31 AB, AC?, AD* 
12 A, BO, BD 32 AB?, C, D 
13 A, BC?, BD? 33 AB’, C, AD 
14 B, C, D 34 AB, C, AD? 
15 B, C, AD 3⁵ AB’, AC, D 
16 B, CAD? 36 AB’, AC, AD 
17 B, AC, D 37 AB?, AC, AD? 
18 B, AC, AD 38 AB?, 402, D 
19 B, AC, AD? 39 AB*, 402, AD 
20 B, AC, D 40 AB?, AC*, AD 


23.14 5-Dimensional Lattices 

This case is possibly not of great practical value but is rather instruc- 
tive from the point of view of the analysis of variance and is, therefore, 
included. There are p? treatments, and it is desired to arrange them in 
blocks of p plots, for example, 32 treatments in blocks of 2 plots. At 
least 5 replicates will be desirable in order that each effect and interac- 
tion shall be unconfounded with blocks in one of the replicates. If the 
pseudofactors are denoted by a, b, c, d, e, we may confound 4 of the main 
effects and all their interactions in a replicate, giving 5 different repli- 
cates in all. 


23.0 THE GENERAL METHOD OF ANALYSIS 


In Chapter 17, we gave the expressions for effects and interactions in 
terms of the yields of the treatment combinations and for the yields of 
the treatment combinations in terms of the effects and interactions. 
This formalization is the basis of the analysis which will be described 
for the designs described above. It was seen in that chapter that the 
difference in yield of any 2 treatment combinations could be expressed 
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in terms of the effects and interactions. The general method of analysis 
will be then to obtain the best estimates of the effects and interactions. 
As we saw in the previous chapter, it is necessary, in order to do this, 
to know the relative weights to be assigned to estimates based on com- 
parisons within and between blocks. 

The yield of any plot is assumed to be made up of the following com- 
ponents: 


A general mean. 

A replicate effect, say, r. 

A treatment effect, say, t. 

An error common to all plots of the same block, say, 7, Which has a 
mean of zero and a variance of c?;. 

An error particular to the plot, say, e, which has a mean of zero and 
a variance of c?. 


The errors e and 7 may, under the additive model, be taken to be un- 
correlated because of the randomization procedure used. The treat- 
ment effect is reparametrized in terms of effects and interactions for 
convenience of analysis. 


n 


=) set of (p — 1) 


degrees of freedom, and each set of (p — 1) degrees of freedom is given 
by the comparisons among p totals, each of (p^) treatment combina- 
tions. If the treatment combinations are denoted by (xi, 22, Xa, % 
2,), Where each x; runs from 0 to (p — 1), any set of p totals is given 
by the treatment combinations which satisfy 


To recapitulate for the p” system, there are (* 


artı + ato +: -++ antn = mod p 


1 taking the values 0, 1, 2, . . ., (p — 1), and the o's also being in this 
range. The deviation of the mean of the combinations satisfying this 
relation from the general mean was denoted by A . , Denoting 
105 yield of the combination (ri, , En) by £4, . 4% we found the re- 
ation 


ben e. = ud Aeg rde keen ts Fanta 


ar 


n 
Where the summation is over the ( 


) possible choices of the a’s 


and over r from 0 to (p — 1), with 


r : 
murkesrbeekeu. = 1 if ati + asto E.. eux, = r mod p 


= 0 otherwise 
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Consider now the estimation of the quantities, 
A™B™ , r=0, 1,2, % = 1) 


If the corresponding effect or interaction is unconfounded in a particu- 
lar replicate, the estimate of each of the quantities A" B^* ---, from that 
replicate is the same function of the observed yields and will be subject 


: o fpi : 
to a variance of —:| ——— }- Any comparison 
p p 


TAB .. . „ with ZA, = 0 


will have a variance of E) 
(DON 


p 

The quantity (ZM,) depends only on the comparison and not on the 
design, and so we may say that the variance of the estimate of any 
A™B™ .... is g?/p^—, Similarly, if the effect or interaction is con- 
founded with blocks in a replicate, the estimate of each quantity 
A" B™ . . „ will be subject to a variance of 


1 


p 


(c? + kos) 


where k is the size of the block and is, of course, equal to some power 
of p. For the total of the plots for which Last = r mod p will contain 
p"— different within-block errors, and k times the sum of p"~*/k block 
errors, there being p"~'/k blocks which contain the plots that make up 
the total. The variance of the mean on a per-plot basis is then 


1 p" 
6555 (v 1,2 + 
We now suppose that we know c? and (c? + N, and we may obtain 
the best estimate of any effect or interaction by weighting the estimate 
in each replicate by W = 1/2, if the effect or interaction is uncon- 
founded, and by W’ = 1/(o? + kos) if it is confounded. We need be 
concerned only with relative weights obviously. á 

It is not always necessary, computationally, to go through this pro- 
cedure of obtaining the best estimate of each effect and interaction. 
For, what is needed eventually is the best estimate of treatment com- 
parisons, and, although this may be obtained by estimates of the effects 
and interactions, in many cases a short-cut method may be used. Par- 
ticular cases will be illustrated below, together with examples of the 
estimation of W and W’. 


-1 


1 
ien) = yu (e? + kos) 
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23.3 THE ANALYSIS OF 2-DIMENSIONAL LATTICES 


We suppose that the 2 pseudofactors are a and b each with p levels, 
and that the effect A is confounded in one replicate I, and effect B in 
the second replicate II. Since A is confounded in replicate I and un- 
confounded in replicate II, any component of the A effect is best esti- 
mated by 


W'Ai + WAn 


A= a" T X + An) + wet — An) 
W'—-W 
Ar twym“ — An) (1) 


where Ar, Arr, Ar are the component estimated in replicates I, IT, and 
both replicates, respectively, and W = 1/o2, W’ = 1/(s? + p. 
Similarly, the best estimate of any component of the B effect is 
W'—-w 
B = By + — (-B; + B 2 
taa 1 + Bn) (2) 
whereas for any component of the interaction, say, AB‘, X = 1, 2, 
(p x 1), 
B` = AB p (3) 


We now wish to combine these estimates of the effects and interac- 
tions to obtain the estimates of the yields of each treatment. The ex- 
pression for the yield of a treatment combination is 


w+A+B+ AB (4) 


vaas the suitable components of Â, B, and AB are used, and this 
equals 


ut Ar + Br + AB. peta, — 4 
T T 207 + y; (4 n) 
u 


tao Br + Bu) (5) 


But 1 + Ar + Br + ABr is equal to the observed mean of the yield 
of the particular treatment, and so we have 


by = lj + cai + Chj (6) 
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where 
4% = the best estimate of the yield of treatment (ij) 
tj; = the pi mean yield 


N — 
Cai = 277 ™ Soon l n 


. 
Coy = 20 T l- Cr C Or Cn - C 2n] 


(i-); = mean of treatments with a at level i in replicate I 
(**)r = mean of all treatments in replicate I 


and so on. 
Finally, it is necessary to consider the estimation of W and W’. The 
partition of the analysis of variance in Table 23.2 may be obtained. 


and 


Tanie 23.2 SrRUCTURE or ANALYSIS or VARIANCE. FOR Sire LarICH 


Expectation of 
Due to df Mean Square 
Replicates 1 
Blocks eliminating treatment 2% ) . 
‘Treatments ignoring blocks pol 
Error (intrablock) (p - 1 $5) 
Total 25 1 


The replicate and treatment sums of squares are obtained in the usual 
way. Of the 2(p — 1) degrees of freedom for blocks eliminating treat- 
ments, (p — 1) arise from the quantities (Ar — Ar), and (p — 1) from 
the quantities (Bj — Bu). The quantity 

lat.) 1 (n= GOn + Cn) 
is orthogonal to replicates and treatments and, expressed in terms of 
block errors and within-block errors, is 6 to 


[ (=>) - 5 toum o at ober vo] + (* P) Coum of pe's) 


lam ot (p — esl C " 11 


p 


" =; irum of (p! Hell 
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The expectation of the square is then 


— 1 — 1 
(Jar (5) 
p p 
and, summing over the values of 7, we get 


(p— Dos + 2(2—) E 
p 


The expectation then of 


p i X 
32 6X = Cr = Gon K (Hu 
7 
which is the sum of squares for the comparisons (Ay — Arr), is 
(p —1) G Ta 2 
2 
Similarly, the expectation of the sum of squares for (Bj — BI) 


2 PI- + CDr + Gu — CJ 


(p — 1) G + 550 


These two quantities together make up the sum of squares for blocks 
eliminating treatments, and their mean square, say, B, has an expectation 


of c? + ze. 


The sum of squares for intrablock error may be obtained by subtrac- 
tion. The expectation of the mean square E, say, is c?, as may be veri- 
fied, for example, by noting that the total of (p — 1)? degrees of free- 
dom consist of (p — 1) degrees of freedom for the interaction of AD^ 


with replicates, A = 1, 2, ---, p — 1. 
We may then estimate W and W’ by 
1 
w=) w = £ 
È 2B — E 
" N à b E—B 
And, Es i it is si 
2073 wj s estimated by 5 Computationally, it is simpler 


to work in totals over the two replicates. With this method we interpret. 
(i-)r, for instance, as the total over j for replicate I, and use a multiplier 
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E-B 1 MESES 
X-X92,ie., 
p 


for the adjustment of Also, we need not 


bother with the terms (++); and (: -)rr, which cancel out in the summa- 
tion. 


23.3.1 Repetition of the Simple Lattice 

If the above simple lattice is repeated r/2 times, the estimation of 
the yields of each treatment combination proceeds in exactly the same 
way, except that the quantities (7-)r, ete., are averaged (or totaled) 
over all the repetitions of the replicate type. The only new feature 
arises in the analysis of variance and the estimation of the weights. 
The structure of the analysis of variance is now as in Table 23.3. 


TABLE 23.3 STRUCTURE OF ÁNALYSIS OF VARIANCE FOR SIMPLE LATTICE WITH 
r/2 REPETITIONS 

Mean Expectation of 

Due to df Square Mean Square 


Replicates r—1 
Blocks eliminating 
treatments 


Component a (r — 2)(p — 1) Bi o + po^ 
p 
Component b 2(p —1) B2 s 2 oy 
Treatments p-1 1 
Error (intrablock) (r—0)(p —1?--(r—2(0 — 1) E e 
"Total rp — 1 


The component b for blocks eliminating treatments is the same as 
before, if we take account of the fact that there are 7/2 times as many 
replicates. Component a is obtained by noting that A is completely 
confounded in 7/2 replicates, of type I, say, and therefore the interaction 
A by replicates I has (r/2 — 1)(p — 1) degrees of freedom, with mean 
square of c? + po. The actual sum of squares may be written 


1 1 1 1 
Ey oye m DG. *r. L C (>) 0 8) 
Uie ry pk aT 
D: p 2 
2 
where (7.) x = the total yield for level ? of factor a in the kth replicate 
of type I 
(- -Jrz = the total yield of the kth replicate of type I 
(.) r. = the total yield with level 2 of factor a in all the replicates 
of type I 
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and 
(* . = the total of all yields in the replicates of type I 


Similarly, the interaction B by (replicates of type II) gives (r/2 — 1) 

X (p — 1) degrees of freedom, with a sum of squares obtained by inter- 
changing 7 and j and I and II. 

As an estimate of W we use 1/E, and of W’ we may use 1/81. We may, 

however, combine components a and b to give a mean square, B, say, 
171 — 1 

with expectation c? + =) po^, In that case the expectation of 

r 

TB — E T 

i is o? + po?» so that an estimate of W’ is E 

r— rB — 

the estimate generally used. 


1 
and this is 
E 


23.4 THE ANALYSIS OF OTHER LATTICE DESIGNS 


23.41 The Triple Lattice 
Tn this case with 3 replicates, we confound A in replicate I, B in rep- 
licate IT, and AB, say, in replicate III. As in the case of the simple 

lattice, the best estimate of the A effect is 
W'Ar + WAn + WAm 


W' + 2W ©) 


which equals 


D 


" W'—W 
-(A A A ——— (24; — An — A 10 
"i 1+ An + Am) +w zm 1 A - Am) (10) 


where A; is any component of the effect of factor a. Following the same 
lines as before, we find that the estimate of the yield of a treatment is 
the mean of the treatment in the 3 replicates plus 3 corrections, say, 
Cai; Coj, Cay, Where, if a treatment is denoted by (ijk), ? being the level 
of factor a, j of factor b, and k of AB (i.e., equal to i + j mod p), 


Cai = N2(--)r — G:-)n — G ) ml 
ej = N—Cj2: + 203)n — (Jm (11) 
Cave = N- (.f — (E) + 20 nt! 


where A = (W' — W)/3(W’ + 2W), the terms (i- -)r, ete., being means, 
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The analysis of variance has the structure given in Table 23.4. 


TABLE 23.4 STRUCTURE OF ANALYSIS OF VARIANCE FOR TRIPLE LATTICE 


Mean Expectation of 


Due to df Square Mean Square 
Replicates 2 
Blocks eliminating treatments 3(p — 1) B ce? + $po?, 
Treatments p-1 
Error (intrablock) (2p — 0(p — 1) E o? 
Total 3p — 1 


The sum of squares for blocks eliminating treatments is obtained by 
considering the quantities, as totals: 


201..) 1 — G. ) 1 — G. m 
(7) + 20½/ ) — (Jem 
C= CE) + 2( E) 


We form the sums of squares about the mean of each of these quantities 
for the possible values of 7, J, k, respectively, and divide by 6p. We 
may then use as estimates of the weights: w' = 1/Eand w’ = 2/(3B — E). 

With repetitions, say, r/3, of the 3 basic replicates, the only modifica- 
tions in the analysis are: 


1. That the quantities (¢--)1, etc., are totals over all replicates of 
r 
type I, etc., and the divisor in the sum of squares is e = pr. 


2. That there is an additional component of the sum of squares for 
blocks eliminating treatments: namely, the variation of the A effect 
over replicates of type I, the B effect over replicates of type II, and the 
AB interaction over replicates of type III. This sum of squares will 
have (r — 3)(p — 1) degrees of freedom, with a mean square By, which 
has an expectation of (c? + po”). 

3. For w’, if we denote the mean square for the total sum of squares 
for blocks eliminating treatments by B, we may use 


r—1 
rB — E 


w = 


an expression formally identical with that for the simple lattice. 
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23.4.2 The 3-Dimensional Lattice 


Here we shall consider the 3-dimensional lattice with 3 replicates in 
which the confounding is: 


Replicate Confounding 
I B, C, and BC interactions 
II C, A, and AC interactions 
III A, B, and AB interactions 


The best estimates of effects and interactions are exemplified by 
TE WA: + W'An + W'Am 
W -r 2W' 
midge Yu 
3(W + 2W") 

ABI + ABU + W'ABm 

i 2W + W' 

W 
3(2W + W’) 


An — Am) 
(12) 


D 


ADAE (ABI + ABU — 24 BiII) 


The computational procedure given by Yates’ may be used for this 
particular ease. This procedure consists essentially of obtaining an ad- 
justment for each of the possible 2-way tables and is possible because no 
3-factor interactions are confounded. We shall give an alternative 
method later. 


23.4.3 The 5-Dimensional Lattice 


As a final example which presents the problems in full complexity, 
we may consider the 5-dimensional lattice with 5 replicates, each having 
a different scheme of confounding. The p? treatments are represented 
by the levels of 5 factors each at p levels, say, a, b, c, d, e, and the con- 
founding in the 5 replicates may be taken to be as shown in Table 23.5. 


TABLE 23.5 
Replicate Confounding 
I B, C, D, E and all interactions 
II A, C, D, E and all interactions 
III 4, B, D, E and all interactions 
IV A, B, C, E and all interactions 
V A, B, C, D and all interactions 
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Given the weights W and W’, the estimation of all the effects and inter- 
actions is exemplified by the following: 


Am WA: + W'An + W'Am + W'Ar + W'Av 1 
W T 4W' 
ncs ABI + W'ABm + W'ABiy + W'ABy 
2W + 3W' 
igne WABC; + WABCn + WABCm + W'ABOry + W'ABCv (18) 
ý j 3W +2W' 
iones WABCD; +WABCDu 4-WABCDim + WABCDiy + W'ABCDy 
d z AW 4- W' 
E 
ABCDE = ABCDEr 


for any component of the respective interactions. 
The combination of the effects and interactions to give the estimates 
of the yields of the treatments will be tedious, but straightforward. 
The estimation of the weights is the only new problem, and this is 
the reason for describing this design. The analysis of variance has the 
structure shown in Table 23.6. 


TABLE 23.6 
af 
Replicates 4 
Blocks eliminating treatments 50 — 1) 
"Treatments p-1 
Error (intrablock) 4p — 5p* +1 
Total 5p —1 


The analysis of variance is itself a problem, and the expectation of 
the mean square for blocks eliminating treatments an allied one. 

If we consider the A effect, it is confounded in replicates II, III, IV, 
and V, and the interaction of the A effect with these replicates with 
3(p — 1) degrees of freedom will have a mean square of c? + po^; for 
its sum of squares consists of a sum of squares between block totals. 
The other main effects contribute 3(p — 1) degrees of freedom each 
with the same expectation. There are in all 20 possible choices of 2 
letters from the 5 letters, A, B, C, D, E, and, given any 2 letters, there 
are (p — 1) sets of (p — 1) degrees of freedom for the interaction of the 
2 factors corresponding to the 2 letters. Any of these sets of (p — 1) 
degrees of freedom is confounded in 3 of the replicates, so that the inter- 
action of the particular 2-factor interaction with replicates in which it 
is confounded gives a sum of squares with 2(p — 1) degrees of freedom 
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and a mean square with expectation c? + pos. All the 3-factor inter- 
actions are confounded in 2 of the given replicates, and these give a 
similar contribution. 

Corresponding to the above comparison, there are comparisons be- 
tween the mean of effects (or interactions) when confounded and the 
mean of the same effects when unconfounded. For example, we may 
consider 

Ay — 4 (An + Am + Arv + Av) 


this quantity contains only block errors 7 and within-block errors e. 
These quantities squared, and added over the possible A comparisons, 
give, with the appropriate divisor, a sum of squares with (p — 1) de- 
grees of freedom, for which the expectation of the mean square is 
o? + po». Similarly, with the AB interaction, we may consider 


AB, + ABU D ABI + ABry + AB 
2 3 


which contains only ys and e’s. These quantities lead to a mean square 
with expectation c? + 24p07». 

In general, we may compare the mean of an interaction over the ne 
replicates, in which it is confounded, with the mean of the same inter- 
action over the uu replicates, in which it is unconfounded. Let X be 
the interaction, and suppose it corresponds to the equations, 


DX aizi = 0, 1, 2, ., (p I) mod p 


and let Xj, be the total of the plots for which 


D aiti = j mod p 
i 


in the kth replicate in which X is confounded. Let X; be the correspond- 
ing total in the lth replicate in which X is unconfounded. Here k will 
run from 1 to ne and / from 1 to nu. Consider the quantity 


1 T 1 1 z 
>t „ Xa — © Xn+— E Xn) 
Ne k Nu l NP ik "up jl 


j 


which is the sum of squares of comparisons orthogonal to treatment 
comparisons. The expectation of the whole is easily found to be 


(p — 1)p — ( — uc ;) 
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Nu + Ne 


The divisor to give the sum of squares is »( ) and the expecta- 
NyNe 


tion of the mean square is therefore 


er po^, 


Nu + Ne 
From this result Table 23.7 may be completed, it being a simple mat- 
TABLE 23.7 PARTITION or Brock DEGREES or FREEDOM FOR p) TREATMENTS IN 


BLOCKS or p WITH 5 REPLICATES 
Expectation of 


df Mean Square 
Comparison between replicates of 
effects or interactions which are 
confounded in these replicates: 
Main effects 15(p — 1) 
2-factor interactions 20(p — 1)? o? + pos 
3-factor interactions 10(p — 1)* 
Comparisons between mean of con- 
founded effects and mean of 
unconfounded effects: 
Main effects 5(p — 1) e? + po", 
2-factor interactions 10(p — 1)* c? + Ẹpo 
3-factor interactions 10(p — 1)* e? + Ipod 
4-factor interactions 5(p — J)“ a? + ipo, 


ter to verify the orthogonality of the comparisons. This result may also 
be used to show that, for any lattice design arranged in replicates, the 


r 
expectation of the quantity 
x 


blocks eliminating treatments and E is the error mean square, has an 
expectation of c? + ko?» where k is the size of block. 


ak where B is the mean square for 


23.5 THE VARIANCE OF TREATMENT COMPARISONS 


We have used the fact that yields may be expressed in terms of the 
effects and interactions in the setting up of the designs, and we now 
turn to the consideration of treatment differences and the accuracy with 
which they are estimated. Any treatment difference may be expressed 
in terms of effects and interactions: for example, with p = 7, and 2 
pseudofactors, 
too = u + Ao + Bo + ABo + AB, + AB% + AB‘, + AB5o + AB% 
u + Ao + Bi + AB, + AB + AB + ABYs + ABS + AB's 

(14) 


tor 
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and 
oo — for = (Bo — Bi) + (ABo — ABi) + (AB? — AB^) 
-+ (AB% — AB5) + (AB — AB'4) + (AB%o — 455) 
& (40 — AB%) (15) 


Since the errors of each of the estimates of the differences By — Bi, 
ABy — AB;, AB% — AB*;, etc., are uncorrelated, the variance of 
(too — koi) is the sum of the variances of the differences. With the 
simple lattice with 2 replicates the variances of the differences are: 


2 
Bo — B, : variance —————- 
0 1: variant IWW) 
ABy — AB, 
AB? — AB? 2 
: variance 
14W 
AB*, — AB's 


The variance of the difference (fo — loi) is then 


=( 1 ta) 
TAW -FW' 2W 


If W' = W = 1/2? this variance becomes 24 7/2W = o, as we would 
expect. 

In the case of the simple lattice, the same variance will hold for any 
2 treatments that occur together in a block in 1 of the 2 replicates. If 
2 treatments do not occur together in a block in either of the replicates, 


the variance is ue T a because their difference contains 
7NW--W' 2W 
differences from both main effects. Rather than consider all the pos- 
sible treatment differences and their errors, it is usually satisfaetory to 
obtain an average variance of the possible treatment differences, and its 
square root, which may be used as an average standard error. We 
therefore find the average variance of the differences between one treat- 
ment and all the others. For the case of p” treatments, any treatment 
difference will involve a difference with respect to an effect or inter- 
action for (p" — p^!) other treatments. For example, with the 7? 
lattice, the treatments (), such that the difference between them and 
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the control contains a difference with respect to AB*, are those that 
satisfy 
i+ 2j #0mod7 


to which there are (7? — 7) solutions. If, then, we form all the (p" — 1) 
differences between the control and the other treatments and average 
their variances, we shall have 
pt p 
(== [var (A) + var (B) + var (AB) + var (AB?) 4---- 
pt — 
+ var (AB?) + var (C) + var (AC) . var (ABC) K 
+ var (ABPC?) + ete.) (10) 
there being (p^ — 1)/(p — 1) symbols in the square brackets, and each 
var (A), etc., being the variance of a difference of 2 of the quantities 
Ao, A1, A2, +++; Apt 
If an effect or interaction X is confounded in ne replicates and uncon- 


2 1 
founded in n, replicates, var (X) is ——7 (>) 


pe Nu,W nN 
In general, therefore, the mean variance is 
2(p — s no m Ny =| 
eS ee ee ee 
(* ) Er“ W+(r- pw sW + (r—s)W’ TW. 
(17) 


where n, is the number of sets of (p — 1) degrees of freedom confounded 
in (r — s) of the total of r replicates. The n, satisfy the relations: 

p — 1 

ng + my . r = "ye 


(18) 


and 


"-1 

nor + m(r — U) + m(r — 2) K. ty = 6 — a) a9) 

Thus, with 3° treatments and 4 replicates, p = 3, n = 3, r 4 and 

confounding as follows: replicate I: A, B, AB, AB?; replicate II: A, C, 

AC, AC?; replicate III: B, C, BC, BC?; and replicate IV: AB, AC, BG, 

AB?C?; we have no = n = 0, na = 6, na = 4, and n, = 3, so that the 
mean variance is 


2/ 6 4 x 
— — — — — 20 
s rra tma (20) 
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We have, therefore, the following mean variances of treatment dif- 
ferences: 


Simple lattice with 2 replicates: 


2 2 p—-1 
iA (21) 
p+1\W+w 2W 
Simple lattice with 4 replicates: 
1 2 = 1 
(+) (22) 
p+1\W+Ww 2W 
"Triple lattice with 3 replicates: 
2 3 p-2 
— Gu * P) (23) 
p+1\Qw+w' 3W 


3-dimensional lattice with 3 replicates: 


20 — 1) | 3 3(p-1) Q= 2] 20 
(p I) L/ 2 27 -W' 3W j 
4-dimensional lattice with 4 replicates: 
2(p—-1 4 6(p—1 4(p — 1)? —1)* 
: | (p Jamit aem | (25) 
(f -1).W-3W' 2W--2W' 3W+W 4W 


Frequently W’ will be small relative to W, and the contribution to 
the mean variance of effects or interactions which are confounded in 
all the replicates would be correspondingly large. For this reason it is 
usual to insist on the condition that no effect be confounded with blocks 
in all replicates of a practical design. 

It will usually be advisable as a check on the use of the average vari- 
ance, to calculate the variance of a treatment difference separately for 
the cases when the 2 treatments occur zero, once, twice, etc., times to- 
gether in a block. These variances are as follows: 

Simple lattice with 2 replicates: 
Together in a block once: “(Hr + —) 
E 15 p\w+Wwi  2W 


2 2 — 2 
Together in a block zero times: — (r 3p a) 
: Div i 5 v N N  2W 
Triple lattice with 3 replicates: 


2 2 — 2 
Together in à block once: — ( + 27 

p 

2 

a y 

p 


2W --W' 3W 
3 p— 5 
2W +W  3W 


Together in a block zero times: 
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3-dimensional lattice with 3 replicates: 


2 levels of pseudofactors common: 


=| 1 — 


PLW F W'--2W 3W 

1 level of pseudofactors common: 
=| 2 3p — 4 oe 
p? LAY W'+2Ww 3W 

0 level of pseudofactors common: 
2 3 3(p—2) p 35 ＋3 
be W' -- 2W 3W | 


The variances for any other design may be evaluated easily by noting 
how many main effect, 2-factor interaction, 3-factor interaction com- 
parisons enter into the comparison of 2 treatments. 


23.6 THE EFFECTS OF INACCURACIES IN THE WEIGHTS 


We shall suppose that the analysis of variance of the experiment con- 
tains a component for blocks with N degrees of freedom the expectation 
of whose mean square, B, say, is o? + po. The weights that will be 
used are w = 1/E, E being the intrablock error mean square based on 
N degrees of freedom, and w' = 1/B. The distinction we have used 
between true weights (capitals) and estimated weights (lower case) 
should be noted. 

In order to make any investigation at all, we must use the infinite 
model at least to the extent of assuming that the actual sum of squares 
is distributed as x”. In this ease, NW/w is distributed according to the 
x? distribution with N degrees of freedom, and N"W"/w' is distributed 
independently of W/w, according to the x? distribution with N’ degrees 

" 


W 
of freedom. The ratio 7 is then distributed according to the F 
w 


distribution with N’ and N degrees of freedom. 
If an effect or interaction X is confounded in ne replicates and uncon- 
founded in n, replicates, the estimate of a difference X; — X; we have 


used is i 
new’ X, + nuwX, 
"pc ERG Lgs (26) 


new! + nuw 


where X, is the mean of (X; — Xj) over the replicates in which X is 
confounded, and X, the mean over the replicates in which X is uncon- 
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founded. The true variance of X, is 1/n,W', and of X, is 1/nuW, so 
the true variance of X is wi? v? 
he Tons w 


(new! + nuw)? 


the constant of proportionality 2/p"—' being omitted. 
Note that, if w’ actually equals W', and w actually equals W, this 


(27) 


becomes 1 
eW’ + n,W 
Now, f " 
y2 w? 72 
Q S den. =) nene — (F = 1)? 
Ww’ W x 1 Ww’ (28) 
(nav + nw)? MW EW (now! + nw)? nW + mW) 
where W' 
Yes 
w W 
Then, if we put W’ = kW, the variance of the actual estimate 
= variance without inaccuracies in weights 
1 menu — 1)? 
re (29) 


W (nck + nuE)? (nek + nu) 
If w/w' is found to be less than unity, the value of unity is used. Since 
Ww’ 
Fis hm (30) 
W w w' 
equal weights are used if F is less than k, and, in this case, the increase 
in variance for the estimate of the effect is 
MuNe(k — 1)? MyNe(k — 1)? 
KW (ne + nu)? (nck + nu) — kW (nek + nu) 
Adding over all the possible effects and interactions, we shall obtain the 
increase in average variance due to inaccuracies in the weights, which 
is a constant if F is less than k, and is a function of F if F is greater than 
k. The percentage loss in information due to the inaccuracies in the 
weights may then be obtained. 
In the case of the 3-dimensional lattice with 3 replicates given earlier 
in the chapter, the average variance using the true weights W and W’ is 


2(p — 1) 3 3(p—1) , (p— 1)? 
(9 —1) + | 


(31) 


W-rF2W' 2W -W' 3W 
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that is, 


n Herd p=] 
(@@—1) WII Tx 2+k 3 

The increase in variance due to inaccuracies in the weights is 
Xp 1) 1 3-2-1k(F — 1) 3(p — 1)1-2k(F — 1)? 
G'-)nw 15 ＋ FY Y (b+ Y 2) 
and 

20 — 1) ARARE — 1)?  3(p- 1)1-2-(k — m, 
( — 1) WL k-9-(2k + 1) k-9(k + 2) 


(82) 


F>k 


F<k (83) 
If k equals unity, these expressions reduce to 
40 — 1) al el 
= — 1?——_|} + 75 F»1 
(p Dae eds (2+F) (1 f 2F)? 
and 0, F«1 
Since, with Æ equal to unity W’ = W, the best estimates have an av- 
erage variance of differences of 2/3W, the proportional increase in av- 
ernge variance i8 


(p m 1 (p- 1) 90 
(p? — 1) To [aser eam] 5 


if F is greater than unity. With the more particular case of p = 3, the 
proportional increase is 


6 aS ^ cm ec vem 35 
rri) lata G e 


if F is greater than unity. The result of Yates! for this case appears to 
be in error. 

If the weight W’ is not estimated so simply as in the above discussion, 
the problem becomes more complex. For example, suppose we have a 
3-dimensional lattice and use the pooled mean square for blocks B elim- 
inating treatments to estimate W'. This mean square is obtained from 
the 3 components (Table 23.8). 


Tanie 23.8 


Mean Expectation of 
Component df Square Mean Square 
a 3(p — 1) Ba oè + pos 
b 30 — 1) 5 a? + hpo’ 
c 3(p — 1} Be a + pos 
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Then, 
5 300 — 1)B, + 30 — 1)By + 300 — J) 285 


3(p? — 1) 


and has an expectation of c? + 24po?,. 
The estimate of W’ which is used is then 


2 
3B—E 


w = 


The examination of inaccuracies in the weights does not proceed in the 

simple fashion outlined for the previous case, because 3(p? — DB is 

not distributed as x*(c? + 24po?;) with 3(p? — 1) degrees of freedom. 
For we have: 


3(p — 1)B, is distributed as x?(c? + po») with 3(p — 1) df 
3(p — 1)B; is distributed as x?(c? + Ip) with 3(p — 1) df 
3(p — 1)°B, is distributed as x( + 24po",) with 3(p — 1)? df 


The evaluation of the loss in information in this case, therefore, requires 
the use of distributions which are not simple nor tabulated. The work 
of Robbins and Pitman ? may possibly be applied to the problem: They 
have obtained a general solution for the distribution of B and B/E, E 
being the error mean square. 

As the simple and triple lattices with 2 and 3 replicates, respectively, 
are perhaps the most widely used designs, it seems advisable to make an 
examination in their case. We suppose then that we have mean squares 
B and E with expectations (c? + ppo°») and o°, respectively, and that 
N'B is distributed as x?(c? + ppo,) with N’ degrees of freedom and 
NE as x70” with N degrees of freedom, independently of each other. 


The weights that will be used are then w = 1/E and w' = „ 
8 ＋ (p— DE 


The variance of the estimate of an effect confounded in n, replicates 
and unconfounded in n, replicates is 


(new! + nu)? 
w? W'w 2 
1 nen apg 7 1) 
n.W'-En,W (new! + nuw)? (n W' + nW) 


which equals 


as before 
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In this case NE/o? is distributed as x? with M degrees of freedom, and 
N'B/(c? + ppc?;) is distributed as x? with N’ degrees of freedom. 

Therefore, (c?/E) X I/ ( + ppo?;)] is distributed as F with N’ and 
N degrees of freedom. But 


B+ -E = 
w 
or 
ET 
TIU ) 
and d 2 
w 5 
E W co 
80 


is distributed as F, i.e., 
wp (for 20) 


SIN zw 
entro) we) 
w Ww wW WwW 


is distributed as F. If we let W’ = kW, the quantity w/w’ is distributed 


as p 
( ze i pu 
i 4 | (37) 
p 
k 


where F is distributed according to the F distribution with N’ and N 
degrees of freedom. The increase in variance for the particular effect 


is then 
w 2 
nenu (« m 1) 
w 


700 2 
Br (ne n. 5) (nck + m) 
w 


The expected value of this increase may be obtained by numerical in- 
tegration over the F distribution, and the expected increase in the mean 
variance of comparisons may be estimated for any particular design. 
In performing the integration, it should be noted that, if W’ is estimated 
to be greater than W, the estimated value is not used, but it is assumed 
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that W = W’. When equal weights are used, the increase in variance 
of an effect or interaction is 


nyne(k — 1)? 
Whk(n, + nu)’ (nck + n. 
In the case of the triple lattice for p* treatments, we had 
N' = 30 — 1) 
N = (2p - 1)(p - 1) 
= 


1/2 1 
w’ is d zi )( 27711) 
so that w/w’ is istributed as $ (= + F +1 
The increase in average variance of treatment differences is 


w 2 
12 (5-1) 
— 
e uw (1-42) (k +2) 
and (38) 
12 (k — 1)? f wci 
(p*1 HW94442 ^w 
The average proportional increase in variance for the case p = 5 was 
obtained approximately by numerical integration and was found to be 
us follows: w 
7. een 
Percent 12 23 27 27 23 08 


"The results published by Yates,! together with this case, indicate that 
the effect of inaccuracies of the weights on the variance of treatment 
comparisons is of the order of 1, 2, or 3 percent, and, therefore, trivial. 
"The effect of inaccuracies of the weights will increase as the number of 
degrees of freedom for interblock and intrablock error decrease. Usu- 
ally the number of degrees of freedom for intrablock error is sufficiently 
large, and, as a practical rule with lattice designs, it is probably safe to 
say that the effect of inaccuracies will be inappreciable if the interblock 
mean square is based on 10 or more degrees of freedom. With a smaller 
number of degrees of freedom, it is best to assume that W’ = 0, and to 
utilize only intrablock information. 

So far we have examined the effects of inaccuracies in the weights on 
the average variance of treatment differences in terms of the true 


for uy 
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weights W and W”, and there still remains the question of the extent 
to which the estimated variance in terms of w and w' is a reasonable 
estimate of the variance of the differences actually estimated. The es- 
timated variance will be used to test single degree of freedom compari- 
sons, by what amounts to a normal theory test, Since the calculated 
variance will be leas than the true variance of the actual estimate, the 
normal theory test will tend to give too high a significance level. It does 
not appear easy to determine the bias in the calculated significance level. 


23.7 THE ANALYSIS OF LATTICE DESIGNS AS COMPLETE 
RANDOMIZED BLOCK DESIGNS 


It was shown by Yates! that a p° and a p” lattice design in blocks 
of p plots may be analyzed as a complete randomized block experiment. 
His method of proof depends on the fact that, if, under a particular 
analysis, the expectation of the treatment mean square, in the absence 
of treatment effects, is equal to expectation of the error mean square, 
this analysis gives an unbiased estimate of the error to which treatment 
comparisons will be subject. This is not necessarily true, for the error 
sum of squares must be 

Suppose we have an experiment on p" treatments in a lattice design 
with blocks of p plots and r replicates, and consider an effect. or inter- 
action X which is confounded in n, replicates and unconfounded in 
n, [= (r — ne)) replicates. Let Xu be the sum of the plot yields with 
the ith level of factor x (or of the interaction) in the kth replicate, Then 
the sum of squares for X is equal to 

1 80 1 y 
— Xa-- X 
* (Cx. „EEx. 
Apart from the treatment constants, the expectation of the square of 
any quantity in brackets is 


(npp — 1)? + nlp"! — p*79y*, 
-x Mess 
«m (=) + * vaje 
which equals 
js n (p — e  rp^*(p — Ne? 
The expectation of the sum of squares for X is then 


4 50e 
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We may use previous results to obtain the sum of squares for X by 
replicates (Table 23.9). 


TABLE 23.9 
Expected 
df Mean Square 
X by replicates in which confounded versus 
replicates in which unconfounded p-1 0 E po^, 
X by replicates in which confounded (ne — 1)(p — 1) e? + po? 
X by replicates in which unconfounded (n, — I)(p — 1) o 


The mean square for the error of X is then 


temen -) 


=+ po, | 


Ny + The — 4 
r(r — 1) 


Ne $ y 
= ＋ po, since nu ＋ n, =r (39) 
7 


The set of (p^ — 1) degrees of freedom for treatments ignoring blocks 
is partitioned into (p^ — 1)/(p — 1) sets of (p — 1) degrees of freedom, 
and the error sum of squares with a complete randomized block analysis 
may be partitioned into (p" — 1)/(p — 1) sets of (r — 1)(p — 1) de- 
grees of freedom. The above shows that the expectation of the mean 
square for a set of (p — 1) degrees of freedom belonging to treatments 
is the same, apart from true treatment effects, as the expectation of the 
mean square of the corresponding (r — 1)(p — 1) degrees of freedom for 
error (replicate by treatment). 

An ordinary randomized block analysis of a quasifactorial design with 
one restriction is, therefore, valid insofar as the expectation of the 
treatment mean squares is the same as the expectation of the randomized 
block error mean square. It follows then, from consideration of the 
randomization test, that the complete randomized block analysis gives 
a reasonably valid test of the null hypothesis that there are no treat- 
ment effects. A test may also be made, of course, with the intrablock 
treatment and error mean squares. Difficulties do arise, however, as 
soon as we wish to ascribe errors to treatment comparisons obtained 
from the ordinary treatment averages, because we have shown that the 
complete error sum of squares with (r — 1)(p” — 1) degrees of freedom 
is not homogeneous if o”, is greater than zero. 

We may examine the true errors of the possible types of comparison 
among 2 treatments, whether they occur in a block together, not at all, 
once, twice, etc. If 2 treatments occur together in a block in s out of 
r of the replicates, the variance of the difference of the treatment av- 
erages is 
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1 2 
z [2ro? + 2(r — s)e*;] = = re? + (r — 3)o?;] 
y 


2 r—s 
ES 6 3r 2 
T T 


The average error variance from the complete randomized block analy- 
sis is the average over the (p” — 1)/(p — 1) effects or interactions, each 


D 
with (p — 1) degrees of freedom, of c? + — po. The sum of n, over 
tte 


p Sl pul 1 
all the effects and interactions is (M because E) 
p= pe 
sets of (p — 1) degrees of freedom are confounded in each replicate, and 


nN, 
so the average of c? + — po”) is 
r 


n—1 __ 1 
cane EN ) 2, 
which equals p 


In using the complete randomized block analysis, we attribute to the 
difference of any 2 treatments a variance with expectation 


b 
o CAT 
Di L n is (oed 
The deviation of the true variance of the treatment difference from the 


expectation of the actual variance attributed to the treatment compari- 
son by the randomized block analysis is then equal to 


2 —1 
maoe 
rro 1 


We now consider two special cases: 


(a) Simple Lattice: n = 2, 1 = 2, 8 = 0 or 1 


s = 0: true variance = ( + o°») 
s = 1: true variance = (c? + 307s) 


Variance from randomized block analysis 


ero] 


Therefore, the variance for a difference between 2 treatments not occur- 
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1 
ring in a block together is underestimated by ( T -) a». The vari- 


ance for treatments occurring in a block is overestimated by 


5 

2 PI) 20 J) 

or approximately 1ác?,. The overestimation ol the latter variance is 
the more important practically. If, however, a°» is small, the errors of 
the variances given by the randomized block analysis will be small, 


and, if o° is not small, the recovery of interblock information should 
be performed. 


(b) Triple Lattice: n = 2, r = 3,s = Oorl 
s = 0: true variance = 3 + o?) 
s = 1: true variance = 3 + 307,) 


Variance from randomized block analysis 


2 1 
2 g 2 - 
ab e^ sul 


In this case the overestimation of variance of differences of type s = 1 
is less. 

It appears, as a general rule with the simple lattice design and to a 
less extent with the triple lattice design, that the ordinary randomized 
block analysis is not satisfactory for comparison of treatments occurring 
together within a block. For designs with more than 3 replicates with 
different confounding, the discrepancies will be small. 


23.8 THE EFFICIENCY OF LATTICE DESIGNS RELATIVE 
TO COMPLETE RANDOMIZED BLOCKS 


We saw in the previous sections that the true mean variance of treat- 
ment comparisons, estimated with true weights, was 


2(p — 1) [ no nı * =| 
(p* = 1) E 55 


W+(r—DW’ W+r-aw tow 


whereas the true mean variance with the complete randomized block 


analysis is " 
2 p+ — 1 
i 
iR p" 


which equals 
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le a Not 5 (5 E =)| 


2 p i n „- 
anus afe (—.— m mor) 
re" I) W wW 


The efficiency of the lattice in blocks of p plots relative to complete 
randomized blocks (i.e., blocks of p” plots) is 


n=l — 1 n UI 
6 4 pire ) 
Ww W 


that is, 


no ny Ti n 6400 
— 1 dpi di 
^n twee axo" id 


This quantity has been evaluated for the range of values of W/W' and 
is given in Table 23.10. The designs considered are n-dimensional lat- 


Tasty 23.10 EFFICIENCY or n-DIMENSIONAL LATTICE DESIGNS FOR p" VARIETIES 
with n REPLICATES RELATIVE TO RANDOMIZED COMPLETE Blocks 


w/w 
pi s p” 1 2 3 4 5 6 7 8 9 10 
2 4 100 109 125 143 162 181 200 220 239 259 
2 8 8 100 110 127 146 165 185 205 225 245 200 
2 4 16 100 110 127 146 165 185 205 225 245 206 
2 5 32 100 110 128 147 100 186 206 220 240 206 
m 6 64 100 111 128 147 107 187 208 228 248 200 
* 7 128 100 111 129 148 108 189 200 230 251 271 
2 8 250 100 111 129 149 170 100 211 232 208 274 
2 9 ba 100 111 130 150 170 102 218 à 234 256 227 
2 10 102 100 111 130 150 171 190 214 236 258 280 
8 g 9 100 107 120 135 150 100 182 198 214 231 
3 3 27 100 108 123 139 156 173 101 208 22% 24 
3 4 81 100 ^ 100 194 141 150 177 105 213 232 250 
3 5 2243 100 100 125 14 161 179 108 217 296 2556 
SH) 5 3129 100 110 126 144 102 182 201 220 240 259 
5. 2 25 100 105 114 125 190 148 100 172 184 190 
5 3 125 100 108 117 129 142 155 ies 182 106 — 200 
6 4 625 100 108 118 131 14 158 172 186 200 215 
2 49 100 (104 11 120 120 1898 147 157 167 176 
7 3 343 100 105 113 123 188 148 154 165 176 186 
n 2 121 100 103 108 114 120 127 133 140 147 154 
13 2 169 100 102 107 112 117 12 12 135 14 147 


tices in blocks of p plots with n replicates, (n — 1) of the main effects 
and their interactions being confounded. These designs are in a sense 
balanced. It should be noted that W/W’ will not be comparable from 
line to line in the table. The relation obtained by Fairfield Smith 


474 LATTICE DESIGNS 


(Chapter 11) could be used to give an idea of relative efficiencies for 
the different cases, but this would necessarily be in terms of the parame- 
ter b of that relation. 

This evaluation of the relative efficiency of lattice designs assumes 
that the same size, shape, and orientation of the plots is used in the two 
cases and that the replicates are the same, the difference being merely 
in the allocation of treatments. Such a comparison is not always en- 
tirely justified, because, with a completely randomized design, one 
might use a plot of different relative dimensions. 

It should also be noted that we have expressed the efficiency in terms 
of the true weights W and W’, and not of the estimated weights w and 
w'. It may be suspected that the use of the estimated weights tends to 
overestimate the relative efficiency of an actual experiment. 

The relative efficiency of the design will be lowered considerably by 
allowing some effects or interactions to be confounded in all the repli- 
cates, and this is particularly so if it should happen that W/W’ is large. 
This case is not included in the table. 


23.9 THE COMPARISON OF ?" TREATMENTS IN BLOCKS 
OF ?' PLOTS (s > 1) 


There are no difficulties in extending the methods of the present 
chapter to the case of comparing p" treatments in blocks the size of 
which is a power of p. As an example which is reasonably practical, 
suppose we wish to compare 32 (= 2°) treatments in blocks of 4 (= 2”) 
plots, and denote the pseudofactors by a, b, c, d, e. There are 165 pos- 
sible systems of confounding for the 2° system in blocks of 4. At least 
3 replicates must be used if no effect or interaction is to be confounded 
in all replicates. A set of 3 replicates is the following: 


Replicate Confounding 
I A, B, AB, C, AC, BC, ABC 
II A, D, AD, E, AE, DE, ADE 
II B, D, BD, E, BE, DE, BDE 


, 


The estimate of A is 
gu W'Ar + W’An + An 
2W' + W 
(W' N,. 


) 
=A — — An — 2A 41 
T tag TW) (41 + An n) (41) 


and so on. 
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The structure of the analysis of variance is given in Table 23.11. 


TABLE 23.11 
Expectation of 
Due to df Mean Square 


Replicates 2 
Blocks eliminating treatments 
Effects X confounded in 2 replicates: 
X by (replicates in which confounded versus 
replicates in which unconfounded) 5 c? + 3:46, 
Effects X confounded in 1 replicate: 
X by (replicates in which confounded versus 


replieates in which unconfounded) 11 c? + 3-40, 
Effects X confounded in 2 replicates: 
X by (replicates in which confounded) 5 c? + 4o% 
Treatments 31 
Error intrablock 41 o 
Total 95 


The analysis presents no new difficulties. 

Tf it is the case that n is a multiple of s, say, ks, the experiment may 
be represented as one on k factors each with p* levels. The representa- 
tion based on the Galois field of p* elements, as discussed in Chapter 17, 
may be used, to give directly schemes of confounding in blocks of p* 
plots. These schemes will be a subset of the schemes obtained by con- 
sideration of the ks factors each at p levels. The only virtue of using 
the more complex representation is that from it we may obtain a set 
of schemes of confounding which is balanced in the sense of every effect, 
and interaction (each with p* — 1 degrees of freedom) being confounded 
equally frequently, this set being a subset of all the schemes of confound- 
ing derived from the simpler representation, which uses the Galois field 
of p elements. 

There remains only the question of the relative values of designs using 
varying sizes of block. For example, with 81 treatments, there are 2 
possibilities which are of importance, with blocks of 9 plots and blocks 
of 3 plots. We have seen that, with blocks of 9 plots, multiples of a 
simple lattice, or of a triple lattice, and so on may be used. With blocks 
of 3 plots, it is necessary to use at least 4 replicates. It would be de- 
sirable, for example, to compare 2 multiples of a simple lattice in blocks 
of 9 plots with 4 replicates of the 4-dimensional lattice using blocks of 
3 plots. Such a comparison is rendered difficult because of the fact 
that a relation between W and W’ for the 2 designs is necessary. No 
satisfactory answer has been obtained. 
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23.10 THE NON-PRIME CASE 


We shall deal in this section with the comparison of k” treatments, 
where k is not a prime or a power of a prime. The main difference is 
that the number of possible designs is considerably less, because of the 
non-existence of a k X k completely orthogonalized square. We shall 
find that the analysis and estimates will be the same as in the prime 
case, with k substituted for p, for the designs that exist. 

The model that is used is again the additive one, the yield being made 
up of a constant contribution, treatment effect, block error, and plot 
error, these being uncorrelated as before. 


23.10.1 The Simple Lattice 

Denoting the k? treatments by (7j), i and j running from 1 to k, we 
may place treatments with the same 7 together in a block in the first 
replicate, say, replicate I, and treatments with the same j together in à 
block in the second replicate, say, replicate II. The analysis may be 
derived very simply by utilizing the identity 


TT (u. 7. .) ＋ (rj r. ) 4 (rj — Ti — r4 Tr..) (42) 
1 
where 7;; is the true effect of treatment (ij), 11. 7 Tij, etc. The 
j 


terms on the right-hand side are, in order, a comparison confounded with 
blocks in replicate I, a comparison confounded with blocks in replicate II, 
and a comparison unconfounded in both replicates. If we use the nota- 
tion that (i-)r is the observed mean of treatments with first number 
equal to i, in replicate I and so on, the comparison (71. — 7..) is esti- 
mated by ((i.): — (--)r] with variance proportional to c? + N, and 
by [G-)n — () fil with variance proportional to 92. If we put W — 
1/c?, and W' = 1/(s? + kc?;), the best estimate of (ri. — v..) is then 


WG-1 — C 2i + W'(G-)n — C n 
(W' + W) 


and this equals 
ILG.) — C)+ aa- Cul 
N : 
20k +9) HG) — C: - l.) - (n 
Similarly, the best estimate of (r.; — . ) is 
SUC: — C2 Ln (-) u 


= wW" 
VIP [-ICx — C 2 + Cn - ( nl 
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The comparison (rij — Ti. — T.j + 7..) is unconfounded with blocks in 
both replicates, so that the best estimate of it is 
HUD — (.) 1 — CA + C 2 + [Gu - Gn — ( + (n 
The best estimate of (r.; — r..) is, therefore, identical with that ob- 
tained before, since 
8G): — Cr + C.) n — C Ond + 2002: - Gr + Ca - C nl 
+ AG: — 6 — Cr + C 2r n — Gn CDu + C 2ul 
= AG) + Gu — C — 62 
that is, the observed mean yield of treatment (ij) as a deviation from 
the observed mean, and the correction terms are as before. The vari- 


ance of the estimated difference between 2 treatments occurring to- 
gether in a block is, for example, the variance of the estimate of 


f (r4 — r4) + (rg — 04 — np = y) 
which is 
2 1 k-1 
EE E T — À 
kNW ＋ 2W 
The variance of the estimated difference of 2 treatments that do not 
oceur together in a block is 


2 2 k-2 

= ry + — 

kNW +W 2W 
Combining these 2 variances according to the relative frequencies, we 
find that the average variance of treatment differences is 


2 ( 2 à k= *) 
k+1\W+W W 
The analysis of variance and estimation of the weights are identica’ 
with that given for the prime case. 


23.10.2 The Triple Lattice 

This design is possible for k? treatments where k is any number be- 
cause a k X k Latin square exists for any number k. We may denote a 
treatment by (ijl), i being the row, j the column, and J the letter in the 
Latin square on which the treatments are superimposed. The analysis 
is based on the identity 
Tj — 1. . = (n — Te) (rg 0e) tera Ts.) 

+ (riß Ti Tj 7. 1 2r...) (43) 


If rows, columns, and letters are confounded in replicates I, II, and III, 
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respectively, the comparisons (7;.. — 7...) are confounded in replicate I, 
(TJ. — T...) in replicate II, and (7. 1 — 7...) in replicate IIT, while 
(rit — Ti — T4. — T1 + 2r...) is completely unconfounded. The 
analysis and estimation are clearly the same as for the prime case, k 
being substituted for p, and we shall not go through the details. 
23,10.3 The 3-Dimensional Lattice 
A 3-dimensional lattice for k? treatments in blocks of k plots with 3 

replicates (or a multiple of these 3) exists for any k, because we may 
arrange the treatments on the points of a % X k X k cubic lattice. A 
replicate of k? blocks of k plots is obtained by taking the lines parallel 
to one of the 3 possible directions, and we may, for purposes of nomen- 
clature, suppose that j and k are constant within blocks of replicate I, 
i and k within blocks of replicate II, and i and j within blocks of rep- 
licate IIT. The analysis is simply derived by utilizing the identity 
Cape tee) = Tea Tes) e (r4 — mes) 

Tm — .. 7. Tr. ..) 

+ (reek — T.. .) ＋ (Tik Tee — T.. T. ..) 

+ (% i. — run.) 

+ (in Tu. — Ten . te f r. . Toy T.. .) (44) 
The main effect terms, 2-factor interaction terms, and 3-factor interac- 
tion terms are confounded in 2, 1, and 0 of the replicates, respectively. 
Estimates of the differences of the rij may be obtained by computing 


» $ Uis i ; : 

Tiit = Tijk ET 2G): — (i) — G- 2nd 
d [63:225 2(2 9m — CJ-)md 
[CHE = CHE + 207 Hu 

Lind " * ^: , ; 
307 T 20 (ir + (5) n — 20%) u G. ) C. 11 

T 20. .) (J.) (J.) + 27.) + Cr ( n 
207 Jm] + L- — 20. + (i-k) — G-) 7 
+ 201. ) 11 > U ) im CE) + 20% — ( + Cr 
= 205 Ou ＋ (Cr + [72(3k)r + ( + (I 
T 2042 — (J.) u — (J.) f + 201 — ( — (II 
— 20 F Cn + ( „ ml) (45) 


where 77x is the observed mean of treatment (ijk). 
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This expression may be simplified somewhat by putting 


ER D - 
3028, + W) £= 30v + 2W) 


and collecting terms, thus: 
Fie = Tije + A — ) HG: .) 1 — G.:) — G. -im! 
t [7 Cj2r + 2C3)n — (mi 
t [7 C) — CE) + 2C Hum! 
efl- Gi: — Gn + 20j-)ml 
+ [7 G-1)r + 2G- E) — GE) 
+ 207) f — Cil)u = (nt (46) 


The same formulas as for the prime ease may easily be shown to hold 
for the variance of treatment differences. There follows a worked 


example. 


23.10.4 A Worked Example 
The yields for the 3-dimensional lattice for 27 treatments are given in 
Table 23.12. 


Tasty 23.12 YIELDS or 3-DiwENsIONAL LATTICE EXPERIMENT 


Replicate I Replicate IT Replicate II 

13.9 (212) 12.1 (112) 13.1 (312) 9.2 (131) 11.1 (111) 9.6 (121) 10.3 (133) 8.1 (131) 11,1 (132) 
8.7 (213) 11.2 (313) 14.4 (113) 12.3 (221) 10.8 (211) 11.1 (231) 11.2 (113) 10.4 (112) 10.0 (111) 
10.4(333) 10.5 (113) 9.7 (233) 8.1(233) 11.3 (223) 10.4 (213) 10,3 (331) 10.8 (333) 10.8 (332) 
11.1 (311) 13.0 (211) 9.2 (111) 8.8 (322) 10.7 (332) 9.3 (312) 9.2(232) 10.9 (231) 11.4 (233) 
12.0 (232) 19.4 (132) 12.4 (332) 4.2 (132) 11.3 (122) 10.9 (112) 7.9 (223) 8.6 (222) 10,0 (221) 
11.1 (131) 10.0 (281) 8.5 (331) 9.4 (212) 6.1(232) 8.3 (222) 11.6 (121) 9.9 (122) 10.6 (123) 
10.4 (222) 8.5 (122) 6.4 (113) 9.2 (123) 6.9 (133) 8.2 (311) 10.5 (313) 9.9 (812) 
) 8.8 (323) 6.5 (223) 5.5 (313) 6.9 6333) 4.5 (323) 9.4 (212) 8.0 213) 10.7 (211) 

10.9 (121) 7.4 (221) 5.9 (321) 3.0 610 4.8 (331) 6.1 321) 8.4 6323) 7.7 (822) 


The computations are based on equations 45 and 46 and set out in 
order, each item being easily identified. The only difference between 
the formulas and the computed values is that totals rather than means 
are obtained. Thus the first three tables in each of the columns are 
2-way tables, obtained by summing on the treatment digit omitted. 
The labeling of replicates is very important, as it provides the basis for 
combining the 2-way tables of sums (Table 23.13). 
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TABLE 23.13 COMPUTATIONS FOR 3-DIMENSIONAL LATTICE 
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2 III-I-II 


16.6 


18.9 


6.3 —2.3 


—3.2 


—9.9 
—10.0 


—41.3 
—39.3 


—103.9 


18.6 —15.9  —6.8 
—26.3 
—61.7 


—20.4 
—40.1 


2 
3 


4.2 


4.7 


—7.2 


6.0 
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2 


7.4 


47.1 
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99.8 


4.1 


13.8 
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R 
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FFL 
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TABLE 23.14 ANALYSIS OF VARIANCE 


Due to 
Replicates 
Blocks 

Component 
Component 
Component 


"Total for blocks 


"Treatments 
Error 


Total 


From the mean squares, we compute 


and, hence, 


and 


w 


* 


* 4 


Sum of 

df Squares 

2 85.48 

a 6 34.94 

b 6 65.47 

c 12 75.45 

24 175.86 

26 115.45 

28 107.63 

80 484.42 

= 0.260, w' = 0. 

= 0.104, w= 0. 
= 0.025 


Mean 
Square 
7.328 
3.844 
110 
079 


To compute the adjustments we note that equation 46 is in terms of 
means, but it is simpler to adjust the observed treatment total. Since 
we have computed totals, for example, of [2(7* .) 1 — (.) — f 
and not means, the multiplier of the total is (à — 4 /e, and this gives 


the correction to the treatment mean. 


The co 


rrection to the total is 


therefore obtained by multiplying the total [2(7: -) — (i*-)m — (-)ml, 


for example, by 3(\ — 40/ K. 


Similarly, to obtain the A correction, 


we multiply the computed 2-way interaction tables by 3u/k. Now 
3(\ — u)/k? = (3 X 0.025)/9 = 0.008, and 3u/k = (3 X 0.079)/3 = 
0.079, so that these are the multipliers for the corresponding tables. 
In this way we obtain the adjustments (Table 23.15). 


TABLE 23.15 TABLE or ADJUSTMENTS TO OBSERVED TREATMENT TOTALS 


eee 


i 


k 


i 


1 2 3 i 1 2 3 k H 2 3 
+0.07 —0.50 +0.18 1 —1.01 —1.40 —1.31 1 40.09 —0.50 +2.26 
+0.79 +0.25 —0.47 2 —0.47 —0.33 +0.36 2 +1.47 +1.26 +0.54 
—0.32 +0.47 —0.80 3 —0.38 —2.80 —0.54 3 +1.61 —0.58 +2.08 

1 1 +0.30 j 1 -0.83 k 1 +0.01 
2 +0.07 2 —0.01 2 —0.14 
3 +0.43 3 —0.49 3 +0.16 


A WORKED EXAMPLE 483 


There are 6 correction terms for each total, those for (123), for ex- 
ample, being —0.50 + 0.36 + 1.61 + 0.30 — 0.01 + 0.16. 
We may combine the 7, J, k adjustments with the 2-way tables (Table 
23.16). 
TABLE 23.16 COMBINED Tant, or ADJUSTMENTS 
j k i 
95 2 3 J a 2 3 1 1 2 3 
+0.37 —0.20 +0.48 1 -1.4 —1.82 —1.64 1 +0.10 —0.49 —2.27 
+0.86 +0.32 —0,40 2 —0.38 —0.34 +0.35 2 +1.33 +1.12 +0.40 
40.11 +0.90 -0.87 3 —0.87 —3.29 -1.03 3 +1.77 —0.42 42.24 


cuc 


The adjustment for treatment (123) is now —0.20 + 0.35 + 1.77, for 


example. 
Taste 23.17. Treatment Tora 


111 30.3 29.43 211 34.5 33.53 311 22.8 23.34 
112 33.4 33.28 212 32.7 32.86 312 32.3 30.99 
113 32.0 32.50 213 27.1 25.90 313 27.2 27.01 
121 32.1 31.62 221 29.7 209.15 321 23.8 26.59 
122 29.7 30.49 222 27.3 28.40 322 7.0 27.00 
123 28.2 30.12 223 35.7 25.95 323 21.7 25.19 
131 28.4 28.11 231 32.0 30.24 331 23.6 24.63 
132 34.7 33.22 232 27.3 24.73 332 33.9 30.64 
133 27.7 28.92 233 29.2 27.85 333 28.1 28.94 


| 


Total 781.9 — 781.09 
Variance of differences of treatment means: 


The treatments having 2 digits in common 


50 : i : + : ) 3.013 
9N0480 0.630 0780) ` 
The treatments having one digit in common 


20028 des gig) -e 
90480 0,630 0.780) ` 


The treatments having no digits in common 


a re 
9\0480 0.630 0780 


Average variance of treatment differences 


: 6 4 4 
" Cm qu ap =) = 3 (20,902) = 3.216 
20 (0480 0.630 0.780/ 26 
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FURTHER NOTES 


In this and previous chapters, we have used the rule that, if w/w’ is found to be 
less than unity in a particular experiment, the value of unity should be used. This 
is not strictly correct on the basis of the finite model, but we have conformed to the 
literature in the matter. The use of unity in such instances can possibly be justified 
on the basis of the effects of errors in the estimation of the weights. Under infinite 
model theory, of course, W’ cannot be greater than W. 


CHAPTER 24 


Lattice Designs 


with Two Restrictions 


In Chapter 22 we described briefly designs for K? treatments, in which 
the randomization of the treatments was restricted in 2 ways, that the 
rows of the experimental material should contain specified groups of 
the treatments and also that the columns should contain specified 
groups. By rows and columns we mean the 2 orthogonal ways in which 
the experimental units are grouped, and, in a field experiment, they will 
correspond to rows and columns of plots in k X squares. The purpose 
of the present chapter is to give a detailed discussion of such designs. 


24.1 THE COMPLETELY BALANCED LATTICE SQUARE 


We first consider the case when k is a prime, say, p. Then the (p? — 1) 
treatment degrees of freedom may be partitioned into (p + 1) sets of 
(p — 1) degrees of freedom, denoted by A, B, AB, AB?, «++, AB?^!, 
where a and b are two p-level factors used to designate the treatments. 
Clearly in any one square we may confound any one of these sets of 
(p — 1) degrees of freedom with rows, and any one with columns. If 
each of these sets of (p — 1) degrees of freedom is confounded with the 
rows of one replicate and with the columns of one replicate, the set of 
(p + 1) replicates is known as à completely balanced lattice square. 
The (p + 1) replicates form a balanced design, in that every treatment 
occurs with every other in one row and also in one column. For ex- 
ample, with p — 5, we may have the following 3 replicates, and another 
3 replicates obtained by interehanging rows and columns: 


With rows: A AB AB 
Confounded 
With columns: B AB* AB* 


00 01 02 03 04 00 41 32 23 14 00 21 42 13 34 
10 11 12 13 14 24 10 01 42 33 44 10 31 02 23 
20 21 22 28 24 43 34 20 11 02 33 04 20 41 12 
30 31 32 33 34 12 03 44 30 21 22 43 14 30 01 
40 41 42 43 44 31 22 13 04 40 11 32 03 24 40 
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The reader should verify the balanced property mentioned above. 
Formally there are several such designs, for we could use the following 
confounding, for example: 


Replicate 
I II III IV V VI 
Confound with rows A AB AB' AB' AB B 
Confound with columns AB B ABE ARTTA AB? 


This second design is, however, of equal value with the first under the 
additive model, and the one can be obtained from the other by a per- 
mutation of the allocation of treatments to the symbols (ij). 

The model which is assumed with such designs is 


Vk = M + Tij + re + p d- Y + eijk (1) 


where 7, ) are the levels of the factors, k is the replicate number, m is a 
constant contribution, 7,; is the contribution of treatment (ij), r; is the 
effect, of the kth replicate, p is an error common to the plots of a row in 
the replicate, y is an error common to the plots of a column in the rep- 
licate, and e is an error individual to the plot. It is assumed that the 
p’s, 7’s, and e's are uncorrelated and distributed around zero with vari- 
ances c?,, oe, and c?, respectively. 

This model may be reparametrized by the use of the symbols A, B, 
AB, , AB?^, with superscripts running from 0 to p — 1, as in all 
our discussions of prime-power factorial systems. The estimation of the 
new parameters is very simple, and we shall use the second design above 
for purposes of discussion. The effect A is confounded with rows in 
replicate I and with columns in replicate V and is unconfounded with 
rows or columns in the other replicates. When an effect is confounded 
with rows in a replicate, a comparison of the levels of the factor, say, 
A; — Aj, is estimated in that replicate by the same comparison of the 
row means, and has an error containing the difference of 2 p’s plus 14 of 
(the sum of 5 e’s minus the sum of 5 e’s), and, therefore, has a variance 
of 28 (% + 5e?,). Similarly, when confounded in a replicate with col- 
umns, the estimate from that replicate will be the same function of the 
column means, and will have a variance of 2£(c? + 502,). When un- 
confounded in a replicate, that replicate will give an estimate with a 
variance of 25. If then Ay, Ayr, . ., Ayr denotes the estimates of a 
particular comparison of the levels of the factor a in each of the 6 repli- 
cates, and if we know o°, , and o”,, the best linear unbiased estimate 
of the comparison of the true yields from the whole experiment is 
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I W. AI + W.Av + W(An + Am + Arv + Avi) 


(2) 
shore W,+W.+4W 
wW, = 1 
DRE + 507, 
Wis 1 
„ F (22) 
and 
We | 
52 


If we denote the total for the comparison over all replicates by A7, this 
may be written 
QU mi (. — W) 


A 641 —A 
o uw woran 
We- W) 


+ SUV, + W. T A (6Av — Ar) (3) 


Similarly, for the best estimate of any B comparison, we have 


Br (N. W) 
p= BaB 
6 "60V. T W, 4- AW) (bein 
(We— W) 


ie ELEM 
6(W, + W: + 4W) 


(6Bn — Br) (4) 


and so on. Combining the estimates of the effects and interactions, we 
find that the estimates of the treatment yields measured about the ob- 
served mean are very simply obtained by calculating a correction for 
each row and each column of the 6 squares, and adding to the observed 
mean the particular corrections for the rows and columns in which the 
constituent yields of the observed mean lie. The correction for any 


plots of a particular row is equal to 
6 X sum of row — sum of total yields for the 
(W. — W) ; bs 
whole experiment of the treatments occurring in 


30(W, + We + 4W) N that row 


and for a column is equal to 


(W.-W) 6 X sum of column — sum of total yields for 
___\We 77 "I _|{ the whole experiment of the treatments occur- 
30(W, + We + 4W) ring in that column 
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In the case of a completely balanced k X k lattice square, k of course 
being a prime or a power of a prime, the corrections to be applied are: 
For a particular row, 


(u. — W) (k + 1) X sum of row — sum 
—ͤ — — u o total yields of treatments (5) 
k(k + II., + We + (k — 1)W] | in the row 


and, for a particular column, 

W.-W’ (k + 1) X sum of column — 
eee I sum of total yields of treat-| (6) 
k(k + DW, + We + ( — )W] | ments in the column 


The above are corrections to be applied to the mean of the observed 
yields of the particular treatment. The corrections to the total of the 
observed yields of a treatment are obtained by multiplying them by 
(k + 1). 


If we put 
(QW — W,) E 
KW, + if. T = I 
and (7) 
(W Ve) 


MW. F T ( Ww A 


the total correction to the total of the observed yields is equal to 
Mk (observed total) + (sum of all yields) 
— (k + 1)(sum of all rows containing the treatments)] 
+ u[k (observed total) + (sum of all yields) 
— (k + 1)(sum of all columns containing the treatment) (8) 


because every other treatment occurs in a row once with a particular 
treatment. 
The analysis of variance may be calculated by noting that the quan- 
tities 
Ry = (k + 1) X sum of row — sum of total yields of treatments occur- 
ring in the row 


do not contain any treatment effects, but contain row errors and also 
column errors from the replicate in which the treatments in that row 
occupy a column, and the sum of squares within replicates has an ex- 
pectation involving o°, a°», and c?,. The quantities 
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Ra = (k — 1) X sum of row - sum of total yields of treatments occur- 
ring in the row over replicates in which this set of treatments 
does not lie entirely in one row or one column 


contain no treatment effects or column errors, and the sum of squares 
over all rows within replicates of this quantity has an expectation in- 
volving c? and ,, Similar considerations hold for the columns, in that 
the quantities 


C, = (k + 1) X sum of column — sum of total yields of treatments oc- 
curring in that column 


involve plot, row, and column errors, whereas the quantities 


C,, = (k — 1) X sum of column — sum of total yields of treatments oc- 
curring in that column over replicates in which the set of treat- 
ments in the column do not lie entirely in one row or in one 
column 


involve plot and column errors. Furthermore, the quantities are com- 
parisons such that any A, and Cy, are orthogonal as regards plot errors, 
and Re, and C, are orthogonal as regards plot errors. The sum of squares 
of deviations of the quantities R; within replicates gives the sum of 
squares for rows eliminating treatments, and of Ren the sum of squares 
for rows eliminating columns and treatments, and likewise for the quan- 
tities C, and Cre 

We have, therefore, the two versions of the analysis of variance given 
in Table 24.1. 


Taney 24.1 STRUCTURE OF ANALYSIS OF VARIANCE FOR COMPLETELY BALANCED 
LATTICE SqUARE 


Due to df Due to 
Squares k Squares 
Rows eliminating treatments * —1 Rows eliminating columns and 
treatments 

Columns eliminating row and Columns eliminating treat- 
treatments * —1 menta 

Treatments ignoring rows and Treatments ignoring rows and 
columns * —1 columns 

Error (within row and column) (k = Jk — 1) Error (within row and column) 

(k ＋ 0 -1 


These two forms of the analysis of variance may be obtained directly 
from general linear hypothesis theory regarding the row and column 
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errors as fixed constants. They are, however, simply represented by 
the use of the factorial notation, in which we exhibit clearly the orthog- 
onality of the sums of squares. For the case of the design we are dis- 
cussing, namely: 

Square 


Dus TIE et V. ^V VI 


Confounded with rows A AB AB! AB AB! B 
Confounded with columns AB B AB! AB’? A AB? 


the left-hand analysis of variance may be written as in Table 24.2, 


TABLE 24.2 

df 

Squares 5 

Rows eliminating treatments 
A [ Ivrest] 
B [VI v rest] 
AB [ II v rest] 
AB? [III v rest] 
AB! | V v rest] 
AB* [IV v rest] 


Columns eliminating rows and treatments 
A [Vv II, III, IV, VI) 
B [Iv I, III, IV, V] 
AB Io III, IV, V, vi 
AB'[VIv I, II, IV, V] 
AB'[IVv I, IL III, VI] 
AB‘ [Iv I, IL V,VI] 


Aaaa 


Treatments: (A, B, AB, A, AB, AB!) 24 


Error 
A X II, HI, IV, VI 12 
B X I, III, Iv, V 12 
ete, +} 72 


Total 149 


The right-hand analysis of variance is given in Table 24.3. 
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Tapie 24.3 


df 
Squares 5 as in other analysis 


Rows eliminating columns and treatments 
4 IAN 
B [VIv I, III, IV, VI 
AB II III, IV, V, VI 
AB'[HIv I, II, IV, VI 
AB*'[Vv 1, II, HI, VII 
AB'[IVv 1, II, V, VI] 


Columns eliminating treatments 
A [Vvrest] 
B [IL v rest] 
AB | Iv rest] 
AB? [VI v rest] 
AB? [IV v rest] 
AB* [IL v rest] 


——ñ— — 


—— de e 


Treatments n» in other analysis 
Error 72 


"Total 149 


A quantity such as A[V v rest] is to be interpreted as the interaction 
of the A effect with replicate V and replicates I, II, HI, IV, and VI 
lumped together; a quantity A[Lv IT, IIT, IV, VI] as the interaction of the 
A effect with replicate I and replicates IT, III, IV, and VI lumped together. 

The necessary quantities are simply tabulated, given the experimental 
yields arranged according to the field plan. The steps in the computa- 
tional procedure are: 


1. Compute the row and column totals for each square and place at 
corresponding margins. . 

2. Compute the totals for each treatment over the whole experiment. 

3. Form at each row margin (k + 1) X row total — total of all treat- 
ments occurring in the row: call these Ry. ; 

4. Also form at row margin: k X row total + total of eolumn with 
same treatments in another square — total of all treatments occurring 
in the row: call these Rer- 

5. Obtain likewise for columns the quantities C. 

6. Obtain likewise for columns the quantities Cre 

7. Obtain sum of squares for rows eliminating treatments as the 
sum of squares within squares (le., replicates) of the quantities R; with 
a divisor of k?(k + 1). 
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8. Obtain the sum of squares for columns eliminating rows and col- 
umns, as the sum of squares within squares of the quantities C,,, with 
a divisor of k*(k — 1). 

9. Obtain likewise the sum of squares for columns eliminating treat- 
ments from the C,. 

10. Obtain the sum of squares for rows eliminating columns and 
treatments from the Rer i 
11. Obtain the sum of squares for squares and treatments and error 
in the usual way, these being the same for both analyses of variance. 


The computational procedure given by Yates,' and also described with 


n worked example by Cochran and Cox, is somewhat simpler computa- 
tionally but does not exhibit clearly the structure of the analysis. 


241.1 The Estimation of the Weights 
In the present case we must find 3 weights: 


1 1 1 
Woar Waa . 
dues. et d- bt. e? + ko’, 
‘The expectation of the within-row-and-column error mean square E, say, 


is e^, so that W is estimated by 1/E. The expectation of the sum of 
squares for rows eliminating columns and treatments R, say, is found 


in the usual way to be equal to (AD ket, as may be noted 


by using the formula of the previous chapter and regarding rows as 
blocks (ignoring the square in which an effect is confounded with 
columns). Similarly, the expectation of the mean square for columns 


and . = 


eliminating rows and treatments, €, say, is equal to o + (= ). 
As estimates for W, and W,, we may then use 
bua 
9 
and W 
1 
“= 
so that K 
de (R — EkC — E) 
7 (k — 1)(RC — E) (10) 
(C - £i — E) 


^ 7 (k ORC — Ef 


THE VARIANCE OF- TREATMENT COMPARISONS LU 


24.1.2 The Variance of Treatment Comparisons 


The variance of a treatment comparison may be obtained by express- 
ing the comparison in terms of the symbols A, B, AB, ete. Because 
cach effect and interaction is equally confounded, namely, once with 
rows and once with columns, the variance of any effect or interaction 
comparison, of the form Ay — Ay or AB, — AB, ete., is 


2 1 
1 
and the variance of any treatment difference is, therefore, 
2 
W. + W. (k-0W 
and this is also the average variance of treatment comparisons, This 
variance is estimated by (; x ;) (1 + BA + ky). 


The completely balanced lattice square may be analyzed as a design 
with (k + 1) randomized blocks of k? plota, for the following relations 
hold: 


1. The expectation of the mean square for rows eliminating columns 
and uvatmente ne? (Ti) 


2. The expectation of the randomized block analysis error mean 
square, that is, of the mean square obtained by pooling the mums of 
squares for rows eliminating columns and treatments, for columns elimi- 
nating treatments, and for error (within row and column), is 


k k 
+(e 
3. The expectation of the mean square for treatments ignoring rows 
and columns where the ry’s are true treatment yields i 


Hen tan Bev 


The reader should have little difficulty verifying these statements, by 
examining the constituents of the analysis of variance in factorial form. 
It will also be seen that the error sum of squares is homogeneous. The 
whole experiment may then be analyzed as one in complete randomised 
blocks. 


an) 
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The efficiency of the lattice square design to the complete randomized 
block design is then 


k 
z (+ 02 + 2 


k+1 * ＋ 1 * ＋ 1 


2 
( 1 1 — 
JEG Aa c? 
1 = 1 


(k + 1)? ws We 


This may be evaluated, of course, in several ways, i.e., by estimating W, 
, and W, and inserting the estimated values, or by comparing the 
mean variance of treatment differences for the lattice with the mean 
variance of treatments actually obtained in a randomized block analy- 
sis. The methods will not give identical results because of the use of the 
two forms of the analysis of variance to obtain estimates of the weights. 


or 


) 10 — 1) N ＋ W. ＋ We]! (12) 


24.1.3 The Effects of Inaccuracies in the Weights 

To estimate the effect of inaccuracies in the weights, it is necessary to 
assume normality of all the errors. 

An examination of the loss in information in the case of the completely 
balanced lattice square is, however, rendered difficult by the fact that 
there are 2 weights, W,, We, and W, and that the estimates we have 
used for 92, (c? + Or 2%, and (e? + pe 2%) are not independent. The de- 
pendence between 62 and (c? t po is say, is easily obtained, but the 
dependence between these and (s? + po.) is very complicated. We 
rely, therefore, on an investigation made for the case of the partially 
balanced lattice square described below. This case is easy, since, from 
Cochran’s theorem, the partition into the analysis of variance shows the 
statistical independence of the mean squares under the normality as- 
sumptions. It was shown by Yates! that the loss of information is 
negligible compared with the gains in efficiency obtained by the use of 
the lattice square design and analysis. 


24.2 THE DESIGN AND ANALYSIS OF OTHER LATTICE 
SQUARES 


There is no difficulty in extending the above method of design and 
analysis to a lattice square design that is not balanced: that is, one in 
which each effect and interaction is not confounded equally frequently 
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with rows and columns. It is possible to have all possibilities from a set 
of 2 squares only to a completely balanced set of k + 1, when k is a 
prime or à power of a prime. 

As an example, we will discuss the use of only 2 squares. Such an un- 
balanced lattice square design could well be of value for the comparison 
of 49 treatments, though the sensitivity (cf. Chapter 12) of such an ex- 
periment would be rather low. We would plan the experiment so that 
no effect or interaction is confounded with rows in one replicate and 
also with columns in another replicate, for reasons that are fairly obvious 
(cf. equation 40 of Chapter 23). Suppose then that we confound effects 
and interactions in the 2 squares as follows: 


Square 

T IT 
Confound with rows A AB 
Confound with columns B AB 


For the case of k equal to a prime the design may be written out very 
easily, and for the case of k equal to a power of a prime one may take 
any 4 languages of the completely orthogonalized X k Latin square. 
'The adjustments to a treatment total consist of one for each row and 
column in which the treatment lies: 


For each row, the adjustment is 


W — W,) 
= Eu aki Ret (13) 
k(W + V.) 
and, for each column, the adjustment is 
W —W. 
— ME Crt (14) 
k(W + We) 
where 
Ra = 2 X sum of row — sum of total yields of the treatments in the 
row (15) 
and 
C,, = 2 X sum of column — sum of total yields of the treatments in 
the column (16) 


It should be noted that, in this design, an effect or interaction con- 
founded with rows (or columns) in one square is completely uncon- 
founded in the other square. (This is the reason why we use subscripts 
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of c and ¢ and of r and t, respectively.) As a result, only one form of the 
analysis of variance is necessary: namely, that given in Table 24.4. 
‘The sum of squares for rows eliminating treatments is the sum of squares 
within squares of the quantities Re, divided by 2k, and for columns 
eliminating treatments is the sum of squares within replicates of the 
Cy, divided by 2k. 


Tame 24.4. Srnocrumx or ANALYSIS Or VARIANCE ror Desion ix Text 


Expectation of 
Due to df Mean Square 
Squares 1 
Rows eliminating treatments 2i — 1) eh! + det, 
Columns eliminating treatments 2 — 1) o? + det, 
Treatments. * —1 


Error (within rows and columns) (k — 3-1 Cd 
Total 2?! -1 


"The factor of 14 in the expectation of mean squares arises because 
each effect or interaction confounded with rows (or columns) is uncon- 


The variance of the estimated difference of 2 treatments depends on 
their relative positions in the experiment, and the various values are: 


In a row together: 

2 1 2 k-3 

HUE E ru AM m) 
In a column together: 

2 2 1 k-3 

d EXAM want 2 an 
Not together in a row or column: 

2 2 2 k-4 

d LES AM ES Ai m) 
and the average variance of all estimated differences is equal to 

2 2 2 k- 

orn wen ZI 7M w) an 


As a more complicated case, suppose we have 3 replicates with the 
following confounding (such a case might arise, for instance, if several 


THE DESIGN AND ANALYSIS OF OTHER LATTICE SQUARES 407 


replicates were removed by some experimental hazard from a com» 
pletely balanced design): 


Square 
TII T 
Confound with rows A AB * 


Confound with eolumns B am Am 


The adjustments to a treatment total will consist of an adjustment for 
each row and column containing the treatment: 


For any row, the treatments of which do not occur entirely in a column 
of another replicate, the adjustment is 

i= (> Wo 

k(W + Wy) 


For any row, the treatments of which occur in a column of another 
replicate, the adjustment is 


Ry (19) 


(W = W,) 
Sel 20) 
E 2 s 

For any column, the treatment of which do not occur entirely in a row 


of another replicate, the adjustment ia 
(W .) 
"iw w^ an 
For any column, the treatments of which occur entirely in a row of 
another replicate, the adjustment is 
(W = wo 
- Cc, (2) 
dar r . T 
where 
R, = 3 X row total — the sum of the total yields of the treatments in 
the row (m 
C, = 3 X column total — the sum of the total yields of the treatments 
in the column a) 


In some cases the quantity A, will contain colums effecta, namely, when 
its divisor involves We and, similarly, some of the C. will contain row 
effecta, when the divisor contains W, For the design we are discussing, 
the 2 forms of the analysis of variance will be necessary ss in Table 24.1. 
The details of this analysis are quite mechanical in the light of the for- 
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mulation we use. Finally, for the variances of treatment differences, 
we have the following expressions: 


For 2 treatments occuring together both in a row and a column: 


«( 2 ^s 2 . 
k\2W --W, 2 ＋ W. 3W 


For 2 treatments occurring together in a row only: 
2 1 1 2 k—4 
122000 w) 
For 2 treatments occurring together in a column only: 
(ee tae tet) 0 
k\W+W,+W. 2W+W, 2W+W. 3W 
and for 2 treatments not occurring together in a row or a column: 
2 ( 1 2 2 * — 5 
k 277 ow) 
"The mean variance of all treatment differences is 


2 ( 1 us 2 Ý 2 m) 
EX1WCW.-W,. WEW, 2WaW. 3W/) 


The validity of analyzing a lattice square experiment. as an experi- 
ment in complete randomized blocks may be examined as in previous 
cases, If an effect (or interaction) with (k — 1) degrees of freedom is 
confounded with rows in n, replicates and with columns in n, replicates 
and is unconfounded in n, replicates, it is found that the expectation of 
the mean square for the interaction of that effect, with all replicates, 
which is based on (r — 1)(k — 1) degrees of freedom, r being the total 
number of replicates, is 


e + hot, + ke 


which is equal to the expectation of the mean square for the effect or 
interaction apart from a term involving the true effect. (In a sense, 
this is a trivially obvious property of the designs we are discussing.) 
‘Thus, we have the same situation as in the designs with one restriction: 
that the expectation of the treatment sum of squares is equal to the ex- 
pectation of the error sum of squares if the treatments have no effects. 
Unless, however, the design is completely balanced, i.e., n, equal to n; 
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and constant for all effects and interactions, the error mean square is 
not homogeneous under the assumed model, The lack of homogeneity 
need cause no concern in the testing of the hypothesis that treatments 
have no effect, and probably also may be ignored in the testing of com- 
parisons of 2 unadjusted treatment means. 

It is possible to obtain what is known as a semibalanced lattice square 
design for k? treatments, if k is a prime or a power of a prime which is 
odd. In this design, each effect or interaction is confounded in one only 
of the (k -+ 1)/2 replicates or squares, In that case, the mean variance 
of treatment comparisons is 


2 kl ^ kl 
- k-1 20 
Praes 2r] sie Cn] 7 


If 2 treatments occur together in a row, the variance of their esti- 
mated difference is 


k-1 kl 


— — + ——————— 
k-1 E — ‘) | 
Gmie la —)W 

a[w.+( 2 )| a [v TATS 

and, if they occur together in a column, the variance of their estimated 

difference is 


2 
k 


des 6s] Te 62] 


‘The analysis is similar to the previous cases discussed, especially the 
first unbalanced design above. a ) 

The comparison of particular lattice square designs with complete 
randomized blocks may be performed by the usual method of compar- 
ing the mean variance of treatment differences by the lattice square 
analysis and by the randomized block analysis. 


2 
k (27) 


243 THE NON-PRIME CASE 
Suppose we have 4? treatments where k is not a prime or a power of a 
prime, Then we may, as in the case of triple lattice arrangements de- 
scribed in the previous chapter, arrange the 4? treatments in a K X K 
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Latin square, and, in some cases (e.g., k = 12), we may be able to super- 
impose Greek letters to give a Graeco-Latin square. This square gives, 
as the case may be, 3, 4 (or, if letters of further alphabets can be super- 
imposed retaining the Latin square property, more) orthogonal classifi- 
cations into k groups of k treatments. Suppose these groupings are de- 
noted by o, B, y, à. Then we may make up a square design as follows: 


Square 
I II III IV 
Confound with rows a B y 6 
Confound with columns B y 5 a 


Such a design exists for k equal to 12. For some values of , for example, 
k equal to 6 and equal to 10, only 3 orthogonal classifications can be 
obtained, say, «a (= rows of square), 8 (= columns of square), and y 
(= letters of square), and, in these cases, we may use multiples of a 
basic set of 3 replicates: 


Square 
I II II 
Confound with rows & B y 
Confound with columns BE e 


We can, of course, use any number of replicates providing each of the 
3 types of confounding are represented, though, in general, it will be 
better to use the 3 replicates with equal frequencies. 

"The analysis of this design is very similar to the analysis of the triple 
lattice. The true treatment yield is denoted by rex, 1 denoting the a 
group, j the 8 group, and k the y group in which it lies, We use the 
identity 


Tijk = Td (f.. — 0T.) ＋ (rj re) Qr r.n.) 
+ Guy = Tee T4. = Tia ＋ 27. 


The component (rj.. — 7...) is confounded with rows in square I and 
with columns in square IIT, so that, with 


1 1 1 
Pas , re =— 
pm m Te ke?, 28 a m [zy and W E 


the best estimate of (Fr.. — 7...) is 
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WI.) = G+ WIG) Cn + Weli) = (-u 


: V. F. T f (28) 
120 IONS (Wes W,) . 
(607 7% 300 Y. +W) Adi.) — (+h 


HG. — (9m = 6e) — C*9In] 


"a (wW Fe We) " ? 
SV. We W) (Ali.) — Gem - Li) n 
= [i)e (29) 


where [(..) — Cn (G+) — (h, ete., are the observed means 
on a per plot basis of (r;«« — r.«.) for the 3 replicates, for replicate I, 
cte. Similar arguments apply to the other components. 

The adjusted yield as a total of 3 plots may be obtained by adding 
to the unadjusted treatment total a correction for each row and for 
each column of each square. If we put 

(W — W,) (W - W.) 
-————— Rd. . 
k(W, + We + W) k(W, + We + W) 


the correction for each of the plots of a row is —Mt, 
and for each plot of a column is — 4C, (31) 


* (30) 


where 
R, = 3 X row total — the sum of the total yields of the treatments oc- 
curring in the row (32) 
and 
C, = 3 X column total — the sum of the total yields of the treatments 
occurring in the column (33) 
"The analysis of variance has the structure given in Table 24.5. 


Tanin 24.5 STRUCTURE oy ANALYSES OF Va FOR UxnatANCED LATTICE 
Square 


Due to df Due to 
Squares 2 Squares 
Rows eliminating columns 3k — 1) Rows eliminating columns and 
treatments 
Columns eliminating rows and Columns eliminating treat- 
treatments Bk — 1) ments 
Treatments 2 —1 Treatments 


Error (within row and column) 2k — D — 2) Error (within row and column) 


Total * — 1 Total 
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The sums of squares are obtained in the same way as for the balanced 
case described above, it being necessary to form quantities N., and C,, 
defined analogously, the divisors being 4k for rows eliminating columns 
and treatments or for columns eliminating rows and treatments, and 
6k for rows eliminating treatments or columns eliminating treatments. 
The expectation of the mean square, R, say, for rows eliminating columns 
and treatments is (c? + es,), and, for columns eliminating rows and 
treatments, C, say, is (o? + Los,). As estimates for the weights, 
then, we may use w = 1/E, E being the error mean square, w, = 
1/(2R — E) and w, = 1/(2C — E). 

The mean variance of treatment comparisons may be obtained by 
noting the following variances: 

var (fi. — fi...) = var(f.j. — $5.) = var (F 1 — 8.4) 
2 


MICA r "b 


and 
var ( — f. — % — fa 2$.) 
= (fope = feo = f.p- — f ＋ 2.) 
-A - 5: i pé ij , kek 
2 imt jj, kék 
= amy V = 23); | 
It follows, by simple substitution, that 


var (Pi = Jfepv) 
2 2 k- PERDE iia 
"cert m) sn tl agate 
2 3 Pos EC Fat Pu n ie 
xt) tA jes kek (30) 
In the comparisons of a particular treatment with all the others, there 
will be 3k — 1) of the upper type and (k — 1)(k — 2) of the lower 
type, so that the mean variance of treatment comparisons is 
2 3 k- 
dvor ar) e 


a result identical with the prime case. 


ipd j=j kek (35) 
ip „, 


| =i jj, kak 
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244 DESIGNS WITH 2-RESTRICTIONS WHICH ARE NOT 
SQUARE 


The notion of double confounding, which was present in Chapter 15, 
may be used to develop a group of designs for p* treatment, p being 
a prime or a power of a prime, the replicate having a rectangular pat- 
tern of the form p” plots by p* plots, where r + 4 = n. There ate ob» 
viously many cases, and it is possible and only worth while to give one 
example. No aspect of the design or analysis will be unfamiliar in the 
light of the material of the present and previous chapters. 

Suppose then that we have 32 treatments and wish to use a design 
with 2 restrictions. A correspondence of the 32 treatmenta to the case 
of 5 factors each at 2 levels, say, a, b, e, d, e, in set up. Any 1 replicate 
can consist of a rectangular pattern of 8 plots by 4 plots or 16 plots by 
2 plots. In the case of an 8 X 4 arrangement, we confound a set of 7 
degrees of freedom with rows and a set of 3 degrees of freedom with 
columns or vice-versa, For example, with field plots whose relative 
dimensions are 1 to 5, it might be advantageous to have replicates of 
relative dimensions 8 to 15 by such an arrangement, The following 3 
replicates are such that each effect or interaction is unconfounded with 
rows or columns in at least 1 replicate: 


I. Confound with rows: A, B, AB, C, AC, BC, ABC 
Confound with columns: D, E, DE 
II Confound with rows: AB, AC, BC, AE, BE, CE, ABCE 
Confound with columns: ACD, BD, ABC 
IIL Confound with rows: A, BE, ABE, CD, ACD, BCDE, ABCDE 
Confound with columns; AB, BDE, ABD 


In this case a model consisting of a mean, treatment effect, row error, 
column error, and treatment error would be used, and there would be 


3 weights: 
E 
* f Muro n9. 
The analysis, although rather intricate computationally, may be ob- 
tained by an approach identical with that used for lattice squares. 
The enumeration of designs will be greatly facilitated by the use of 


factor groups. We may note, for instance, that, if unit elements are 
added to the confounded effects and interactions, 2 groups are obtained, 
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one for rows and one for columns and that the product of these groups 
gives the whole group of effects and interactions together with a unit 
element. 


24.5 FURTHER DESIGNS 


There is a group of designs for p? treatments, where p is a prime or a 
power of a prime which is of some interest and value. They consist of 
blocks of p plots, each block being arranged according to a lattice square 
pattern, and are analogous to split-plot experiments. With the usual 
factorial notation, the scheme shown in Table 24.6 may be used. 


TABLE 24.6 
Confounded with Lattice Square 
Replicate Rows Columns Plots Split for 
I A B [^] 
II c A B 
III B [^j A 
Information will be of 4 types: 
1 
1. Interrow with variance proportional to W, = 55555 
02, + ko? + ko’, 
1 


2. Intercolumn with variance proportional to . 
» 2, + ho? + Ke, 
1 


3. Intrarow and column with variance proportional to W = 535 
c? + ko’ s 


1 


4. Intrawhole plots with variance proportional to W, = m 
os 


With such a design the variance of the A, B, and C effects will be 
1/p°(W, + We + W,) the variance of the interactions AB, AB?, 
ABS, AB‘, AC, AC?, AC*, AC*, BC, BC?, BO, BC*, ete., will be 
1/p*(W + 2W,), and, for all interactions involving 3 factors, the vari- 
11 55 be 1/p*(3W,). The mean variance of varietal comparisons 
will be 


2c 3 EEL D p" 
51 NW, + W+ W, W- 2W,  3W, 


The analysis will follow the general lines of the present and previous 
chapters. The weights for row comparisons, column comparisons, whole- 
plot and split-plot comparisons may be obtained from: 


1. The mean Square for rows eliminating varieties and columns and 
whole plots, which is obtained from the comparison of main effects in 
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squares in which they are eonfounded with rows with the same main 
effects in squares in which they are unconfounded with rows, columns, 
or whole plots. 

2. The mean square for columns, eliminating varieties and rows and 
whole plots obtained likewise. 

3. The error mean square for whole plots, obtained from the compari- 
son of 2-factor interactions in the squares in which they are confounded 
with whole plots with the same interactions in the other 2 squares in 
which they are unconfounded. 

4. The split-plot error mean square, obtained from the comparison 
of 2-factor interactions among squares in which they are unconfounded, 
and the interaction of the 3-factor interactions with the 3 squares. 


This design appears to be eminently suited for corn breeding work in 
which the basic plot is long and narrow. It is customary to use plots of 
size 2 by 10 hills, and the arrangement of p of these (for small p) in a 
whole plot would result in a whole plot that is more or less square, and 
the full advantages of the Latin square control of row and column ef- 
fects would be utilizable. 

Alternative to the above split-plot design for p? varieties, we may, as 
Yates? pointed out, divide the varieties into p groups of p? varieties 
and test each group of p° varieties with p X p lattice squares, of which 
only 2 are absolutely necessary for each group. The division into p 
groups of p? varieties may be made by choosing one effect or interaction 
to be confounded with groups in each replicate, and a large number of 
possible groupings are available. If the pseudofactors are denoted by 
a, b, c, the possible replicates are obtained by choosing one effect or in- 
teraction to be confounded with squares and other interactions to be 
confounded with rows and columns within squares: If the factors each 
have 5 levels, for example, Table 24.7 gives 9 suitable replicates: 


TABLE 24.7 


Confounded with 
Squares Rows Columns 
B C 


88S RR 
> 
a 
> 
a 
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This table could be extended (1) by interchanging rows and columns 
and (2) by eonfounding between squares each of the possible 31 effects 
and interactions. The minimum number of replicates that must be 
used is 4, whatever the value of p, but such a design would have a low 
relative efficiency. Information in such a design consists of: 


1. Among squares. 

2. Among rows within squares. 

3. Among columns within squares. 
4. Within row and columns. 


and the relative efficiency may be evaluated in terms of the variances of 
these types of information. As stated by Yates, the efficiency factor 
of the design given above (the ratio of the mean variance of varietal 
comparison in complete randomized blocks to the mean variance in the 
design, when information other than within rows and columns is as- 
sumed to be valueless, and when the error variance is assumed to be 
the same in both designs) is 
(p — I)? +p +1) 


(p + D (p* + p + 23) 
This factor is obtained by noting that the 3 main effects will be deter- 
mined with variance 1/(p — 1)W and the remaining (p? + p — 2) ef- 
fects and interactions with variance 2/3(p — 1)W, „so that the mean 
variance of varietal comparisons would be 


1 3 te-a) t] (p + p+ 23) | 
( — D LO D 36 — Dr (p? + p + 1)(p — 1) 


38W 
compared with 4/3(p + 1)W with complete randomized blocks and the 
same error variance. 

A further extension is the testing of p* varieties involving pseudo- 
factors a, b, c, and d, in which factors a and b are applied in a lattice 
square arrangement, the plots being split for factors c and d, which are 
also applied in a lattice square arrangement. 
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CHAPTER 


Rectangular Lattices 


25.1 INTRODUCTION 


There is a class of designs, some members of Which have been ex- 
amined by Harshbarger,"* called rectangular lattices. Suppose we wish 
to test k(k — 1) treatments (k > I), in an incomplete block design. If 
k is a prime number, the only obvious factors of k(k — l) are * and 
(k — 1). This suggests that we should consider a block size of (k — 1). 

An easy way to get a design in blocks of (k — /) is to arrange the 
k(k — I) treatments in the cells of a k X I square in such a way that “ 
of the cells in each row and column are not occupied, and to use rows 
and columns of the square as blocks. For example, for 3 X 2 treatments 
we arrange the treatments in a 3 X 3 square as follows: 


The treatments will be denoted by (i, j), 7 being the row number, and 
j the column number of the square on which the blocks are based. The 
discussion of the analysis when } = 1 is simplified by assuming that the 
cells of the square that are not occupied lie on the leading diagonal, so 
that the treatments (ii), 1 = 1, . k do not occur. If treatments are 
not numbered in this way, they may be renumbered easily to give this 
arrangement. Arrangements of this form, involving 2 basic replicates 
with as many repetitions as desired, are known as rectangular lattices, 
though they would better be named simple rectangular lattices to con- 
form to the usual lattice notation. e i i 
"Three groupings of the treatments may be obtained by taking a Latin 
square and dropping out / cells in * row and column such that / of 
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each letter are also dropped out. In the case of / — 1, such arrange- 
ments obviously exist for any value of k that is a prime or a power of a 
prime or odd. For, when k is a prime or a power of a prime, we can 
construct a Latin square such that the leading diagonal contains one 
letter, and any square orthogonal to this one will have the required 
property. When k is odd, we make up a square with the desired prop- 
erty merely by writing down the first row as 0, 1, 2, 3, ---, k — 1, and 
adding 1 to each element (reducing modulo k) to give the second row, 
adding 1 to the elements of the second row to give the third row, and 
so on. In all eases in which such a square is possible, we may have the 
design known as the triple rectangular lattice. There are 3 basic rep- 
licates, in which rows, columns, and letters of the square, respectively, 
are confounded, giving blocks of (k — l) experimental units. 

In the case when k is a prime or a power of a prime, it follows, from 
general theory, and from what was said above, that we may have a 
rectangular lattice for k(k — 1) treatments in blocks of ( — 1) ex- 
perimental units with k basic replicates. If the Ist language is such 
that the letter in the diagonal is constant, the confounding will be of 
rows, columns, 2d language, 3d language, .., (k — 1)th language, re- 
spectively, in the k replicates. 

There does not seem to be a great need for discussion of cases other 
than | = 1; for k(k — 2) = (k — 1)? +1, so that, unless the treat- 
ments are very well defined, it is likely that one may be omitted and a 
design for (k — 1)? treatments used. For any k, the number k(k — 1) 
is approximately midway between (k — 1)? and k?, and we have spent 
two chapters on designs for these numbers of treatments. The subject 
of the design of experiments can hardly be expected to deal with all 
possibilities, and the study of all possible numbers of treatments in all 
possible sizes of block would be a poor utilization of the statistician’s 
time, 


25.2 THE ANALYSIS OF A SIMPLE RECTANGULAR LATTICE 
FOR k(k — 1) TREATMENTS 


The usual additive model will be used, namely, that the yield of 
treatment (ij) in block k within a particular replicate s is given by the 
equation 


Yijke = H + Dis + Tij + Ta + Eijks (1) 


where the e;jka’s are assumed to be uncorrelated and distributed around 
a mean of zero with constant variance c?. Apart from the matter of 
constant variance, the assumptions are justified, because the alloca- 
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tion of treatments to experimental units within the block is made ran- 
domly. If the allocation to blocks of groups of treatments which are to 
be together in a block is made randomly, and this should be done al- 
ways, we may also assume that the he's are uncorrelated and distributed 
around a mean of zero with a constant variance of c^, The experi- 
mental units should be chosen to have approximately constant variance 
within blocks. 

In the simple rectangular lattice, there are 2 basic replicates, and we 
shall call the X replicates those in which rows of the square are con- 
founded and the Y replicates those in which columns are confounded, 
In X replicates, therefore, k = 7 and, in Y replicates, k = j, so that the 
subscript k may be dropped. The true treatment effects measured 
from a mean of zero are denoted by rh, and we denote by p; the mean 
of the z;;'s in the ith row and yy the mean of the 7s in the jth column 
of the square. We note that the 7;'s with i = do not occur, so that 


1 1 
meon Dp y=- Dy (2) 
P EE" j EE d 


and Sp: = v= Pri - 0. We denote the mean yield from 
i j ij 


treatment (ij) in the X replicates by aq, and in the Y replicates by 
% and the corresponding totals by Xij. Y; The difficulty of the 
analysis arises from the fact that the comparisons confounded in X 
replicates are partially confounded in the Y replicates, because of the 
missing diagonal in the basic square. The estimation problem may be 
solved by assuming c? and a° to be known. For we then have a gen- 
eral linear hypothesis on the 708, which consists of two parts, the dif- 
ferences within blocks and the differences between blocks. By virtue of 
the randomization of treatments within a block and consequent or- 
thogonality of orthogonal comparisons (given additivity, cf. Chapter 8), 
we obtain the first term of equation 3 below, and, by virtue of the run- 
dom allocation of groups of treatments to the blocks, we obtain the 
second term of equation 3. It may be of help to recall to the reader the 
fact that, if we make up (n — 1) orthogonal comparisons of z;, 2», 


tt, Gn, Say, 
L en t=1,-jn—1 


with - 
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and & 
YN = 1 d t= 7 
j=l 
d =0 if ix? 
then, 3 5 
27 bs 7) Alz — 2)? 
i=l \j=1 


This fact we have used again and again, for example, in the breaking 
up of the treatment sum of squares in an ordinary randomized block 
analysis. With r repetitious of each of the basic replicates, the best 
linear unbiased estimates of the z;;'s are obtained by minimizing, 


sha p (tis — Tis — Tij + pi)? + x (Uie e vij + i 


1523 iei 


Aur EAD Diet n ena oos 
aue Eo. — p) 


U e] 9 
qd 
where we are supposing the same numbering of blocks within replicates 


of the same type, and, as usual, the replacement of a subscript by a dot 
denotes that a mean has been obtained over that subscript. Put 


1 
W = and W’ = 
[L4 


2:3 4 


+ 


e? + ( — De 
Then, differentiating with respect to ry, and denoting estimates by 
^, we get. 


TW [cn f. — Fim + fi) (-1 + E 
1 
+ È Que. = l. — fin- + i) (+ :) 


m'sem 


1 
+ Yim: — Ym: — Fim + In) (^ ti) 


+ ES ee 


+ r(k — 1)W’ " . ) — B) (- T 


Y uu S grt da (An 0 
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and, simplifying, we get 
TW (Eim: — l.. — fin + Bi) — Wim: = ene Fim + Fm) 


1 
= (ein. = .. — fimc— Bi) 


1 
np (ug 2 (Yum: — Ym: — frm + 70 


T rW'[- (r. . — 8... — 80 — (m — 9 — $9] (9) 
We note that 
E ims — 21. — fi + Îi) = 0 
T 
d 
yo Y en: — Yom: — fun + Im) 0 
7 


where, of course, m’ cannot take the value / and /' cannot take the value 
"m. 
So the equation for £j is 


helden. — at.. — fim + bi) + Yim: — Ym: — fin + $9] 


rz. — t.. — BD + Um ye m)l = 0 (0) 
or 


2rWim — r(W. — Wy) — r(W. — eh hy, 
= TW (tim: — Yim: — Zi: — Vm) 
Wp. r.. ＋ Vun, — Yer) 0 

This equation may be written 
Mein — Zim: — Vim: H2- ee) — TOV N. — r(W — W^$» 

= W(—zi. — Yom + r + y.) +rW' (tr: = 2. H . = y) 

= —r(W = MG. — 2... ＋ un. — y) (8) 
or 


W-W' 
27 = (Tim: T Vim: — T. — Ve) + = 


(& — 2 2.) 


W-W' 


+ ($n — Ym y.) (9) 
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From this equation, we see that the best estimate of tım expressed 
around the general mean is equal to the mean yield under this treat- 
ment plus two corrections, say, 


; Ac 4 pee a 
Cr = 2W pi Te T.) = 2W zl 
(10) 
Qut c. ty.) =", 
m = 2W m — Ym TY) = OW ym 


All that remains then is to find explicit expressions for dis and dn, a 
we add equation 9 over m, remembering that m does not take the value 
l, we get 


20K — 28v = (k — Du. E gr — 2... . ) 


W =W" Wow 


HeT (6; — . 3-2...) — " 


($i — y + 9-9) 


or, after a little simplifieation and rearrangement, 
(k — 1)(W + W^)(i — zi. + ax...) + (Y WG — ya: 4 y--) 


= (k MGH. — V. .. —a.. +2...) (11) 
or 


(k — 1) + d, + (W — W^dy 


= (k G. — 27. . — t... + 22...) (12) 
where 


te. = I. . + yi 
Similarly, 


(QV — W^)da + (k — 1)(W + W^dy, 
= (k— DW (ta — 2y4. — t... + 2y...) (18) 


Therefore, after adding equations 12 and 13 and then solving equations 
12 and 12 + 13, we find 


(=) (k — 1)(W — (h.. — 27. + t... — 2x...) 
da — 
Ww Kk — 1)W + W^) — (W — w?] 
Es (k — ))(W — W(t... = 27. + (4. — 2y 4.) 
[k — 1)(W + W^) — QW = H — 1)(W + W^) + (W — W?) 
(14) 
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with an expression for dy; obtained by reversing the position of 1 within 
the first two lower subscripts and interchanging z and y. The adjust- 
ments to the observed total of the yields for a particular treatment (Im) 
is then cz + Cym, where, using Tr.. to denote the sum of yields of all 
plots with a treatment whose first subscript is J, etc., and noting that 
the terms ¢..., z..., y... drop out on summation of all the appropriate 
adjustments, we have 


_ Or - WHT. = 23i) 

10. — DW +0) - 0r - i 
—!!! ²⅛ o 7 C0 EM 
[( — DW +W) = (W = WHE = HOW x + Qv = wj 
(15) 


Czl 


Y — WT. — 2Y m.) 
^m ^ (E - DW T W) = f = Ww) 
(W — W'(Ta.. — 2Xm- + T. n. — 2Y m) 
p [e — 1)(W +W’) — (W — Wik — 1)(W + W’) + (W — W^] 
(10) 


25.2.1 The Analysis of Variance 
The structure of the analysis of variance is given in Table 25.1. 


TABLE 25.1 STRUCTURE OF ANALYSIS OF VARIANCE FOR r REPETITIONS OF A 
SIMPLE RECTANGULAR. LATTICE. 


Replicates 2r-1 

Blocks eliminating treatments 
Component a Ar — 1)(k — 1) 
Ei 

"Treatments ignoring blocks -1- 

Error E (2r - D — (ár = Dk +1 
Total 2r(k —1) —1 


Component a exists only when r is greater than unity. There are, 
then, r replicates of type X which have identical block structure, and 
the interaction of these block structures with the X replicates gives a 
sum of squares with (r — 1)(k — 1) degrees of freedom; similarly, 
(r — 1)(k — 1) degrees of freedom arise from the Y replicates. Compo- 
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nent a plus component b is equal to the sum of squares for blocks elimi- 
nating treatments obtained when fixed unknown block parameters are 
assumed and estimated. The intrablock estimates of the 7;;’s are ob- 
tained by putting W’ = 0, and the estimates of block effects are then 
easily obtained as the block mean minus 5, or Ji, as the case may be. 
The estimate of 7;; is found to be 


: l = 1Y X X Ve Y x 
nom M ZN =K) o— Xp 


+ Xu — D(GC a. — F..) — (Yi. — XI. X a. — Y a4) 
— (F. . — x) (17) 


The expectations of the sum of squares for the components are: 
Component a: 2(r — 1)(k — Dc? + 2(r — 1)(k — 1) 202% 
Component b: 2(k — J) + (k — 1) 202% 

80 that the mean square for the pooled blocks eliminating treatments, B, 


2r— 1 2 
z ) (* — 1)e?,. The expectation 
5 


of the error mean square E, say, is o°. The weights W and W’ may, 


therefore, be estimated by the equations, 


say, has an expectation of c? -+ ( 


1 
w=- 
E 
(18) 
Mu: 
w= 
2rB — E 


25.2.2 The Variance of Treatment Comparisons 


The variance of a treatment difference is estimated by considering 
the equation 7 for the #im’s. To get the variance of the estimated dif- 
ference of h and ?,, we obtain the estimate of Pim — firm from these 
equations with the right-hand sides changed, so that the right-hand 
side of the equation for 7 is unity and for fun- is minus unity and for 
all other 5, is zero (cf. Chapter 6). 

In this way we find that there are 4 types of comparisons exemplified 
by the following: 


n————mÀ 
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(fis — fia) “4 is 
or with variance EN L + ene eee | 
(521 — #31) arW L. 4 
(712 — fog) with variance 

| Cle Spe S71) 

2rW A 
(712 — #21) with variance 

DE E 20V — Wk — DW +W) +W — m ub) 

2rW 4 i 
+ 2(k — 1)(W — W^(W + 7] 


1 
(712 — FdH) with variance pr i i 


where 
A = (k— DW + W^? — (W — w^»? 
For most purposes the use of an average variance of treatment com- 
parisons of 
i (wW — W^ 

— 11-4 ——— — — [Qe — E 7k — 2)W 
zwi* ( — k — 1)A K ) 

+ (2K — 6h? + 5k — 2m) (20) 


which is virtually identical to the simpler expression 
1 [ 2(k — 1)8(W — WW + m 
2rW (* — k- 1)4 


will be satisfactory. TN 3 
An examination of the effect of inaccuracies in the weights would 


proceed as in the previous chapter. No work on this has been reported, 
so far as is known. 


25.8 THE ANALYSIS OF THE TRIPLE RECTANGULAR 
LATTICE 


The procedure by which a triple rectangular lattice for k(k — 1) 
treatments will be analyzed may be derived in exactly the same manner 
as the above. Each treatment will have 3 subseripts, i, j, m, say, such 
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that è * m, j * m, i Æj. Three quantities, p; yj, and ôm, will be de- 
fined thus: 


1 

rear 
1 

2 us Vias »» Tijm (21) 
1 

j = poy 


There are 3 types of replicate, X, Y, and Z, correspondingly. If we de- 
note yields by ine, Yijmsy OT Zijms, s being the replicate number, the 
equation corresponding to equation 9 is 


Shinn = (Ain + Vima- T Zima — €. — Yess 2...) 
w-w w-w' 
d— = ecd mee) S (In — Vm. FY) 
F NM 
E 75 tz.) (22) 


Letting 
dzi = pt = U, + 2... 


dym = Fm — Vm E Ye 
di = d n. E 2. 


corresponding to equations 11 and 12 for the simple rectangular lattice, 
we get 


(k — 1)2W + W^da + (W — W^dy + (W — Wda 


rr r 
(W — W')der + (k — 1)2W + N) + (W — W^ds n 
= (k — 1)W (ta — 3/7 — t... — By...) 


(W — W')da + (W — W^dy + (k — 1))(2W + Wda 
= (k — e. , — 32.4. — t... + 82...) 


where ls. = deb Yr- + zi, etc., and, adding these three equa- 
tions, we have 


[k — Ye + W^) + (V — W^ + dy + di) 
E (6 f Ed = dec yon (230 
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The adjustment to the observed total yield under treatment (jm) is then 
r(W — W’) 

— — — (dz + d, + dim) (25) 


r being the number of times each X, Y, and Z replicate is repeated. 
From the above equations, we find that 


e (W — W^(T;...— 3X;...) 
Ww [D = DOW +W’) -wW -w 
[Qv — WP (Ty... 3K, c T... — 3 F. 5. | 
2 l E VAEN 110 
[(k De + W’) — (W — e — QW + W’) | 
＋ 20% — W’) 


where X;..., ete., are totals and T;... = Xj... + Yi... + Z , with 


Uy Ww —w' 
corresponding expressions for 7 w ) and r( y dsm. 


From the point of view of computation, as given by Cochran and 
Cox,? we note that 
Tj... — 8Xi.-« 


is equal to the total over the whole experiment of treatments appearing 
in block F of the X replicates minus 3 times the total over the X repli- 
cates of the ith block totals. If we denote these quantities by Cz; and 
use corresponding quantities for the blocks of the other replicates, that 


is, let 
r 


and 
C4 = T.. — 34.4 (27) 


and also let 
Si = C + Cys + Cx 


the adjustment to the observed total yield is 


(Cz; T uS;) ST 601 E 1870 Ei (AC em — Sm) (28) 
where w-w w-w 
Har ff) f ) C ff +W 
and „0% * AW — W’) (29) 


K= -— DQW +W) 4 20 — W’) TOW + (k 3)" 
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The analysis of variance is evaluated directly as in Table 25.2. 


TABLE 25.2 STRUCTURE OF ANALYSIS OF VARIANCE WITH r REPETITIONS OF 
TRIPLE RECTANGULAR LATTICE 


Mean Expectation of 

Due to df Square Mean Square 
Replicates 3r-1 
Blocks component a 3(r — 1)(k -1) 2 3—1 E 
Blocks component b 20 — 5 | Rest ( a) Ones 
‘Treatments ignoring blocks. kk—n-i 
Error (8r — K — (6r — DE +1 E a 

Total Sr 10 1 


Blocks component a is obtained in the usual way as the interaction of 
blocks and replicates with the same block arrangement. Blocks com- 
ponent b is obtained by noting that the intrablock estimates of dsi 
etc., are given by 


i 1 
rl = 


Lg 
2k — 3 2k(2k — 3) 


The estimates of block parameters are, therefore, of the form 


S; ete. 


da, = Pi I L r, 


and so on, so that the sum of squares between blocks eliminating treat- 
ments is Ed, (block total — sum of treatment means for whole ex- 
periment of treatments occurring in the block) (cf. Chapter 6). 

The sum of squares for component b is then found to be equal to 


1 
WS 2 2 
37027 — 8) X(C zi + C vi + [^j zi) 


(Sc.) + (Seu) (Se.) 
: 2 s) (30) 


^ 3r(2k — 3)2k 
Tt should be noted that r in all the formulas given is the number of 
repetitions of the basic pattern of 3 replicates and not the total number 
of replicates, 
The expectation of the total sum of squares for blocks eliminating 
treatments is equal to 


se ~ 1) [ot + =e- be 
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The weights may, therefore, be estimated by * 


àr- 1 
3rB — E 


: 31 
v E 0 ) 


25.4 THE VARIANCE OF TREATMENT DIFFERENCES FOR 
A TRIPLE RECTANGULAR LATTICE 


The true variances of estimated treatment differences are obtained by 
considering the original least squares equations, obtained by differenti- 
ating the sum of squares of deviations (cf. Chapter 6). To obtain the 
variance of (S — frmn’), we must solve the following equations: 


3rWeinn — r(W — Wp — r(W — W')$, — r(W — W^), = 1 
3717 Pin, — r(W h, — (W — ., — r(W — Wb = —1 
and 
zen — r(W. Ay — r — .), — OV — W^), = 0 
(32) 
for all (lj, mi, nı) unequal to (l, m, n) or (, m', n"). The estimate of 
Timn — Tim» is equal to 
EO TD i edam . + — ba) (33) 


and this is the variance of the estimated difference fj, — Fits, 
Summing the equations 32 in the suitable way, we obtain the 3 
equations: 


afi + Bove + Bb = buy — ör 
Bpv: + afr + H, = öm — ern (34) 
85, + 55, + abw = bun — un 
where ój» is the Kronecker delta, which takes the value of unity if 
the 2 subscripts are the same, and zero if they are different, and 


* It is shown by P. M. Grundy, Biometrics, 6 (1950), 25-33, that this procedure 
for estimating the weights will in most cases lead to estimates of the variances 
(1/W, 1/W^) which have minimum variance in the class of estimates obtained by 
linear functions of the mean squares. 
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a = r(k — 1)(2W + W’) and 8 = r(W — W’). The solution of these 
equations is: 


1 B 
poe E AER M E eee rere Cnt Boi T dne 
A 5 vur) Go Ba 2g u 


= mv + ôn — Burr) 


1 8 
= Onur my) — (ôn d + mr’ 
$i yd 1 vr) (a — Ba + 38) 
— om / + nr — on) (35) 
1 B 
. b 
F 


= bmn + öar’ — Burt”) 


Finally, we may write, for the variance of the estimate fim — fr^ 
the expression: 


2 Www 


2 
saa eee i Oe 1 — Bam?) ＋ (1 — 632/01 
zw 3W Em wr) + ( Jb 


28 


mm IC p) i 9) + (0. — Sane) 
(« — 000 + 28) K ww) + ( ) 
dom / — on / om — on — diane — inal} (36) 


since ôm, Sins Ômn, Opp, dne, and à, are zero. 
We, therefore, find the following variances: 


The 2 Treatments Occurring Together in a Block: 


1 subscript alike: 


|: 4 (4k — 2) N- d = — 


2 — 2k — 5) N. 
2 subscripts alike: S [ TE Sem] 
r 


A 


2 W k — 6)W' 
3 subseripts alike: [1 eee E | 
3rW 


E A 
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The 2 Treatments not Occurring Together in a. Block: 


2 — — „ 
0 subscripts alike: zw n + oom | 
r 


A 
6k — 2 = „ 
1 subscript alike: lı 5 W t (3k — DW | 
2 6k — 1 — 4 
2 subscripts alike: L + ( * | 
3rW A 
6kW + (8k — 9)W* 
3 subscripts alike: —— [i | 
3rW A 


where 
_ (æ — ) + 28) _ [2k — 3)W + kW [2kW + (k — 3) N.) 
r(W — W^ W-W' 
In general, the variances within a group will differ by little, so that, 


to get an approximate average variance, we may assume that 3(k — 2) 
comparisons of a treatment with treatments occurring with it in a block 


have a variance of 


1 4k — 2)W + (2k — 4)W’ 
z;|! 4! ) ( ) | (37) 
3rW A 
and (k? — 4k + 5) have a variance of 
6k — 3)W + (3k — 6)W’| 
1 [ ix ( ) ( ) | (38) 
3rW A 
This gives an average variance of 
— 1)? 2(k—1)W + (k — 2) N. 
2| 3(k—1? 20 — 1)W + ( ) | (39) 


3rW ( — k- 1) A 


As with all lattice designs, we may estimate the error variance to 
which the yields would have been subject, with complete randomized 
blocks, and hence the efficiency of the incomplete block arrangement. 
This is done by combining the sums of squares for blocks eliminating 
treatments and for error. The resulting mean square is an estimate of 
the variance in complete randomized blocks, and the mean estimated 
variance of treatment comparisons would be 2/3r times this quantity. 
For, if treatments are completely randomized over blocks within a rep- 
licate, of the possible k(k — 1)[k(k — 1) — 1] positions taken by the 
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pair of treatments, k(k — 1)(k — 2) will not involve block differences, 
but the remainder will do so. The average variance is then 


1 
- a ==. U {3(k — 1)(k — 2)? 

+ [k(k — 1)(k? — k — 1) — k(k — 1)(k — 2)? + 20%,)} 
(k-1)? „ 
( = )“ | 
It is readily verified that the expectation of the pooled mean square £' 

is equal to 


ZEE 


The efficiency of the lattice arrangement is then estimated by com- 
paring the actual mean variance with the estimated mean variance with 


2 
randomized blocks: namely, = E.. 
r 


25.5 AN EXAMPLE OF A TRIPLE RECTANGULAR LATTICE 


The experiment in Table 25.3 was constructed from random normal 
deviates using values of unity for c? and a°, and a mean value of 10, 
treatment numbers being in parentheses, 


Tamim 25.3 
Block X Replicate 
1 8.9 (132) 10.0 (143) 11.6 (124) 
3 9.4 (314) 9.3 (842) 10.2 (321) 
2 9.6 (213) 11.4230 10.0 (241) 
4 11.8 (412) 11.7 (431) 13.1 (423) 


Y Replicate 
11.6 (182) 12.4 (431) 10.0 (234) 
9.6 (314) 10.0 (412) 8.4 (213) 
10.5 (124) 11.0 (821) 10.0 (423) 
11.5 (143) 12.6 (342) 11.8 (241) 


Z Replicate 
11.2 (182) 12.1 (842) 9.7 (412) 
7.8 (143) 9.6 (423) 10.6 (213) 
8.7 (431) 9.1 (321) 8.0 (241) 
8.7 (120 7.5 (314) 8.3 (294) 


neo 


-ön 
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We find the following: 


i| Xe 
1| 306 
2| moj 1. mo 
a| . „% soo| 20 
4| % 359] 268 
Total =e wal uns 
(à) | 124 5 Abe | ue LÀ | a ] 
Tija | 90.8 m.a | m.o umilmalmrr 
Tama 254 
‘ Ti 7. T.4 Cx Cy Cu S 
1 M8 86.6 92.9 0.3 26 15.5 15.4 
2 88.1 048 97.2 -4.0 -0.7 1 -74 
3 90.8 94,2 16 4.1 -78 66 20 
4 97.0 9.1 87.0 -a “14.6 13.5 15.0 
307.7 307.7 307.7 -13.3 -95 m5 0 
Tama 25.5 eee or Variance 
Mean — Brpectation of 
Due to „ Square — Square — Mean Squares 
H 2 
Blocks component a 0 
Blocks component b 9 [E e+e 
‘Treatments 11 
Error 13 on 7 
‘Total aM 
The weighta are estimated as 
we —— -10 
0.07 
and 2 
w = on 
"3x 3.30 — 097 
‘The quantities X and y are estimated by 
— 1 
Ys 1,03 — 0.22 à Ost = 0.19 


—— 
5x103—4X022 427 


pardieu a = 0018 
8 X 1.03 + 022 
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The adjustments are, therefore, 


1 j k 
1 -0.27 0.16 2.61 
2  —0.80 0.00 —0.21 
3 0.73 —1.53 1.20 
4 -248 —2.52 2.82 


"The variances (approximate) of treatment comparisons are 


1 (: 14 X 1.03 ＋ 4 & — 
3 X 1.03 4 


for treatments occurring together in a block, and 


1 (, , VOR Hex”) 
3 X 1.03 4 


for treatments not oceurring together in a block, where A = 4.27 X 
8.44/0.81 = 44.49, and are, therefore, 0.43 and 0.49, respectively. For 
most purposes, it will be sufficiently accurate to use a mean variance of 
0.46. 

If a complete randomized block design had been used, the error mean 
square would have been 1.92, with a mean variance of treatment com- 
parisons of 0.64, so that the efficiency of the triple rectangular lattice 
in this (hypothetical) case is estimated to be 139 percent. 


25.6 FURTHER NOTES 


There is little need for further rectangular lattice designs, though 
for some values of k, quadruple lattices and so on may be written out. 
The analysis of these would be similar to the analysis given above, the 
derivation proceeding on exactly the same lines. The computation of 
variances of estimated differences would be rather tedious. 

The case of k(k — 2) treatments has not been discussed because it 
is considered unlikely to be important. The case of k(k — 3) treat- 
ments is also not likely to be important because k(k — 3) = (k — 1) 
X (k — 2) — 2, and the experimenter with this situation would usu- 
ally be able to drop 2 treatments and use the designs described above. 

We have not discussed the missing value problem, and it does not 
appear that a study has been made. An approximate procedure which 
may be suggested is to derive the intrablock estimates for the missing 


values and then to use these as though they were actually observed 
with a modification in the error degrees of freedom. 


1. Harsupancer, B. Rectangular lat tic. Virginia Agr. Exp. Sta. Mem., 1, 
1947, 


2. Cocunan, W. G., and Cox, G. M. Experimental designe, John Wiley & Bons. 
1950, 
3. Hanrsunancer, B. Triple rectangular lattices, Biometrics, B, 1-13, 1080, 


CHAPTER 26 


Balanced Incomplete Block Designs 


26.1 INTRODUCTION 


The previous three chapters have been concerned with the problem 
of arranging a number of treatments in blocks the size of which is less 
than the number of treatments, in such a way that an analysis is sim- 
ple and gives estimates of treatment differences with variances as low 
and as equal as possible. In those chapters we made use of a corre- 
spondence of the treatments to the treatment combinations of a num- 
ber of factors. Such a correspondence is of value only in certain cases: 
for example, if we wish to compare 8 treatments in blocks of 3 experi- 
menta] units, a representation of the 8 treatments as treatment combi- 
nations resulting from 3 two-level faetors appears to be of no help. 

The designs discussed in the previous chapters are primarily suited 
for field plot trials, or industrial experiments, when the number of ex- 
perimental units and their grouping into blocks is completely under 
the control of the experimenter. This is particularly the case for de- 
signs with 2 restrictions. They are also available only for specified 
numbers of treatments and mainly for large numbers of treatments, 
say, 25 or more. There is then need for designs in which rather smaller 
numbers of treatments may be compared in small blocks. In biological 
work on animals, for example, it will be desirable, if at all possible, to 
compare several treatments within litters, but the size of litter will de- 
pend on the particular species and will often be such that it is impos- 
sible to include all treatments within a litter. There are 2 classes of 
design for this situation: namely, balanced incomplete block designs 
which are the subject of the present chapter, and partially balanced in- 
complete block designs, which will be described in Chapter 27. It 
should be noted that there is no essential difference between the lattice 
designs and those to be described here. The separation was made be- 
cause the lattice designs arise naturally from a factorial correspondence, 
and their analysis is facilitated by this correspondence. 

526 


EXAMPLES OF INCOMPLETE BLOCK DESIGNS 527 


As an example of the type of design we shall discuss in this chapter, 
consider the following arrangement for 6 treatments, a, b, c, d, e, f, in 
blocks of 3 experimental units: 


a,b,c; a, b, d; a, o, e; a,d,f; a, e, f 
b, , J; b, d, e; b, e, J; ec, d, e; e, d, 


Note that each treatment is represented 5 times and that every pair of 
treatments occurs together in a block twice. The groups of treatments 
making up a block are assigned to the groups of experimental units at 
random, and treatments are assigned within the groups at random. 
Designs with the above properties, that each treatment occurs equally 
frequently, and that each pair of treatments occurs together in a block 
equally frequently, were called by Yates,! who first proposed them, 
symmetrical incomplete randomized block arrangements or, more 
briefly, balanced incomplete block arrangements. 

There are two main problems with such arrangements: the design 
and the analysis. The designs cannot, in general, be obtained by any 
formal procedure, though they may occur in related groups. The 
method of analysis is related to the methods by which lattice designs 
are analyzed, although there is no factorial analogy. The practical 
value of the design will be evident from the discussion of its analysis. 


26.0 EXAMPLES OF INCOMPLETE BLOCK DESIGNS 


As a first step in the problem of enumeration of designs, we will con- 
sider patterns, which have arisen in earlier chapters and in different 
connections, that may be adapted to give balanced incomplete block 
designs. 

Consider then the 2” factorial system, and, to be even more particu- 
lar, the 2? system with factors a, b, and e, say. For this system we 
found that there were 7 distinct systems of confounding into blocks of 
2 plots, those given in Table 26.1 where the crosses in a line indicate the 
effects and interactions confounded. 

Now, if we regard the symbols A, B, AB, C, AC, BC, ABC as treat- 
ments 1, 2, 3, 4, 5, 6, 7 and the rows of the above table as blocks we 
have 7 blocks which may be written as (123), (145), (167), (246), (257), 
(347), (356). 

It is obvious from the table that we have arranged the 7 treatments 
in blocks of 3 plots in such a way that each treatment is represented 3 
times and each pair of treatments occurs together in a block once. The 
block arrangement is then a balanced incomplete block arrangement. 
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TABLE 26.1 
Effect or Interaction 


A B | AB| € | AC | BC | ABC 
System 


2 x x x 

n 
„W 
z:U: : SNT T x 
WoW asia) [x 
1 x 


A balanced incomplete block arrangement for 7 treatments in blocks 
of 4 plots is obtained by assigning the treatments corresponding to un- 
confounded effects and interactions to blocks. In this case each treat- 
ment occurs 4 times, and each pair of treatments occur together in a 
block twice. 

In this way we may obtain arrangements for 2" — 1 treatments in 
blocks of 2° — 1 or of 2^ — 2* plots. The total number of blocks neces- 
sary is equal to the number of systems of confounding of the 2” system 
in blocks of 2”~*: i.e., 

A. = D. — 2 2 — 20) 
FTT 
2˙ — 1)(2* — 2) -.- 2 — 21) 
The number of times each treatment is replicated with blocks of 2* — 1is 
2-1 
5 E jj Sms 


and the number of times each pair of treatments occurs together in à 


block is Ë $. Me 2 m 
2 1 N20 Ke, 


K (u, 8) = 
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If we adopt Yates's notation,’ namely: 


Number of treatments: ¢ 

Number of experimental units per block: k 

Number of replications of each treatment: r 

Number of blocks: b 

Number of times any 2 treatments occur to- 
gether in a block: X 


then the above procedure leads to the designs of possible practical in- 
terest shown in Table 26.2. 


TABLE 26.2 
L ERE UN 
82:091 "9^1 
LO P e te] 
8 oet 
1 885 
15 7 15 8 
15 8 8 15 4 
31 3 15 15 1 
31 7 35 155 7 


In the same way we may utilize the examination that was made of 
systems of confounding for p" treatment combinations in blocks of 
p- < n) to give incomplete block designs for (p^ — 1)/(p — 1) 
treatments in blocks of (p" — 1)/(p — 1). For example, we found that 
there were 13 systems of confounding for the 3* system with factors 
a, b, and c in blocks of 3 plots, namely: 


B, AB? 8. AB, C, ABC, ABC? 
5 K e ys AC? 9. AB, AC, Be, ABC 
3. 4. BC, ABC, ABYC? — 10. AB, 405, BC, AB?C 
4. A, BO, ABC?, ARC II. AB, C, ABC, ABC? 
5.B,C, BC, BC 12. AB", AC, BC, | ABC? 
6. B, AC, ABC, A 13. AB", AC?, BC?, ABC 
7. B, AC?, ABC, ABC? 


- 3 treatments, the 
If we regard the symbols A, B, AB, AB’, ete., as 1 Jj 
above ber an arrangement for the 13 treatments in blocks of 4 plots, 
such that each treatment is represented 4 times and every 2 treatments 


oceur together in a block once. 
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In general, this procedure leads us to designs for (p^ — 1)/(p — 1) 
treatments in blocks of (p* — 1)/(p — 1). The number of blocks is 
equal to the number of systems of confounding for p" treatments in 
blocks of p”~ plots, i.e., equal to 


FF 
(o eee o) coe emt nda] 
The number of times each treatment is represented is equal to the num- 
ber of systems of confounding involving a specified effect or interaction, 
i.e., equal to A 
Ol) ON pn Opt) 
(p* — = p?) (h = pt) 
The number of times any pair of treatments occur together in a block 
is equal to the number of systems of confounding that involve a speci- 
fied pair of effects or interactions, i.e., equal to 
(p^ — p)(p* — 7°) --- (p* — p) 
(p — p?)(p* — p) +++ (p! — pt) 
The following designs are of some possible practical interest: 


POUR PP 1b. 05x 
40 4 13 130 1 
21 5 21 5 1 
81,0.:.6, Sl, 1 
57 8 8 57 1 


26.3 THE GENERAL CASE 


With the symbols t, k, r, b, and ^ defined as in the previous section, 
the following relationships hold: 
e r(k — 1) 

i=l 

The second relationship holds because every treatment occurs equally 
98 with a specified one within a block, so that r(k — 1) equals 
AG — 1). 

The simplest case is that of symmetrical pairs, i.e., with k = 2, for 
then all possible pairs of the / treatments are represented, and 
0 1) 

2 


bk = tr = total number of plots, * 


b Picea ih beled S | 
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In the same way, to obtain a design in bloeks of units, we may take 
all the combinations of the treatments k at a time, and this gives 


b cuta r.i (t — 2)! 
k(t — k)! (k— DIC — Bt (k — 2)t k)! 


Tn general, however, this procedure will lead to a very large number of 
replicates, and it is desirable to find designs involving a lower number 
of replicates. Since à = r(k — 1)/(t — 1) must be an integer, it is pos- 
sible to place a lower limit on the number of replicates necessary for “ 
treatments in blocks of k units. For example, if ¢ = 12 and k = 5, we 


have that 
d= nj 


b-5 = 12r 


so that r must be divisible by 5 and by 11 and, therefore, must be a 
multiple of 55. Whether a design exists for just 55 replicates must, 
however, be determined by enumeration methods. 

An extensive list of designs is given by Fisher and Yates? and by 
Cochran and Cox? Several are obtainable from completely orthogo- 
nalized squares or prime power factorial systems. Others obtained by 
enumeration are of cyclic nature: for example, the design for 11 treat- 
ments in 11 blocks of 5 units (r = 5, à = 2) may be obtained by num- 
bering the treatments 1, 2, 3, «++, 11, taking the first block as (1, 2, 3, 
5, 8) and generating the other blocks by adding successively 1, 2, 3, 
to 10, reducing the sums modulo 11. For instance, the 5th block, ob- 
tained by adding 4, consists of treatments 5, 6, 7, 9, 1. Methods of 
enumeration are discussed by Bose, Bhattacharya,* Hussain,’ and 
Rao.“ 

In the previous section, we deseribed some methods of enumeration 
of designs. We noted in Chapter 16 the representation of the effects 
and interactions in a p" factorial system as a finite projective geometry 
and the fact that a system of confounding was given by an m flat in 
that geometry. The examples in section 26.2 are obtainable then by a 
representation of the ¢ treatments as the elements of a finite projective 
geometry. Of the existing designs for a number of treatments less than 
20, say, the remainder were obtained by various methods. The sim- 
plest conceptually is to determine the smallest number of replicates 
that is possible, because À is an integer, and then to enumerate the de- 
sign by trial and error in a systematic way. It is, for example, a simple 
matter to obtain the design for 6 treatments in 10 blocks of 3 in this 


Way. 


and also 
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After the pioneer work of Yates, the subject of the enumeration of 
balanced incomplete block designs has been dealt with extensively by 
Bose and other members of the Indian school with some work also by 
Fisher? The account given by Bose is systematic and fairly exhaus- 
tive, and the reader may refer to this paper. The two principal meth- 
ods Bose describes are the use of finite geometries and the use of sym- 
metrically repeated differences. 


26.4 THE ANALYSIS OF BALANCED INCOMPLETE BLOCK 
EXPERIMENTS 


As in the case of quasifactorial designs there are two types of infor- 
mation on treatment comparisons provided by the experiment: intra- 
block derived from comparisons within blocks, and interblock from com- 
parisons between blocks. 

The model used for the intrablock comparisons is the usual additive 
one, 

Vg = nd bi rc ej (1) 
where 
% = the yield in the ith block of the jth treatment 
(if it occurs in that block, of course) 


b; = the effect of the ith block 


t; = the effect of the jth treatment 

and the e;/s are uncorrelated and have a mean of zero and constant 
variance c?. Again the assumptions about the e;;’8 follow from the as- 
sumption of additivity, apart from the condition of constant, variance. 
The situation we have is a simple case of the 2-way classification with 
unequal numbers and without interaction, discussed in Chapter 6. 
The equations for estimating treatment differences are 


nj iij’ 
( P) x (xt 4 = 9, en (2) 


F#j\ i a 


where mi; is the number of times the treatment j occurs in block i, 
m 

N= D n, and Q; = Yj — 8 Yi. For the case we are con- 

Py E t $ s 

sidering, the design specifies that ni is either zero or unity, N.; is equal 

tor for all is, and N,. is equal to k for all i’s, Furthermore, the quantity 

23: ß, is equal to ^, for every pair (), because any specified treat- 


i 
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ment occurs with another specified treatment in a block x times. The 
equations 2, therefore, reduce to the following: 


PY 
(=D. 7 = 1, 2 "yt (3) 


k jui 
or 
JA A 
r . 4 
0 ie P2 Q;, 7 . (4) 
Differences of the 7;'s are, therefore, estimated by the differences of 
a e T 
TERN TE 
i ime 
kilik 
where 
( O 10% r(k — 1) 
= since À = 
k(t — 1) t—1 
Furthermore, 
qp 
dore J k 
where i 
V; = the total yield under treatment j 
and 


T; = the total of blocks containing treatment j 
If k is greater than gt, it is simpler computationally to use the dif- 


d^ 
ferences ES Q;- EU + 2): where 7"; is the total of blocks not 
rE rE k 
containing treatment j, because T; + 7"; is equal to the grand total, 
for any j. It follows also, from the theory of Chapter 6, that the true 
variance of the estimated difference of 2 treatments is 2c? /rE, and that, 
any comparison of the treatments, say, Zajrj, with Zo; = 0, is esti- 


mated by 


Qj 
Taj (6) 
is rE 
with a variance of 
Zo?j) Z (7) 
(Tas, E 


It is for this reason that the quantity (k — 1)t/k(t — 1), which also 
equals Hr, was denoted by E, because it measures the efficiency fac- 
tor of the incomplete block design, that is, the variance of à treatment 
difference for a randomized block with the same number of replicates 
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divided by the variance for the incomplete block design, assuming o? 
to be the same in both cases. 

"The information on treatment comparisons given by the block totals 
may be extracted by noting that, under the assumptions made above, 
a block total B, is given by 


B, = ku +k DG + kbi (8) 


@ 
where >> t; is the sum of the treatment effects for the treatments occur- 


[7] 
ring in block i, and the b/s are uncorrelated, with a mean of zero and 
constant variance. The assumption about the b;'s is validated by the 
assumption of additivity plus the random allocation of groups of treat- 
ments to blocks, Equation 8 is written occasionally as 


B; = ku +k Dy + kbi + Dey (8a) 
(O) j 


where the b;’'s are normally and independently distributed around a 
mean of zero with constant variance o°, and the e's are normally and 
independently distributed with a mean of zero and variance o°, in con- 
formity with an infinite model. Which form is followed is somewhat a 
matter of taste, though we prefer the form given in equation 8, for the 
reasons stated in Chapter 8. It is readily verified that the estimates 
of treatment differences based on the He's are given by the differences of 


Tj 1"; 
32 tm 
r=. 1 AX 


and that the variance of the estimated difference of any 2 treatments is 


(9) 


k 
ton" + ko*s) 


1 
where (o? + ke?,) is equal tor Xb’; for equation 8 or the obvious quantity 
for equation 8a. If we know 
1 1 
W=— and W = —— 
$e e? + ko’, 


we may combine the two estimates of treatment. differences weighting 
inversely as their variances, to give the best linear unbiased estimate. 
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‘These estimates of treatment differences are given by the differences of 
the quantities 


1 —— (10) 


Substituting for Qy in terms of V; and Ty, we find 


.. n 
„ eee e = »nTJ 


or 
„ 2 e BY, t Dr) an 
where 
W-W' 
T Wik — 1) = 
Multiplying y; by r, and adding »(k — 1)0, where G is the grand total, 
we get the form given by Yates, 
Yj = Vy + W; u2) 


Wy = (t — BV, = ( — DT) + (k - 00 (13) 


Treat t differences as totals of r replicates are given then by difer- 
em Ys. The total of the Ws is sero and of the Y'/s is G. 
The variance of a difference of any two Y's is equal to 


20 ————— 


=i 
rew + Ww" 


where 


hich equals 
which eq ot = 1) 


e E ; See 
wie = 1) + * 

Each Y, may be regarded as having a variance of 
chu ou oae [m 
Wik — 1) + WU = k) 


for any comparison of the (/'s. 
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26.4.1 The Estimation of the Weights 


Following the usual procedure we estimate the weights W and W’ 
by the analysis of variance which will have the form: 


df 
Blocks eliminating treatments b-1 
Treatments ignoring blocks t-1 
Error rtt—t—b-1 
Total rt—1 


The difficulty here is that the sum of squares for blocks eliminating 
treatments contains 2 components. The computational procedure de- 
scribed by Yates? is useful not only in obtaining the analysis of vari- 
ance but also in indicating the composition of the sum of squares for 
blocks eliminating treatments. The notation is as follows: 


dev? T: sum of squares about the mean of the quantities T, ete. 
B: block totals 
T: obtained by addition or subtraction 
*: requires checking 
>: same in both analyses 


TABLE 20.8 STRUCTURE OF ANALYSES or VARIANCE FOR BALANCED ÍINCOMPLETE 
Brock DESIGN 


Sum of 
Method a df Squares Sum of Squares Method b 
Blocks (ignoring treatments) Blocks (eliminating treatments) 
dev? T dev? W 
Treatment component, t-1 ——_— ——— 
Hr)  mü-p cr TWeetment component 
Remainder b-t t et Remainder 
2 
Total 5 —1 E E Total 
Treatments (eliminating 2 
ki 2 
blocks) n ue we Treatments (ignoring blocks) 
Intrablock error n=i-b+1 [f et Intrablock error. 
Total 1 —1 dev? y* e» dev? y* Total 


This analysis is self-explanatory and follows from general considera- 
tions. For example, dev? kQ/I?rE is of the form Zí;Q; of Chapter 6, 
as is also dev? T/k(r — X). The divisors may be checked with a little 
algebra. It is self-checking apart from the items with an asterisk as 
may also be proved algebraically. 


4 
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The expectations of the mean squares for blocks eliminating treat- 
ments are as follows: 


Treatment component 1-1 e! + Eko’, 
Remainder b-t o + ko% 
Total b-1 + (* Au eh 


The expectation of the remainder mean square is as stated, because 
the sum of squares represents the sum of squares between block totals 
eliminating treatments with the appropriate divisor, and the variance 
of a block total on a per plot basis is (c? + ka’). The expectation of 
the treatment component may be obtained by subtraction. 

Denoting the intrablock error mean square by E and the over-all 
mean square for blocks eliminating treatments by B, we may estimate 
W and W' by 
Ur — 1) 


a Sa i ll DE 


1 
w=- 
E 
If it is found that B is less than E, it may be assumed that o°, is zero for 
the purposes of weighting, and, in that case, w = w’, and the equations 
for estimating differences reduced to Y, = Va. 


26.4.2 Special Cases 

There are two special cases. 

(a) Groups of Blocks Arranged in Replications. In some cases it is 
possible to arrange the blocks in groups such that each group consists 
of one or more replicates of the treatments. Balanced lattices, for ex- 
ample, are of this type. If so, it is desirable to utilize this property in 
the design since the block variability as measured by a°, will be less 
than if blocks were arranged completely at random. If there are c such 
groups, the block components of the analysis of variance may be further 


subdivided as shown in Table 26.4. 


TABLE 20.4 
df Expectation of Mean Square 
Groups of blocks c—1 : 
Varietal component — (—1 62 Fee > 
Remainder b-t-c+1 e? + ko’ 
Varietal component 5 e J 
and remainder b-c + — re oy 


The estimate of W’ will, of course, be similarly modified. 
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In the special case when c = r, that is, when the blocks can be arranged 
in single replications, the expectation of the mean square for the (b — r) 


po 
degrees of freedom is c? +! ) s, and the estimate of W’ is 
t=] 
0. E This is the formula that we obtained for lattice designs, 
rB — 


which are also arranged in complete replicates, and it holds for any in- 
complete block design with constant size of block. 

Balanced incomplete block designs which may be arranged in sets 
of blocks, each set containing a complete replicate, are known as re- 
solvable balanced incomplete block designs. Bose" obtained the re- 
sult that, if a balanced incomplete block design with parameters 1, b, 
r, k, X is resolvable, the following inequality must hold: 


b>t+r-1 
For, suppose the blocks of the ith set are 


Ba, B», +++, Bin, 1 0, 1, 2, „„ 1 
then, 
t= nk, b=nr 


Take a particular block, say Box, and let li; be the number of treatments 
common to the blocks Bo: and B., for i = 1, 2, noti 1,7 = 1,2, 
tw. Let m denote the mean value and s? the variance of the n(r — 1) 
quantities 4%. Then, it may be shown that 
g 
m = — 
t 
and 


pe 20 — my _ kt — kb —t—r-F 1) 
n(r — 1) n*(r — 1)(t — 1) 


The result follows since s? is non-negative. 
If for a resolvable balanced incomplete block design the equality 


b=t+r-1 


holds, the design is termed by Bose ” an affine resolvable balanced in- 
complete block design. Two blocks belonging to different sets have the 
Same number of treatments in common, for s? equals zero, and, con- 
versely, a design with this property is affine resolvable. 
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Consider the 4 designs: 


£3 Ber ko 

610 532 

10 18 9 5 4 

28 36 9 7 2 

14 26 13 7 6 
The condition 

b=t+tr—-1 


holds for all these designs, but they are not resolvable because the num- 
ber of treatments common to any 2 blocks from different sets would be 
I? always, and in no case is this an integer. 

The design with parameters 


128, 5 14, r=7, k=4, 3 


is resolvable and necessarily affine resolvable. This design is, of course, 
the quasifactorial design corresponding to arrangements for a 2° sys- 
tem in blocks of 22 and is obviously resolvable from this method of 
construction. 

(b) Number of Blocks (b) = Number of Treatments (t). In this case 
the analysis reduces to that shown in Table 26.5. 


TABLE 26.5 
df Sum of Squares 
$ dey? W 
Blocks eliminating treatments t-1 Ao HN EES) 
1 x 
Treatments ignoring varieties t-1 = dev? V 


Intrablock error 


(k —2)0 1 By subtraction 


Total * — 1 dev? y 
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ed incomplete block designs for which ¢ = b, 


In the case of balanc vhi s 
i.e., the number of treatments equals the number of blocks, it is possible 


to arrange the ¢ blocks and treatments within the block in such a way 
that they form an incomplete Latin square. For example, with ¢ = 7, 
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k=4,b=7, r = 4, the 7 treatments, say, 1, 2, 3, 4, -- 7, may be 


arranged thus: $ 


— Q t 
nv oO RO 
uoc o 


5 6 
6 7 
1 2 
4 5 


1 e 


1 
3 
6 


If it is possible to arrange the experimental units according to a t Xk 
classification, the rows and columns of which account for an appreciable 
portion of the variation of the experimental units, such an arrangement 
of treatments will be advantageous. 

It was proved by Smith and Hartley u that, for all incomplete block 
designs in which the number of treatments is equal to the number of 
blocks, such an arrangement exists. These designs are known as You- 
den squares after Youden ! who first discovered them. The analysis 
follows directly from the analysis of balanced incomplete block designs 
already discussed. The model that is assumed in the analysis is 

Yije = u + ri + bj + tr + eig (15) 
7, J, k being the row, column, and treatment numbers, and the e;jp’S 
being uncorrelated and distributed around zero with variance o°. If 
the intereolumn information is utilized, it is also assumed that the bj's 
are uncorrelated and distributed around a mean of zero with constant 
variance, 

The solution has already been obtained, because treatments are or- 
we ag to rows, namely, that the yield under treatment j is estimated 
to be 272083 
TOI - BY;- (— DT (& — HE] (16) 


where V; is the total under treatment I, T; is the total of the blocks 
containing treatment j, and @ is the grand total. 
The analysis of variance is given in Table 26.6. 


TanLE 26.6 ANALYSIS OF VARIANCE For YOUDEN SQUARES 
Mean Expectation of 


ABET df Square Mean Square 
Rows 1 
Columns eliminating treatments 1-1 B Em ( — : E 
Treatments 281 
e * % - E æ 


— 


Total TRES] 
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The estimation of W and W’ is the same as for balanced incomplete 


block designs. 


The Youden square design is a special case of an incomplete Latin 


square. We noted in Chapter 10 that a Latin square with one row re- 
moved constituted a valid experimental design. A Youden square is a 
Latin square with several rows removed, the remainder having the 
property that the columns form a set of balanced incomplete block de- 
signs. Cochran and Cox“ give some interesting designs which consist 
of a Youden square adjoined to a complete Latin square. These de- 
signs are useful for a small number of treatments. 
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CHAPTER 27 


Partially Balanced 
Incomplete Block Designs 


27.1 INTRODUCTION 


We have seen in the previous chapter that completely balanced in- 
complete block designs exist for certain numbers of treatments only 
with an inordinately large number of replicates, For example, with 8 
treatments and blocks of 3 units, the lower limit to the number of rep- 
licates is 21, and with this number of replicates the blocks would con- 
sist of all combinations 3 at a time of the treatments. As a result Bose 
and Nair! were led to the consideration of partially balanced incomplete 
block designs. The present chapter will be based largely on the work 
of Bose and Nair ' and of Rao.’ 

As a first step in the consideration of the problem, let us suppose that 
we have ¢ treatments and wish to test them in b blocks of k units in 
much a way that each treatment is represented r times altogether. The 
blocks will be numbered from 1 to b, and we shall use the symbol 8y 
whieh equals unity if treatment J is in block i, and equals zero other- 
wise. The design is specified essentially by the numbers dy, with i = 1, 
2, «s, band j = 1, 2. „ f, and we shall attempt to choose these num- 
bers in such a way that the design has optimum properties. We con- 
sider, therefore, the estimation of treatment differences with an experi- 
ment arranged according to the set of numbers dy. For the intrablock 
estimates we shall use the additive model 


Vg * BE bo n ey q 
where 


vy = the yield of treatment j in block i 
a = the common contribution 
b, = the contribution of block i 
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ry = the contribution of treatment j 
c = an error with mean sero, which we may regard as un- 
ande Vb QE ENG A E Drug » vos 
ance of e? 
For the interblock estimates, we use the model 
Y, = ka + D burj e @ 
in whieh 4 
Y; = the total of the block 
and 
b, = an error with mean zero, uncorrelated with other b;'s and having a 
variance of 1 (e + li) 
In addition, the b/s may be regarded as being uncorrelated with the 
“The intrablock estimates are obtained by minimising 
Eu e d a) 


d, since this is the ordinary 2«wny classification problem, the esti 
— v/'s are given in the notation of Chapter 6 try the equations, 


(FN - Dee, jengeni W 


7 Ne 
where „ | mre 
Applying these equations to the present problem, we have 
ny = by 
Ny =k, forall te 
Ng rn foralfs 
»0 that the equations become 


Me e 
( -)»- E E zorat " 
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where V; is the total yield under treatment j and 7’; is the total yield 
of the blocks containing treatment j. 
The interblock estimates are obtained by minimizing 


25 (Y. — ku L dn (6) 
i 3 
so that we have the equations 
bia ＋ k D dut; = kY.. (7) 
and * 
d Od.) Db, 31, 2. „ (8 
i * Li 


The equations 7 and 8 reduce to the following: 


t 
bi? + kr 95 $j = kY.. (9) 


mat (Pons) ty = Dove, j-12, „% (10) 
g^ i i 


t 
We shall measure the 7's around a mean of zero, so that b 77 — 0, 
i 


and the equations for the 7's are then 
LY. 
>D (= 105) fp D.. — (11) 
NE : b 


We now note that 


I 
x 


25 6138 = 
7 


Dose, = T, 


and that 


so that equation 11 may be written 


rd (z ayy) fp 15 — rx (12) 


j'ej 5 d b 
and in this form the equations are strikingly similar to equation 5 for 
the intrablock estimates. 
If we know W = 1/c?, and W' = 1/(c? + vi), we can obtain the 


combined estimates of the 258 by minimizing the weighted sum of 
squares of deviations, that is, 


INTRODUCTION 845 
W' 
W E (Ua u= bi? +E Yi h Cb, 09 
a ; ; 


so that, if we combine equations 5 and 12 with the appropriate weights, 
the combined estimates are given by the equations 


EE 


k NEIN E 


N. Ty 
v (-) e 


Now, the quantity 27 4,;6:- is equal to the number of times that treat- 


t 
ments j and j’ occur together in a block, and, if we denote this by jj, 
the equations have the simple form 


= N. . 5 
„ . | a, — (| ——— 105 
15716 k = 1 C 


EN TA us 
— item aur (15) 


We may note in passing that these equations are particularly easy to 
solve in the case when )jj is a constant, equal to A, say, for then they 


may be written as 


^ T 
fr of = ) P (n-—) 
\" W x ES HoH W’) 75 WQ; t . j ^ 
t 
since >> 4; = 0, and these equations give the estimates for differences of 
the sae which we obtained in Chapter 26 for balanced incomplete 


blocks. 


Given any arrangement of ¢ treatments in b blocks of k units such 


that each treatment is represented r times, we may use equations 15 
to obtain estimates of the 77's, or, by virtue of the condition we impose, 
of the (r; — r.) s. We now have to consider specifications of the Xj; 8 
and, therefore, of experimental designs. The case of dj, equal to ^ 
for all j's and j"s has been discussed in Chapter 26, and we found that, 

e 2 numbers ¢ and k, the number 7 neces- 


for many combinations of thi : 1 
sary in order that Ajj be constant was too big for practical purposes. 
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The next step is clearly to suppose that, given a treatment j, the 
numbers M, are equal within groups of the other treatments. The 
ies are integers, less than or equal to r and we suppose that, over all 
J's and j"s, they take one of the values M, M, +++, As where à; > N > 
dg tts > As. The set of treatments j', for which dj; = Xi, will be de- 
noted by S(j, 1) and called the first associates of treatment j. The set 
of treatments j’, for which Xj; = As, will be denoted by S(j, 2) and called 
the second associates, and so on. With reference to any one treatment, 
say, j, the other treatments fall into s sets S(j, 1), S(j, 2), ., SO, s), 
which are its first associates, its second associates, ---, its sth associ- 
ates, respectively. Now we consider the equations 15 in this light, 


and, if we denote r [vC - )« 4 by a, reus by B, and 


k k k 


LZ xu z (1 m 22] by P;, these equations may be written: 


afi — BMG, — MGi — N = Py 


af) — Bx Go GN = BN Go, = Po 
(16) 


af, — GN — BXGo +++ — BG = P, 


where Gi; = the sum of the ?'s for treatments in S(, j), and so on. The 
problem of design is reduced then to a choice of the sets S(j, a), the ath 
associates of treatment j for each j, and we shall choose these sets in 
such a way that the equations 16 may be solved easily. The form of the 
equations 16 indicates that we can reduce the equations to be solved to 
a set of (s + 1) equations in 7% Gj, Gjo, «++, Gja if certain conditions 
are satisfied, For, suppose we take the equation for f, the sum of the 
equations for the group of treatments S(1, 1) which are first associates 
of treatment 1, the sum of the equations for the group of treatments 
S(1, 2) which are second associates of treatment 1, and so on, to the 
sum of the equations for the group of treatments which are sth associates 
of treatment 1. If the sets S(j, a) are suitably chosen, this process will 
lead us to a set of (s + 1) equations in the (s + 1) unknowns 71, Guy 
Cio, +++, Gi... We would like, furthermore, for this set of (s + 1) equa- 
tions to have the same coefficients for all treatments, so that we can 
write down a general solution. 

If we take any treatment, say, 0, and denote its first associates by 
O'i, O's, +++, 6'n,, its second associates by 85, 8*5, +++, Ong and so on, 
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its sth associates being denoted by 6"), 6's, «++, O'n we must have the 
following set. relations: 


For the 60's: 
Seon, 1) + Sa 1) d: (055,1) 
= kb + KS, 1) + WS, 2) K. E80, 8) 
Seon, 2) + Sls, 2) Ke Sto, 2) 
= ky20 + k'138(0, 1) ＋ K 1800, 2) K. St, 0) (17a) 
Sch, 8) + SOn, 8) Hd SOn 8) 
= kið + hye, 1) + KS, 2) . Eus, 8) 
For the 0?;'s: 
Scher, 1) + Sa, 1) Ke Say 1) 
= deg + K'ayS(0, 1) + 18%, 2) 4 - K, 8) 
Scher, 2) + S(O) 2) bes SP ngs 2) 
= ab + k'a38(0, 1) + K238(0, 2) +++ ++ K #) (0170) 


e s o „„ „ OT AY Se i URNAM ORA 


Sci, 8) + S(O, 8) d SQ SS 8) 
= ka + kia, S0, 1) + K'S(0, 2) ++ +++ K,, 0) 


and so on. These relations must hold for any choice of 0, so that ky; 
must be constant for all 6's, Since each term of the sum SO), ) + 
S(O», 1) +++ 00% 1) contains @ once, ys is equal to ny, and thero- 
fore nı, the number of Ist associates, is constant for all treatments. 
Similarly nz, na, sory my, the number of 2d, 3d, +++, sth associates, of à 
treatment is constant. Furthermore, kiy is equal to zero for í unequal 
to j. 
The equation 17 may be written as the single equation: 


Sl D) + Sch, D) +--+ + SOn D 
= dun + k'aS(0, 1) + Este, 2) +--+ Kaste, a) (18) 
This states that any rth associate of @ occurs in k'a of the sets S(9^, D, 


Sla, D), +++, Sch, D. We shall now prove that each of the sets S(9*;, D), 
j= 1,2, «++, n; contains the same number of members of any particu- 
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so that nı must be even. We therefore consider the case n; = 6, nz = 2, 
and examine the p*;;’s. We have the relations: 


Put pu-5 
pia + plos = 2 
Pu t+ 5212 = 6 
Dd ps2 = 1 


and, since 
Nip jk = NP ik 
we have 
Y monos 651 = 2p? 
* 21 = NP11 or 6p a1 = 2 11 
and 


Mp'o = napis or 65 = 25212 
Therefore, since each p*;; is a non-negative integer, 
Pa = 1 and pe = 0 
or 
Pa =0 and p% = 1 
If pe = 1, then ply. = 14, and this is impossible. kae 5221 = 0, 


sag P22 E and, N Pi = 6, and, hence, p!o; = 2, and 
phi = 3. The matrices p*;; are then 


JE 3 M 5 
BE o 3^4 7 Mii 


We have found, therefore, all the parameters of the design: namely, 
d 1 = 3, 1 = 3, b = 9, m = 6, NI =1, ng = 2, A» = 0, and the 
p*;; matrices above. To obtain the actual design, we may assume that 
treatments 2, 3, 4, 5, 6, 7 oceur with 1 in a block, and that 8 or 9 does 
not occur in a block with 1. We ag make up Table 27.1, in the order 
given, by using the matrices Dj 


TABLE 27.1 
Treatment First Associates Second Associates 
1 2, 3, 4, 5, 6, 7 8,9 
8 2, 3, 4, 5, 6,7 1,9 
9 2, 3, 4, 5, 6, 7 ig 
2 1,3,4,5,8,9 6,7 
6 1, 3, 4, 5, 8, 9 2,7 
7 1, 3, 4, 5, 8, 9 2,6 
3 1, 2, 6, 7, 8, 9 4,5 
4 1, 2, 6, 7, 8, 9 3,5 
5 1, 2, 6, 7, 8, 9 3,4 
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The only arbitrary step in the formation of the table is the choice of 
6 and 7 as second associates of 2, for we could have chosen any 2 of 
the 5 treatments 3, 4, 5, 6, and 7. The choice that we make determines 
the design. Given the table of associations, it is a simple matter to 
construct the design, which consists of the 9 blocks: 


(123), (164), (175), (683), (695), (784), (793), (285), (204) (24) 


That the design has the required properties may be verified by the 
reader, Furthermore, we have shown that this is the only design, apart 
from permutations of the treatments, for which the parameters of the 
first kind are as stated. We may note that this design is identical with 
the one we would get by considering the 3? factorial system in blocks 
of 3 and using a set of 3 replicates, or the one we would get from the 
Latin square: 

A (1) B(2) C(3 

C(6 A(5 B(9 

B(4 C(8 A 


by confounding rows, columns, and letters, respectively, in 1 of the 3 
replicates. 

Continuing with the same problem, we could take the case nı = ne 
= 4, and we would find that the matrices p*;; can be 


i 2) pa ? 
Pii (2 2/ e e 


After a little enumerative work, it is found that these matrices corre- 
spond to the design in which the 9 treatments are arranged in a square, 
and rows are confounded in one replicate and columns in another, thus: 


giving the blocks 
(123), (456), (789), (147), (258), (369) (25) 


This is again a quasifactorial design: in fact, a simple lattice. In this 
case, with ny = 4, n = 4, r = 2, k = 3, and b = 6, there are other 
p^; matrices which do not lead to a design. 
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As a second example, consider the case when ¿ = 8 and k = 3, and 
let us see whether there is a design with 4, = 1 and ½ = 0. Since nM 
+ naz = r(k — 1), nı = 2r, we may consider the ease n; = 6, u = 1, 
and, consequently, r = 3. The p*;; matrices are readily found to be 


96 a 2 0 0 
l A 5 (0 0 


We may construct a table of associations, which satisfies these matrices 
(Table 27.2). 


TABLE 27.2 
Treatment First Associates Second Associates 
1 2, 3, 4, 5, 6, 7 8 
8 2, 3, 4, 5, 6, 7 1 
2 1, 3, 4, 5, 6, 8 7 
7 1, 3, 4, 5, 6, 8 2 
3 1, 2, 5, 6, 7,8 4 
4 1, 2, 5,6,7,8 3 
5 1, 2, 3, 4, 7, 8 6 
6 1, 2, 3, 4, 7, 8 5 


The design is therefore some permutation of 


(124), (176), (135), (825), (873), (846), (236), (745) (26) 


27.3 DESIGNS FOR A SMALL NUMBER OF TREATMENTS 


We shall not discuss in detail the problems of enumerating partially 
balanced incomplete block designs for any number of treatments, any 
size of block, and any number of replicates. Instead we shall consider 
the possibilities when the number of treatments is less than 10 and the 
block size is less than 5. The cases when the number of treatments is 
um less are very simple, the possible designs having been discussed 

ore. 

With 5 treatments, symmetrical pairs require (5 X 4)/2 — 10 blocks, 
and, therefore, 4 replicates, and there is little need to discuss other de- 
signs in blocks of 2 plots. All combinations 3 at a time would require 
(5 X 4 X 3)/(3 X 2 X 1) = 10 blocks, and therefore 6 replicates, so 
that again we need not discuss the case further, as it is unlikely that an 
experiment with less than 6 replicates could give sufficient accuracy of 
estimates or sufficient sensitivity. ‘The testing of 5 treatments in blocks 
of 4 requires 5 replicates for a balanced incomplete block design, and 
again we do not consider the case worth discussing, though there is the 
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possibility that the experimenter may wish to have a number of repli- 
cates that is not a multiple of 5. 

With 6 treatments, symmetrical pairs require (0 X 5)/2 = 15 blocks, 
and therefore 5 replicates, and this solution is satisfactory for most 
purposes. If the experimenter wishes to use blocks of 3, the design 
given at the beginning of Chapter 26 is a completely balanced incom- 
plete block design with 10 blocks and 5 replicates. With blocks of 4, 
the minimum number of replicates for a balanced incomplete block de- 
sign is 5, since x = r(k — 1)/(t — 1) is an integer, but actually the bal- 
anced incomplete block design includes all possible combinations of the 
treatments 4 at a time and involves 10 replicates. By examining the 
relationships 23, we ean deduce the design 


(1234), (1235), (1236), (1456), (2456), (3456) (27) 
for which 
n = 2, nm = 3 
N73, * 2 
124 


wy - 
eo 
This design involves 4 replicates and could be repeated if 8 (but nol 10) 
replicates are desired. , ; ` 
For the case of 7 treatments, symmetrical pairs require 6 replicates, 


which is likely to be a reasonable one for most purposes. The balanced 
incomplete block design in blocks of 3 given in Chapter 26, namely, 


(123), (145), (167), (246), (357), (347), (356) (28) 


requires 3 replicates and may be repeated if more replicates are neces- 
sary. From this design in blocks of 3, we obtain the balanced incomplete 


block design in blocks of 4 plots, namely, 
(4567), (2367), (2345), (1357), (1346), (1256), (1247) (29) 


which requires 4 replicates. x : 

With 8 treatments we may use symmetrical pairs if 7 replicates are 
possible, With r, less than 7, replicates, we may regard the 8 treat- 
ments as arising from 3 factors each at 2 levels and may therefore use 
any set of r of the 7 systems of confounding in blocks of 2. If blocks of 
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3 units are desired, the design given in the previous section may be 
used: namely, 

(124), (176), (135), (825), (873), (846), (236), (745) (26) 


To obtain arrangements in blocks of 4 units, we may again utilize a 
correspondence between the 8 treatments and the combinations of a 2% 
system. 

With 9 treatments, symmetrical pairs require 8 replicates. A par- 
tially balanced design requiring 4 replicates is the following: 


(12), (13), (14), (17), (23), (25), (28), (36), (39) 
(45), (46), (47), (56), (58), (69), (78), (79), (89) 
which has parameters: 
t=9, b=18, k=2, r=4, n =4, M71, m=4, 3-0 


"e " ole À 
1 ML ND 


There exist many pseudofactorial or lattice designs in blocks of 3, and 
there is no need to enumerate them here. With blocks of 4, a balanced 
incomplete block design requires 8 replicates, the blocks being 


(1234), (1256), (1278), (1357), (1468), (1369) 
(1489), (1579), (2389), (2459), (2679), (2347) (81) 
(2568), (3589), (4679), (3456), (3678), (4578) 

A partially balanced design which requires 4 replicates is the following: 
(2347), (1358), (1269), (1567), (2468), (3459) 

(1489), (2579), (3678) 
for which the parameters are: 
t=9, b=9, k=4, r=4, "74, u = 2, m=4, M = 1 


Ab 9 Me 2 
F l 
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The analysis of partially balanced incomplete block designs is a fairly 
straightforward process, particularly in view of the fact that the designs 
have been chosen so that the analysis is simple. We obtained equations 


(30) 


(32) 


ANALYSIS OF DESIGNS 555 


15 without any restriction on the design, except that the number of 
replicates of each treatment and the block size are to be constant. 
These equations would, in general, be rather difficult to solve, for, at 
most, they can be reduced to a set of (¢ — 1) equations in (£ — 1) un- 
knowns. To obtain the estimate of rj, we form (s + 1) equations, of 
which the first is the jth equation of the set 16, namely, 


af; — BMG % . 6, C, = P; (33a) 


the second is obtained by summing the equations of the set 16 for the 
first associates of treatment j, giving, because of equation 18, with 
vs substituted for s, 
aGj — Bx uf; + p'iGa + phuGja +> ++ pui) 
— B(phaGj + p'iGjo d d phaGjs) (33b) 


= GN + % d: % = Pj 
where EP; is the sum of the Pj's for the treatments that are first asso- 
ciates of treatment j; the third equation is obtained by summing the 
equations of the set 16 for the second associates of treatment j, giving 
aGj; — Gi + p nGjs +e P2105 
H f, + pl'agGj P22 H. pai) (ge) 


GRe, + Pa E. 2. AV 
where 2. is the sum of the /s for the treatments that are second 
associates of treatment j. Continuing this process, we obtain (s + 1) 


equations in (s + 1) unknowns, £j, Gju, Gja, Am Gja By imposing the 
condition that the sum of the 7/8 is to be zero, i.e., that 


77 ＋ Gi + Gi GS = 0 


the equations may be reduced to a set of s equations in s unknowns. 
We shall derive an explicit expression for the case when there are 3 
classes of associates only. The reader may refer to the paper by Rao 
for the solution for the case of 3 classes of associates. 

With s = 2, the 3 equations in 3 unknowns are 
— PNGA — — BMGga = P; 
be + GN 9 SPa (34) 


aN 
Prt; + (a — Bupu — Bap) G — 


—Bni; — (Ute + GM 0 + (« — G E Bap adGp N 
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Utilizing the relation that 
fj Ga + Gp = (35) 
we have the 2 equations, 
Auf; BiG, = EP; 


nfi B K 
where 


Ay = kla + 8) m Wik — 1) + W"] + (V. W) 

B'iy O — M) = Oe = N — W’) 

4% = kBap* ig — hx (m — pi) (36) 
= kp — kp = KO N 
= (W W, — X)p*s 


Bigg = ka — kd (p' = pi) — Ke — p^3) 
= (nWk-— 1) 4W 
= (W = WD = P) + Xs — p) 


Since 
41 5 Ne 
Put = 
we have 
7 (p'a = Pi) = (pi — p^) 
Big = r[W(k — 1) + WIE W — W^, + O. = X)(p'n — phil 
"The solution of the equations is then 
1 
VES p” m(kPj) — H (37) 
where 
A! = A Bin AB (38) 
and where, recalling our definition of P, 
in, = wig, + we (ry - T) 
= W(tQ) + W'T, — rkW'y.. (39) 


y- being the over-all mean. 
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Lens work is involved computationally when ng ix less than n, if we 
substitute for Gj; instead of G. This gives the equations, " 


Ait u, = kP; 


LOULES TE A “id 


where 
Ay = kla + B4) m WE = 1) 4 W -n. 
B'i, = KAO = M) = (Wem N, = Xx) 
A'n = KOM pant RNa an — Kahang = BOP! — hepa) 

= (W = WAA = Mp 
and (an) 
e, = ka + KAM (pa, pn) + Ala — pn) 

H = 1) + W) 

+ (W en = pu) + Mp'n = Fal 

= AWO = 1) 4 W W — WD 4 O 7 Xn = pull 

The solution of these equations is 


„-en A an 


here 
a A! e A By = Al (a 
It may be noted that the two expressions for 4° are identies) alge- 
braically, 

‘The weights W and W' ass estimated by performing the analysis of 
variance in 2 forms as in Table 27.3. 


Tama 27.4 Nute or Vonawes ron Passat Barone Dvocwrsamm 
Broce Ibu, 


Doe E LÀ xm ben 
— — iguertng * , LES] Ld 
cem oom t coms tung I- r at * re e 
2 p Meb-1$1 te Rom 
-= — = 
Total ^ wet Li Tu 
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In this table, 


1 

71 2 2 C 
T 

S=} yuy- CT 
E 


_ (grand total)? 
z bk 
T' = 31,0; 


CT 


f; being the intrablock estimates, and Sg and B’ are obtained by sub- 


traction. 


We note that it is necessary to obtain the intrablock estimates, and 


these are given by the equations 37 or 42 with W' — 0, that is, 


" 1 
i= A [B22(kQ;) — BI Uu)! 


where 

41 = r(k — 1) + X. 

Biz = Qo — X) 

Ago = (s — X) D212 

Bog = r(k — 1) + a + O — A (phi — 9211) 
and 


A = AisBo — A22 B12 
Alternatively, if no is less than u, we may use the equation 


4 


1 
(m i [B21 (kQ;) — B11£(kQ;2)] 

where 

Ay — r(E — I) + 

Bu = (Qs — 2X) 

421 = Qu — X)phs 

Bai = r(k — 1) +M + Qa — N — pss) 
and 


A = A121 — An By 


(44) 


(45) 


(46) 


(47) 
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The expectation of the mean squares may be seen by noting that, apart 
from terms involving the 278, 


E(S) = (bk — 1)e? + k(b — 1)0*, 

E(Sz) = (bk — b — t o? 

E(T) = (t — 1)o? + (t — k)e?, 
so that 

E(B) = (b De + (bk — i)o”, 


Denoting the mean square for error by E and for blocks eliminating 
treatments by B, we may then estimate W and W’ by 


1 bk —t 
w=- w = —— (48) 
E k(b — 1)B — (t — f 


The variance of an estimated treatment difference is found by the 
general procedure given in Chapter 6 for the 2-way classification. Con- 
sidering the intrablock information, the difference of 2 treatments, j 
and j', is estimated to be 


p-p a {Boo( Qj 50,0 — BEAR) P07 


This expression must be written in terms of the V;'s, and, if it is equal to 
ejV; = ap Vy + ete. 


the variance of the difference is (a; + aj)o”. If j and / are first asso- 
ciates, V; occurs in /,) and Vj occurs in Z(kQ;), so that the vari- 
ance is 

2k 

v» (Biz + Bog)? 
which equals 


2k 
— Bac? 
A 


If the j and j' are second associates, V; and V; enter only through Q; 
and C/, respectively, so that the variance is 


k 2 
2 — Boo 
A 
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We may note that the variance of the difference is less if the 2 treat- 
ments are first associates than if they are second associates, since 
Bis (= Ms — M) is negative, because we numbered the A's so that 
M > Ag. This merely states that the variance of the difference between 
2 treatments is lower, the more times the 2 treatments occur together 
in a block. 

By the same rule as for the intrablock estimates, the variance of the 


2k 
combined estimate of a treatment difference is a B's, if the treatments 


2k 
are first, associates, and * B's if the treatments are second associates. 


The average variance of treatment differences, using intrablock infor- 
mation only, is 


1 2k 2k 
ET = Bas + m= Ban)? 


=a [(L— 1) Boo + m Bylo” (49) 


and the efficiency factor of the design is 


= DA 


— — — (50) 
rk((t — 1) Boo + EI 

The average variance of treatment differences, using both intrablock 
and interblock information, is 


@- DA [(t — 1) B’oo + ni B'a] (51) 


27.5 A WORKED EXAMPLE 


In Table 27.4 we give the results of a simulated partially balanced 
incomplete block design for 9 treatments in blocks of 3 plots. The re- 
sults we obtained as 

Yin = 50 + b; + ei 


where the bes were a random sample from a normal distribution with 
mean zero and variance of 100 and the es a random sample from a 
normal population of mean zero and variance of 25. 


— ——— 
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TABLE 27.4 


w 
$ 
3 
= 


54) 568) 83 (4) 163 
35 (2)  36(7  40(4 1 
48 ()  42()  43(5 133 
40 (7  56(8 659 (0) 101 
61(4 61(5) 54 (0) 176 
52 (3) 53 (0) 48 (5) 158 
54 (1)  59(8 62 (0 175 
45(2 46(9) 47 (6) 138 
310) 28%  25(3) 84 


Grand Total 1294 


o6 0-00 » o0 wor 


The parameters of the design are: 
129, k=3, r=3, b -9 
N = 1, m = 6, 20, 12 2 


„e (5 0 
e e 1 


The quantities that must be obtained to complete the intrablock esti- 
mation and analysis are as follows, where we use the formulas 46 be- 


cause n is greater than 7a: 


Ay mr ES M -7 
Agi = (M — Nb - 2 
BI MA si 
Boy = r(k — 1) +M + Os — MY — p'a) = 8 

A = Au — AnBu -54 


The estimation equation is then 


_ 889) — Z(305) 


i " 


and the sum of squares for treatments eliminating blocks is MEÍGQJ. 
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The computations are given in Table 27.5. 


Tame 27,5. Comrvrations ror THE. EXAMPLE 


Iwo 
Trestmente AQ; = 3Q; Lj Meck Combined 
i Y T - Amisa ZAQ) — d „ EPn Hd 
1 m m T ay LU eu on 0.60 0.0 
2 1 m - as 5 -La 0.30 on -im 
L] mt wo * e? TH n -An -07 -65 
4 150 w " rne » La on 0.70 na 
5 102 w - 2e s -0n An 0. % -00 
6 w w 0 ar Bd e" ow ~L% Lm 
7 m e -0 ae -7 0-470 -0 A 4.6% 
^ m € 10 15 i] . % ou An * 
L] w w 2 uM " n" os LE] 3.08 
Bum of column 124. = LI 0 6 -00t -o0* -00* 
-1x"m 
* Are unequal to pero bonum of roamding-off errors, 
LO dAL II 
Smg Sum 
but „ „ Spn Dee te 
Mimba grew ing treatments m»s „ uno Mocks elimenating trenlnenta: 
Treatments elimitating biata Nn „ nen  Trestmente ignoring lodo 
mu i wu roe 
Tow TM. 3 mS Tol 


"The estimated variance of the intrablock estimate of the difference of 
2 treatments is 


2X3 X gy X 13.33 = 11.85 if they are let associates 


2X3 N X 13.33 = 13.33 if they are 2d associates 
The efficiency factor of the design is 


8X5 
3X38X842X1) ^ 7o 


If then the reduction of block size from 9 units to 3 units resulted in a 
lowering of variance within block by about 14, the design has proved 
to be of value without using the interblock information. It is not pos 
sible to estimate this reduction in variance unless the design is resolv- 
able and the property was utilized in the experiment. 
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Turning now to the extraction of the interblock information, we com- 
pute the following quantities: 


E = 13.334 B = 184.17 
e Ls 
18 
V axi- oxin 0005 
w 
Ei- denn 
Ag = % — w’) — 0 
Ay Nh — v) = 040708 
A'a = RT 1) + Aa = 0402 
A'n = (Ag = A0 -0 
B'a = M= A = —0,0708 


Bly = A'a + B'an = p^) = 0.0748 
A! A = AP = 031208 


A'n = R(k — 1) N = 04412 
A'n = (hi A = 0.1416 
By = . = 0.0708 
Bin = A'n + Bahn N = 0.0000 
A! A = A's B = 03128 
‘The estimates are given by the equations 


y= iuh u 


v 
Pj= $09) +E T, - ny. 
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In this case, 


0.0750 0.00415 
T 3 (3Q;) + : T; — 3 X 0.00415 X 47.926 
= 0.0250(3Q;) + 0.001387; — 0.5967 
and 3 
5j 0.6048P; — 0.0708EP; 
5 = o31294 € pun 


= 5.80P; 0.688 Ph 


The variance of a treatment difference utilizing both interblock and 
intrablock information is 


2k 

yo B'j, = 11.61 if the treatments are Ist associates 
and op 

E: B22 = 12.98 if the treatments are 2d associates 


We note that the utilization of the interblock information has resulted 
in a trivial lowering of variance. In general, we would find out if such 
were the case before undertaking combined estimation. 


27.6 THE ENUMERATION OF PARTIALLY BALANCED 
INCOMPLETE BLOCK DESIGNS 


Partially balanced incomplete block designs include, as a special case, 
completely balanced incomplete block designs, and the same methods 
may be used for enumeration. A brief review only of these methods 
will be given, and the reader may refer to Bose and Nair! for a com- 
plete discussion. 


27.6.1 Geometrical Configurations 
Several designs arise by translation of geometrical configurations: 
e.g., the Desargue configuration of 
2 triangles in perspective gives rise 


4 
3 
: r d to a design for 10 treatments in 


blocks of 3. If we take any regular 


[2] : 
7 polyhedron and regard the points as 
eth Bae treatments and the faces as blocks, 
we get a partially balanced incom- 


5 
6 plete block design. For example, with 
FIGURE 27. a cube (Figure 27) we get the design 
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(1, 2, 3, 4), (1, 2, 5, 6), (1, 4, 5, 8), (2, 3, 6, 7) 
(8, 4, 7, 8), (5, 6, 7, 8) 


In this case there are 3 classes of associates. Taking 1 as the fixed 
treatment, treatments 2, 4, and 5 are first associates occurring twice 
with treatment 1 in a block. Treatments 3, 6, and 8 are second associ- 
ates occurring once with treatment 1 in a block, and treatment 7 is a 
third associate occurring not at all in a block with treatment 1. The 
parameters of the design are: 


1-8, 5 = 6, k=4, r=3 
1 = 2, n = 3; N = I, m = 3; Ag = O, ng = 1 
0: 20 29091 030 
pygs|2 0 1%, 5% 0 2 0|» = 0 0 
09 1640 100 0010510. 
Efficiency factor = 45 
17 


This design may also be regarded as a 23 lattice in blocks of 2? plots. 
The k X k simple lattice in a sense arises in this way, having param- 


eters: 
t=, t=2, b=2k, b = k, r=2 
m -2(—1, 4 1, m= (k—1)?, 2 0 


Qo / 2 * 1 ) 70 6 1 
Ps (k — 1)(k — 2) "7 Na = 2) (k—2)? 


Any k" quasifactorial design in blocks of k"~! plots with n different 
replicates is a partially balanced incomplete block design. The design 
is a geometrical configuration one since it is obtainable by taking sets 
of (n — 1)-dimensional hyperplanes from an n-dimensional lattice. 


27.6.2 Application of Finite Geometries 

A general method of obtaining partially balanced incomplete block 
designs is to exclude from EG(k, p”) the origin (0, 0, , 0) and regard 
the remaining points as treatments. We then take as blocks all the 
(k — m) flats that do not contain the origin. 

To obtain partially balanced incomplete block designs from PG (t, p”), 
we exclude any one point, say (1, 0, 0, „ 0), and regard the remaining 
points as treatments. Blocks are formed by taking all (k — m) flats 
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that do not contain the excluded point. We note in passing that, with- 
out excluding these points, and taking all ( — m) flats as blocks, we 
obtained some of the completely balanced incomplete block designs of 
Chapter 26. 

As examples, we quote the following from Bose and Nair's paper: ! 


1. EG(k, p") with k = 2, m = 1.“ The number of treatments is 
s* — 1, where s = p". The parameters of the design are found to be: 


t=s?-1, b I, r=s, k=s 


M=1, = s; ½ = 0, 12 2 

6 1} es) 7 0 
3 s g- 
Pa les 0 1 0 .) 


With s = 22, if the 15 treatments being denoted by (M., = 0, 1,2; 8; 
excluding (00), the blocks are as shown in Table 27.6. 


TABLE 27.6 


(10, 11, 12, 13) (20, 21, 22, 23) (30, 31, 32, 33) 
(01,11, 21, 31) (02, 12, 22, 32) (03, 13, 23, 33) 
(10,01,32, 23) (20, 31, 02, 13) (30, 21, 12, 03) 
(10, 31, 22, 03) (20,01, 12, 33) (30, 11, 02, 23) 
(10, 21, 02, 33) (20, 11, 32, 03) (30, 01, 22, 13) 


2. PG(k, p") with k = 3, m = 1. The parameters of the design are, 
with s = p", as follows: 


Um PE bas, reg, kesadl 
M= 3, m MTA; x20, m= s—1 


e+e 0 ) 
ru -( 0 1-2 
Similarly, we can cut out points of a particular m flat and take all 
(m + 1) flats except those that contain the excluded m flat as blocks. 
For example, we may remove all points on a line from PG(3, p^) and 


* It should be noted that & in EG(k, p^) bears no relationship to k the size of the 
block. Which k is meant is always clear from the context. 
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take as blocks all planes that do not contain the excluded line to give 
a design with the following parameters: 
tes +s, baste’ reis ketta 
Merl m=; Mas „ Pm) 
* 1 5 0 
1 = * - 
"p cde A Pu C 3" 3) 
27.6.3 The Method of Differences 
The reader should refer to Bose and Nair's paper for a description of 


this method. The designs are obtained by the use of moduls. An ex- 
ample is the design 


(124) (235) (340) (451) (502) (013) 


for 6 treatments, denoted by 0, 1, 2, 3, 4, 5, in blocks of 3 plots, the 
parameters being 


t=6, b=6, re 3, k-3 
Ju = 2, 11 =l 1, met 


m0} C) 


This design is interesting mainly as a product of the method, it being 
generated by addition from the first block, the rule of addition being 
the ordinary one with reduction modulo 5. 


27.6.4 Other Methods 

Some simple ways of obtaining designs are as follows: 

l. If t = pq, arrange the treatments in à p X q array, and take for 
the pq blocks each treatment and the treatments that occur with it in 
a row or in a column. 

2. Using the same array, form pg blocks by taking all the treatments 
that occur in a row or a column with each treatment, excluding the 


treatment itself. 
3. If p =q, a Latin square may be constructed, and all treatments 


having the same row, column, and letter as each treatment make up a 


block, 
4. Given an incomplete block design, it can be inverted if treatments 


are renamed as blocks and blocks as treatments, and this sometimes 
gives another incomplete block design. 
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27.7 CONCLUSION 


From the viewpoint of the experimenter, we may regard the incom- 
plete block design problem as solved for all practical purposes with 
perhaps a few exceptions. The choice between various incomplete block 
designs and lattice designs is based primarily on the size of block de- 
sired and the number of replicates possible. With designs that have a 
low number of replicates, the efficiency factor is important, if there is 
doubt concerning the accuracy of the utilization of interblock informa- 
tion because of a low number of degrees of freedom for blocks. 

The designs have been chosen primarily on the basis of the simplicity 
of the analysis. Many other designs which appear offhand to be rea- 
sonable are not practical on this basis. For example, a design for 50 
treatments in blocks of 4 may be generated by taking as the initial 
block (0, 1, 2, 3) and adding (modulo 50) 1, 2, 3, . .., 49, respectively, 
to give 49 more blocks. Such a design is, however, difficult to analyze, 
because it is necessary to invert a 50 X 50 matrix, which is very tedious, 
even though the matrix is of a particular type, known as circulant.* 

Further developments of partially balanced incomplete block de- 
signs are discussed by Rao? and Nair and Rao.“ For example, other 
designs may be included in the class if the A's are not restricted to be 
unequal. 
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CHAPTER 28 


Experiments on Infinite. Populations 


and Groups of Experiments 


281 INTRODUCTION 


We have considered the more important designs involving 1, 2, 3, or 
more factors from the point of view of both design and analysis. It 
should be noted, however, that we have always restricted ourselves to 
a discussion of the effect of the factors at the levels actually tested. 
There is a whole class of experiments which have the common feature 
that they involve factors or pseudofactors with a large, and often infi- 
nite, population of possible levels of the factors. For instance, we may 
take the 1-factor case, in which we are interested in the yields of a pop- 
ulation of varieties of corn, but can, of course, test only a finite number 
of the varieties in an experiment. Again, for the 2-factor case, we might 
be interested in the differential effects of a number of nutrient treat- 
ments on a large population of varieties of corn. We can do no more 
than test the treatments on a sample of the population of varieties, but 
we are interested in the effects of the treatments on the whole popula- 
tion of varieties, possibly even more than in the effects of the treatments 
on the actual sample of varieties used in the experiment. For the 3- 
factor case, a typical and frequently occurring example is the compari- 
son of a fixed set of varieties or treatments over a large population of 
places and a large population of years. The experiment we actually 
make must involve only a sample of the population of places and a 
sample of the population of years. The problems encountered have 
come to be known as the problems arising with a series of experiments 
(Cochran, Yates and Cochran °). In this situation, the experimenter 
is often interested not only in the determination of effects for the indi- 
vidual experiments given by particular choices of place and year, but 
also in the effects for the population of possible years with a fixed place 
and the effects for the populations of possible years and possible places. 
In fact, the whole program of hybrid corn breeding in the United States 
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is based on precisely this situation, and problems of design and analysis 
arise (cf. Federer and Sprague ? for example). We shall endeavor in 
this chapter to give a unified discussion of this type of problem. 

There are essentially two aspects: namely, the design of the whole 
experiment, which will include a discussion of the number of levels of 
factors that should be tested, and the interpretation of experimental 
results. It is intuitively clear that, in the absence of a priori informa- 
lion, the experiment actually made gives the best point estimate of a 
treatment effect for the whole population, even though this estimate is 
the estimated effect for the sample of levels actually used. In applying 
the estimate to the whole population of levels, we must take account of 
the fact that we have used only a sample of levels, and the error of the 
estimate will contain additional components of error. As a result, we 
shall become involved in the estimation and interpretation of compo- 
nents of variance. The estimation of components of variance was dis- 
cussed in Chapter 6, and the reader may find it necessary to refer to 
that chapter. 

The problems that arise are of very wide occurrence, and, although 
we shall couch them in agronomic terms, the reader should have no 
difficulty in translating the concepts into the language of engineering, 
psychology, education, and any other subject-matter field. 


28.2 THE 1-FACTOR EXPERIMENT 


Suppose we can obtain a new population of varieties of corn, for ex- 
ample, by breeding from a cross of two varieties of different geographic 
origin. We shall wish to determine characteristics of this population, 
and, confining ourselves to one attribute, say, yield, we shall wish to 
obtain knowledge on the distribution of the yields of the possible varie- 
ties that we can obtain by a particular breeding program. It is probably 
reasonable to assume that the yields of the possible varieties are dis- 
tributed normally, and we would then wish to obtain an estimate of 
the mean y and the variance a”, of the distribution. To do this we shall 
perform the steps of the breeding program and obtain a random sample 
of, say, v of the possible varieties, which we shall test in a replicated 
experiment with randomized blocks, Insofar as the mean y will de- 
pend markedly on the environment in which the varieties are grown, 
while the variance may be more stable, we shall concern ourselves mainly 
with the estimation of 6, Knowledge of c?, is important, for we know 
that, if we adopt the rule of taking the top p percent of a random sam- 
ple of size v of the varieties we generate, the selection being made on the 
basis of the observed means of the v varieties which are each subject 
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to a variance of c?,, then the difference between the true mean of the 
selected p percent and the mean of whole population will have an ex- 
pectation of Ke? 

v 


Voet, 


where K depends only on p and v (see Yates,‘ for example, or any text 
on selection in genetic material, such as Lush). Given estimates of 
oy and o?e, we can say whether it is worth our time to work on the 
population to extract the higher members. The formula we have given 
is also interesting in that it demonstrates the importance of reducing 
c^, by the experimental design. 

Suppose that we test the sample of v varieties with r randomized 
blocks of v plots. Assuming that the yields % are given additively, we 
use the model 

yj = u + bi 0; + eig 
where 
i = block number = 1, 2, „ 7 


j — variety 21,2, 
vj — normal independent random variables with 
mean zero and variance o”, 


and the e;;’s are uncorrelated with a mean of zero and may be assumed 


to have constant variance g”. i . 
We have found that the expectations of mean squares in the analysis 


of variance are as given in Table 28.1. 


Tank 28.1 
Mean Expectation of 
Due to df Square Mean Square 
Blocks 121 ! 
Varieties v—1 Y! + -r Leo, — 0)? 
Error (r — Dv — 1) E 0 


Since the »;'s are random variables from a normal distribution with 
variance o°», the expectations are 
E(E) = o° 
and EV) =+ xt 


so that y- 
( bt 
- 
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We may estimate e“ and o°, by these equations. Under the infinite 
model, (r — 1% — UE and (v — 1)V will follow x? distributions inde- 
pendently, The variance of the estimate 9, is then 

2 [e + ro*,)? F. (o°)? 

P (e ~= 1) 6 D(v— 1) 
This formula may be used to estimate the number of lines and replicas 
tions that should be used to obtain a satisfactory estimate, given an 
idea of the values of g? and o, that will be encountered, We gave a 
simple illustration of the use of this formula in Chapter 6. 

The test of the hypothesis that o°, = 0 is easily made by the J test. 
The same test may be obtained by applying the likelihood ratio orl 
terion to the joint distribution of the y's under normality assumptions, 
A test of the hypothesis that «7, = k, unequal to zero, does not appear 
to be obtainable easily, It is relatively casy to give a test of the hy- 
pothesis that es, equals some constant, but such a hypothesis is not 
of practical interest, because o”, is essentially a property of the measuring 
device, namely, the experiment, whereas a?, is a property of the material 
being measured. We, therefore, expect a°, to be relatively constant, 
while e, may vary with the type of experimental material (i.e., field 
plots in the present ease) on which we obtain the measurements, and 
with the experimental design used, 

If we were interested. in the mean of the population of varieties, a 
problem of allocation of resources arises, because the variance of the 
observed mean about the true mean of the population, that is, the mean 
we would get if each member of the population were tested on the set 


of plots used, ix 
2. 
LJ * re 


This formula ix instructive in indicating that having considerable rep- 
Heation of a chosen sample of varieties is less important than choosing 
a large sample of varieties, and, consequently, having less replication 
par variety. 


28.3 THE 2-FACTOR EXPERIMENT 


An example of the type of problem we shall discuss is the testing of 1 
treatments on a random sample of r varieties, There are several de- 
signs posible for such an experiment, and we shall first consider the 


case when randomized blocks of st plots are used. The mathematica! 
mode! we shall use is 


va bth thet Wp + em u) 
i = bloek number LEN NL 
J = treatment number = 1, 2. „1 
k = variety number — 1, 2% 


and u, ba and (j are unknown constants, the other terme being madam 
variables. Tho additive effect of treatment j in combination with va- 
riety k consists of 3 parta, (% ny, and (, of which t ls a fixed constant 
and the rj's and (“a' are random variables because we have taken a 
random sample of varieties, We may assume that the expectations of 
ry and of (t)j, are zero, so that £j ls the true effect of treatment j over 
the whole population of varieties. We shall assume the is to be nor- 
mally distributed with variance e*,, and the (/e to be normally dis- 
tributed with variance ee, which does not depend on j or k, As usual, 
we may amume the ejas to be uncorrelated with mean sero and eon- 
stant variance g”, We suppose that the object of the experiment is to 
obtain estimates of the differences between the i's and the errors of 
these estimates, ‘The structure of the analysis of variance is given in 
Table 28.2. 


Tama 28.2 Sraccrome of Anakmas or Vamos rom Hanvowines Bus Hee 
r or i Tarana wen a. Haroon Sawrta or « Vannius 


Mees 

Due te a „. K. 
Moka rot 
Treatments (a fo 469v be HIP 
Varietion r~1 1 69r n, 
Trestmenta X varietion — Uo Dn 1 Cowes 
Ero i= Mm * 

— 
Total * 


In writing down the expectations in the above analysis of varianee, 
we have assumed that the (eie are normally and independently dis 
tributed around a mean of mro and with varianre , (et. Chapter 6). 
Since we have only a finite set of fusd treatments, it is reasonable to 
define the ri's in such a way as to measure the differences between vari- 
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eties averaged over this set of treatments. If we do this, the quantities 
(Ww); are such that 


(to) =0 for any k 
Hi 


The expectation of the mean square for varieties should, therefore, be 
c? + rlo?» the term in c?,, dropping out, because the sum of squares 
for varieties is the sum of squares between variety totals with a certain 
divisor. This illustrates a. generally applicable device, that, if we are 
considering a fixed set of levels of factor a with a random set of levels of 
factor b, the expectation of the sum of squares for factor b does not 
involve the interaction component of variance. In other words, the 


1 
quantity c + = oa» should be replaced by o°», in the expectation of a 
a 


mean square in which it occurs, if there is a finite number of levels of 
factor a. 

If we wish to test for the existence of differences between the HER 
that is, differences between treatments averaged over all the possible vari- 
eties, we shall use the criterion T'/I. This criterion will be distributed 
under the null hypothesis, according to the F distribution, with (¢ — 1) 
and (( — 1)(v — 1) degrees of freedom, because both treatment sum of 
Squares and interaction sum of squares are distributed under the null 
hypothesis as x?(s? + ro”,,) independently with the appropriate degrees 
of freedom. The plot errors are not independent as we have noted 
throughout this book, but all the knowledge we have suggests that we 
may ignore the dependence. It is also clear from the analysis of vari- 
ance that we may test the hypothesis that % equals zero by comparing 
1/E with the appropriate F distribution. 

For the reasons stated above, the hypothesis that there are no differ- 
ences between the varieties averaged over the set of treatments is tested 
by comparing the criterion V/E with the appropriate F distribution. 
If the treatments are a random sample from an infinite population, the 
criterion V/Z would be used to test the hypothesis that there are no 
differences between the varieties averaged over the population of treat- 
ments, If the treatments were a random sample from a population 
such that the ¢;’s are distributed with variance c?, the test with T/I 
would be a test of the null hypothesis that o, equals zero. 

The best estimate of comparisons of the %s is given by the same com- 
parison of the treatment means: that is, of the y.;.’s. In any such com- 


P" 


: - 1 O ty 
parison each y.;. has a variance of — (c? + 702% which equals — + —- 
rV v TU 
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It may be noted that, if / is large relative to 0”, it will be advisable to 
include a large number of varieties at the expense of the amount of 
replication, though a change in this direction will produce an increase 
in 2, because the block size will be correspondingly increased. 

In fact, when an experiment apparently of the above type is per- 
formed, the experimenter has usually not selected a random sample of 
varieties, but a set that he considers worth examination. Frequently, 
however, he wishes to test hypotheses about treatment effects on a 
population of varieties, because he finds that treatment. effects vary 
considerably over the varieties he used. He then takes the somewhat 
hazardous step of assuming that the varieties he used constitute a ran- 
dom sample of a population of varieties that he could have used, and 
wishes to talk not only about the varieties actually used but also about 
the whole population. This step is hazardous because the only defini- 
tion we can accept of a random sample is a sample drawn with a device 
known to produce randomness, for example, a table of random num- 
bers. It appears reasonable, however, to adopt this ns a device to facili- 
tate condensation of experimental results, providing the limitations are 
realized. As a result, the experimenter tends to be in the position of 
attempting to answer both of the following questions: 


1. Are there differences between the treatments for the set of varieties 
used? 

2. Are there differences between the treatments for the population of 
varieties of which the set used constitutes a random sample? 


He also wishes to estimate treatment differences over both sets of situ- 
ations. We have already discussed the test for question 2, and the test 
for question 1 is the comparison of 7/ x with the corresponding F dis- 
tribution, as in the case of the ordinary factorial experiment. The es- 
timate of a treatment comparison is the same for both cases, namely, 
the comparison of observed means, but the variance of each y.j. for the 
population of varieties is (e? + ro?,,) /r», while the variance for the par- 
ticular set of varieties is / . The error to be attached to an estimate 
depends on the use to which the estimate will be put. Let us suppose 
that the purpose of the experimenter is to predict the gain an individual 
farmer will make by using treatment 1 rather than treatment 0, and 
that the farmer is using a variety which is not one of those tested in the 
experiment, and one which may be assumed to be a random member 
of the population of varieties. Then the experimenter wishes to predict 


the quantity 
X = h — lo + (t) — W)ou (2) 
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where u denotes the number of the unknown variety y. The observed 
mean difference between treatment 1 and treatment 0 is y.,. — oe, 
and is an estimate of 


1 U v 
(4 — to) +- [ D wu- = (oa | + plot error (3) 
v Lim k=l 


where the summation is over the varieties (1, ., v) tested, and the 
expectation of the square of the plot error is 20% u. 
"Therefore, 


Ta e 
Yi = yo X + :[z ( — 2; (wo | 
LI kel 


—[(to)iu — (tou) + plot error (4) 
so that 


2% 202% 
Elly- — % — XP = + Ee + 20%, 


208 ( +*)| (5) 


If we estimate c? and % and substitute the estimates, we may say 
that the predietion of X is 


dA asg 1 
ei (11) 
rU v 


and, if the numbers of degrees of freedom are sufficiently large, the 


interval 
d 1 
Ya — y-o. + 1.96%, E + es + 2] 
TU v 


will be an approximate 95 percent confidence interval on the true differ- 
ence for the farmer. Reasoning of the above type is necessary if sound 
technological advice is to be given to users of the experimental results. 

We will now consider the same pattern of treatment combinations 
but a different experimental arrangement. We will suppose that, for 
reasons of experimental technique, the experimental arrangement util- 
ized split plots, and that treatments were applied to whole plots, each 
whole plot being split into v parts for the varieties. The structure of 
the analysis of variance for this case is given in Table 28.3, where g°, is 
the split-plot error variance, and c?, + se^, is the whole-plot error 
variance, 
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TABLE 28.3 SrRUCTURE or ANALYSIS or VARIANCE ron Srurr-PLor Exrenments 


Mean 
Due to df Square Expectation of Mean Square 

Blocks r-1 
‘Treatments t-1 T , . tront 71 Zt, = D* 
Error (whole plot) (r — It = 1) W € 
Varieties — 1 Vo , + ray + rte, 
‘Treatments 

X varieties (—0v-)0 . +ron 

8 g 


Error (split plot) (r — Dto = 1) 


Total riv — 1 


This case is instructive in two respects. First, the test of T/W with 
the distribution does not test the hypothesis that the 4's are equal. 
It will be remembered that, in our discussion of split-plot experiments, 
we noted that the criterion T/W could be used to test for differences in 
the treatments averaged over the set of varieties used, and, if the t's are 
defined for this set only, the term o does not appear. Now, however, 
the %s are defined to be averages over the whole population of varieties, 
and the existence of the term ro in the expectation of 7 prevents our 
using the ratio T/W. Second, the test cannot be made by comparing 
T/I with the corresponding F distribution because of the presence of 
the term vo*,, in the expectation of 7. A third difference is that, if the 
treatments are a sample from an infinite population, we may use the 
criterion V/Z to test the hypothesis that o°, equals zero: that is, that 
there are no differences in the population of varieties when averaged 
over the population of treatments. The reason that we can make this 
test is that we have assumed that the yield of the combination of treat- 
ment j and variety k is expressible as 


lj + vy (to) error 


where the ((v);,’s are independent normal random variables with mean 
zero and variance c^, Tests of the hypothesis that the 4's are con- 
stant can be suggested on the basis of the expectations of the mean 
squares, on the lines suggested by Satterthwaite.* We have, for ex- 


umple, 


E(T) = 0%, + vol, + n, + 112 mis 


E(W --1—8) = a, +007 + 07, + ro. — 0%, 
, + vos ro, 
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so that the ratio T/(W + I — S) could be used as a criterion if we knew 
ts distribution. Alternatively, as suggested by Cochran and Cox,’ we 
have 


E(T +8) = 252, + ve, + reos + M -p 


E(W + I) = 207, + vos, + 702, 


so that we could use the criterion (T + S)/(W + I), if we knew its 
distribution under the null hypothesis, We know that r-)Dt-)W 
is distributed as x(, + ve?,), ( 1)(v — 1)I as X, + roy»), 
(r — Dee — 1)S as x, and so on, with the appropriate number of 
degrees of freedom for each x?, the distributions being independent. 
Now, if m, is distributed as xis, and uE is distributed as x?c?5, 
then, 

232 2.02 
Eee eee 

* 


var (Ei) = 2 
nı 


If E, and E» are distributed independently, then, 


(071)? " e» 


n Tia 


var (E, + Ea) = 2| 


If we are to regard (E, + Ez) as the numerator or denominator in an 
F test, then we should have 


2 4 ay 
var (E, + E>) = o Gat ga)! 
n 


where n is the degrees of freedom. We may, therefore, regard n(E, + E2) 
as being distributed approximately as x?,(c?, + 02s), the x! having n 


degrees of freedom, if 
sbra (07; + 079)? à (07, + 079)? 
IE + Ej) (0*,)? + (072)? 
n * 
Since we do not know o°; and c^», we replace them by their estimates 


E, and Ea, so that we assume as an approximation that n(E, + Ez) is 
distributed as x e, where 
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^ (E, + Ea)? 
Eu E 
n fa 
In the present instance, we would test the hypothesis that the £/'s are 


equal by comparing the ratio (T + S)/(W + I) with the F distribution 
with nı and ng degrees of freedom, where 


ity (T +8) 
3 pe LN 
t—1 - Dv — 1) 
and (6) 
(V +1)? 
n = we P 
pr 
(r-)(t-0n = % =) 


Alternatively, we may compare T/(W + 7 — S) with the F distribu- 
tion with ny and na degrees of freedom, where 


ny =t—-1 


„(7 ＋ - 
— we T rj ( 


(r= 00 — 5 90 — 1) iia Dee — 1) 


It is not known how reliable these tests are, It might be expected 
that the test based on T/(W + 7 — S) would be better, in that the dis- 
tributions of W, J, S are closer to normality than that of 7 because 
their numbers of degrees of freedom are larger. At best these tests are 
very crude. The results of Robbins and Pitman * may be used to give 
levels of significance with a bounded error, but the process is probably 
rather tedious. 

A situation in which recourse must be had to the above test is the 
following. We wish to determine the effects of ¢ treatments, which con- 
sist of different methods of cold storage, on the flavor of a food. A 
randomized block experiment of r blocks of f plots is used, and, in order 
to determine the flavor of the resulting food, the contents of each plot 
are divided into portions, one for each of j judges. The allocation of 
portions to judges is made at random. The scores of the judges are 
then subjected to the analysis of variance, though, before this is done, 


580 INFINITE POPULATIONS 


Some a priori information on the additivity of scores is necessary. The 
analysis of variance has the form given in Table 28.4. 


TABLE 28.4 
Mean 
Due to df Square Expectation of Mean Square 
Replicates 1 1 
Treatments wn TO . jeu n; 3 26-0 
Error (plot) (r — 1)(t — 1) o, T Jon 
Judges j-1 JT os + roi, + rto? 


Treatments X judges (t — 1)(j — 1) I 9?, + ro? 
Error within judges — (r— Dij —1) S e, 


Total rij —1 


The significance of treatment effects for the set of judges used is given 
by the ordinary test: namely, to compare T/W with the F distribution 
with (f — 1) and (r — 1)(t — 1) degrees of freedom. If it is assumed 
that the judges used are a random sample of a population of judges, it 
is necessary to test the null hypothesis that there are no treatment 
effects by the criterion T/(W + J — S). It is usually found that judge- 
treatment interactions are considerable, and that, while there are highly 
significant treatment effects averaged over the set of judges actually 
used, the significance of treatment effects for the population of judges 
is much lower. Most of the difficulty appears to arise in practice, be- 
cause the scores are not even approximately additive in mean, replicate, 
treatment, and judge effects, and this suggests that the scaling problem 
is all-important. A scale on which judge-treatment interactions are not 
small, relative to the error within judges, will be very insensitive to 
treatment effects, and will make the detection of effects very difficult. 
It is also likely that o?;, and c?, will not be homogeneous, some judges 
having little diseriminatory power and good reproducibility and others 
the reverse. Even though the experimenter has not chosen judges at 
random, it does not appear satisfactory to consider tests and effects 
with the fixed set of judges, unless the same set of judges ean be used 
for all experiments, because the experimenter will find that his experi- 
mental conclusions are not reproducible. The estimation of compo- 
nents of variance, even on a scale that is only roughly additive, is useful 
in that it gives an indication of the number of replicates and judges 
necessary, for the variance of a treatment mean is 

2 2 2 
50. ** 
r 


rj j 
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The dominant part of this variance is likely to be the term 92%, in- 
dieating that the number of judges should be large. In planning an ex- 
periment of this type, it is essential to obtain some prior notions about 
the components of variance, in order that the experiment may have 
adequate sensitivity. The difficulty will be encountered that any change 
in j, the number of judges, will have an effect on c, and o, because, 
if the portion that the judge tastes is to be of constant size, an increase 
in j must be accompanied by an increase in the size of experimental 
unit and of o°, and . Tt is believed, however, that the change in o°, 
and c?,, will not be sufficiently large to vitiate completely a calculation 
of number of replicates and judges necessary, based on constant values 
for c c?,, and 2 In the author's experience a very large number of 
experiments have been performed on this type of problem, which would not 
have been done had some examination of probable sensitivity been made. 


28.4 THE DESIGN AND ANALYSIS OF A SINGLE SERIES 
OF EXPERIMENTS 


A single series of experiments consists of an experiment repeated over 
a sample of a single population. For example, we may be interested in 
the responses of a crop to differing amounts of nutrients over a geo- 
graphical area and, for that purpose, choose a random set of p locations, 
at each of which we have an experiment on the nutrients. There are 
essentially 4 cases, depending on the design of the individual experi- 
ment, in that the individual experiment may utilize a randomized block, 
Latin square, incomplete block, or split-plot design. The 4 cases differ 
only in minor but important respects, and we shall not discuss them all 
in full detail. In a single series of experiments we will generally be in- 
terested in both the individual experiments and in the series of experi- 
ments as a larger experiment. 

We consider first the case of a randomized block experiment on 4 
treatments in r blocks of ¢ plots repeated over p places. The yields at 
the ith place will be given by the usual model 


Wk = Hi + bij + tik + eijk (8) 
where 
i = place 212, „ 
j = block within place = 1, 2, +++, 7 
k — treatment 1, 2, t 


bij = the effect of the jth block at the ith place 
iin = the effect of the kth treatment at the ith place 
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and the cs are errors with mean zero, zero correlation (because of 
randomization) and constant variance c?;. 

We may perform the analysis of variance in the usual way for each 
place and obtain tests of significance and estimates of effects with errors, 
and this should be the first step in the analysis of the series of experi- 
ments, We shall then wish to test and estimate the treatment effects 
for the population of places of which we have a random sample. The 
model we may use for the whole set of experiments is 


„t = u + Ppi + bij + te + (pl)a + eu (9) 
in which we have written 
u. ud pi 
lix = te (pa 


The treatment effect at place i has been expressed as the sum of a com- 
ponent ts, which is constant for all places, and a component (Y ) i, 
Which measures the deviation of the effect at place i from the mean 
effect over all possible places. By definition, the component (pt), has 
an expectation of zero, and we shall assume that its variance is 9%, in- 
dependently of f and k, The ¢ije'8 may be assumed to be approximately 
normally and independently distributed with mean zero and variance 
a”. Regarding the terms in the model apart from ej, as fixed variables, 
we have the ordinary general linear hypothesis model from which we 
derive the analysis of variance given in Table 28.5. In taking expeeta- 


Tanin 28.5 SrhvcTURE or ANALYSIS OP VARIANCE FOR AN. EXPERIMENT 
RurrATED over PLACES 


Mean 
Due to df Square Expectation of Mean Square 
Blocks within places pir —1) 
p-l P 
Troatmenta = P+ rey + PS c D 


F 
Treatment. X places (t — 1)(p — 1) 1 eh roh 
Error pir — 1)(t — 1) E $t 


Total vrt — 1 


tions, however, we utilize the assumption that the (ph 's have a vari- 
ance of . 

The interpretation that is made of the analysis of variance is obvious 
from the expectation of the mean squares. We test the hypothesis that 
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the tis are constant by the criterion 7/7, and that the interactions are 
zero, that is, that 6% is zero, by the criterion //B, in each case using 
the appropriate F distribution, The estimate of a treatment compari- 
son will be the same comparison of the observed means, y. 4; and the 
variance of the observed comparison as an estimate of the eomparison 
of the t's, that is, of the treatment effects averaged over the population 
of places, is proportional to 

“os 

p p 


The variance of a comparison of the y..4, as an estimate of the com- 
parison of the treatment effects averaged over the set of places actually 
used, is /p, the interaction component dropping out because of the 
restriction on the population about which the inference is made, The 
problem of allocation of resources may be discussed if the prime interest 
is the estimation of treatment differences for the population of places, 
for we may then suppose that the cost of the set of p experiments is 


proportional to 
pO, + rpCy = Co 


where C, is the cost of the experiments per plot, C, is the additional cost 
per experiment. (consisting of, for example, travel time to the different 
places), and Co is fixed. The optimum number of replicates at each 


place is given by 
za 
7 Vie 


and it may be noted that, with fixed costs, the optimum number of 
replicates per place decreases a 0°,» increases. In practice 2 replicates 
are desirable at each place, in order to provide an estimate of e, and 
in many situations this is also the optimum number, 

Assuming that the analysis for the individual experiments are valid, 
there are two possible difficulties which vitiate to a greater or low extent 
an interpretation based on the analysis of variance given in Table 28.4. 
The difficulties are: 


1. That c? is not constant, 
2. That e", depends on the combination of treatment and places. 


The assum| that o? is constant be examined by Bartlett's 
test. peers that the variation in e? is a result of non-additivity, 
and may be overcome by transformation of the data, but, in general, 
a? will vary from place to place because the experimental material ix 
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not of constant variability. This situation has been discussed by Coch- 
ran! and by Cochran and Cox; but it is very complicated mathemati- 
cally, and only very approximate solutions are available. Since the 
mean effect over all possible places would be estimated by 4$, which is 
the solution of the equation 


=0 (10) 


where 4; is the estimate for the ith place, even if the c?/s are hetero- 
geneous, the unweighted average of the 4;'s will give a fairly good esti- 
mate of the mean y for the whole population of places. Only if there 
are no interactions, would it be appropriate to weight each 4; by its 
estimated error variance, say, 82%, and even then the es should be 
based on 15 or more degrees of freedom for the weights to be sufficiently 
accurate. 

The test of interaction of treatments and places is rendered complex 
by the occurrence of heterogeneity of error variance. A test may be 
derived by assuming that the variance of each treatment-place mean 
which is 92% is known exactly. Then, if we denote r/c?; by Wi;, a test 
for interaction may be obtained (1) by minimizing the quantity 


. Wx = uw pi 4)? 
n n 


and obtaining J, and (2) by noting that Z is distributed according to the 
x! distribution with (p — 1)(t — 1) degrees of freedom under the null 
hypothesis that interactions do not exist. Since we do not know the 
c?/s, we use w; = Js, where s?; is the observed error variance, but, 
as a consequence, the quantity J is not distributed exactly as x? with 
(p — 1)(t — 1) degrees of freedom. Cochran and Cox? have stated that 
Tissuch that we may regard 

(n — 4)(n — 2) 

n(n +t — 3) 


as being distributed according to the x? distribution with 


(n — 4) 
(n ＋ — 3) 


degrees of freedom. Actually, I is equal to 


(p — Dt- 1) 
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ü 2 
D* r. D e (11) 


i t 7 w tw 


where 


If there are differing numbers of replicates at each place, but the ex- 
perimental error variances are constant, the above method may be 
used with w; = r; and the quantity I will be distributed exactly as 
K 2% with (p — 1)(t — 1) degrees of freedom if there are no interactions. 
If the observed error mean squares and number of degrees of freedom are 
2, and n;, respectively, then, under the assumption of constant c?, the 
quantity Dns, is distributed as x with Zn; degrees of freedom. We 
may, therefore, use the criterion 


I Ens 
D = I) = / Zw 


which will be distributed exactly according to the P distribution with 
(p — 1)(t — 1) and Zn; degrees of freedom, if there is no interaction. 
1f there is heterogeneity of error variance but the interaction compo- 
nent 2% may be assumed to be homogeneous or if there are differing 
numbers of replicates, an approximate test of significance for the effects 
of treatments averaged over all places may be made by obtaining the 
analysis of variance of the treatment-place means indicated by Table 


28.6. 


TABLE 28.6 STRUCTURE or ANALYSIS OF VARIANCE OF TREATMENT-PLACE MEANS 
Due to df Expectation of Mean Square 


Places p-1 
Treatments t-1 Pm + otp +; P 1 x( — D° 


Treatments X places p- It J) am + oip 


Total p — 1 


In this table o7 is equal to 
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where o°; is the error variance, and r; the number of replicates at place 
i. Differences between the txs must be estimated by the differences of 
the means over places of place-treatment means, and each mean will 
have a variance of 
(c E T xp) 
p 


The quantity o, will be estimated by 


„ usu A) 


D NI 72 Tp 


where the s?/s are the individual observed error mean squares. 

Heterogeneity of interaction variance, that is, a dependence of c?,, on 
place and treatment, is likely to be of frequent occurrence. For ex- 
ample, at one place, the experimental material may be unresponsive to 
all the treatments, while, at another place, there may be little response 
to a few of the treatments and very large responses to other treatments. 
Such situations will be brought to light by examination of the analyses 
of the individual experiments, and there will be little interest in an ex- 
act test of the hypothesis that all the 4s are equal to a constant. The 
devices that may be suggested are the same ones we considered for in- 
dividual experiments: namely, transformation of the data, or a parti- 
tioning of the treatment comparisons into orthogonal comparisons. 

We have discussed. only the case when the individual experiment is 
in randomized blocks. If the individual experiment is in Latin squares, 
the same considerations hold except that the sum of squares for rows 
within experiments and columns within experiments must be extracted, 
with a compensating change in the degrees of freedom for error. If the 
series of experiments consists of a number of small Latin squares, say, 
4 X 4 squares, we shall be on rather uncertain ground if we use the 
analysis given above with weights equal to r/s'; If the individual ex- 
periment is of lattice or incomplete block type, a weighted analysis of 
treatment means may be used to test for place-treatment interactions, 
in which each treatment mean is assumed to have a variance equal to 
of the average variance of a treatment difference (this is sometimes 
known as the “effective mean square”). If each experiment is of the 
split-plot type and both whole-plot and split-plot errors are homoge- 
neous over places, the combined analysis of variance will consist of two 
portions: one for whole plots and one for split plots. If the split-plot 
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factor is of the type discussed in Section 27.3, we shall have to use a 
similar device to test for the effects of the whole-plot factor. 


28.5 A VARIETY TRIAL AT A RANDOM SAMPLE OF PLACES 
FOR A NUMBER OF YEARS 


We shall consider the analysis of a trial on c varieties with r random- 
ized blocks at each of a places in b years, and the model we shall use is 
the following: 


7% = BA Pi + Yj + py) + ve + (o)a + Qn)» + (Ye 
corde (12) 


where 
1, 2, % 0 
“I eC 
k= 1,2, au 
1212, % 


The results at any one place in any one year are qual to 
te + pi + yj + (py)iil + bo + (P + Qo) + (pyr) iin] + tijt + eii 
which is analogous to the usual form for the single experiment of 


Yn = h + tn + bm + enn 


We shall assume that 

E(p)a = EOD = E(pyr)in = 0 
the expectation being taken over any one subscript. As a consequence 
the vgs measure the differences between varieties averaged over all 


places and years. We shall also assume that, 


E(p) = op 


2 
O pv 


E(po)' is 


U 
a 
< 


By) ix = um E’) 


E(pyr)?in = P puo E(pyY'ij = cen, 


588 INFINITE POPULATIONS 


and that the experiments are all subject to the same experimental error 
variance c?. Regardless of the distributions involved, we may make 
the analysis of variance given in Table 28.7. 


TABLE 28.7 ANALYSIS OF VARIANCE OF GROUP or EXPERIMENTS 


Mean 
Due to df Square Ezpectation of Mean Square 
Places 4 —1 P a? + ra?pyo + rb, + 1002 py + rbco?p 
Years b—1 E a? + 10° yyy + rao? s + 0235, + raco?y 
Places X years (a— 16 —1) PY — rep T rep, 
b 
Varieties a= Vi a2 + 46% yyy + rgb + rhet TRI 150 — de 
Places X varieties (a —1(c—1) PV „e + rho? pp 
Years X varieties - = YV — e? eh ru 
Places X years X varieties (a — 1% — De- PYV e 
Replications ab(r — 1) 
Error able — 1)(r — 1) E a? 
Total aber — 1 


These expectations are easily checked by considering the mean square 
as a function of the 7% s. For example, PY is equal to 


re O (Wie — Ve 5. . 4 ye 
S 


If we may assume normal distributions for each of the random variables 
in the model, we can write down immediately several tests of hypotheses. 

Let us consider the hypothesis which may be of interest to the ex- 
perimenter. The effect of variety k at place 7 in year jis 


vr + (Do) ik + (yo); + (pyr) zx 


and the experimenter will be interested in the significance of combina- 
tions of the terms in this expression. He will certainly wish to test the 
hypothesis that the v;,’s are equal, and, for that purpose, we may use 
a test analogous to the test given in the previous section: namely, to 
compare the criterion V/(PV + YV — PYV) with the F distribution 
with (c — 1) and n degrees of freedom, where 

(PV + YV — PYV} 


(Ca = o Or} 
PV? Kye PYV? ue 


+ xs 
(0 — ) =) E De = ' (a—10— 1 — 1) 
The experimenter may also be interested in the differences between va- 
rieties for the set of places actually used and for all possible years. In 


terms of the v;’s, (pv) ;x’s, and so on, these differences are given by the 
differences of 


1 
Vy = + a 2’ (pe) ix 
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where >’ denotes summation over the sample of places, the other terms 
dropping out because we are considering all possible years. Insofar as 
we wish to talk about the set of places used, the terms (pv) in, where 4 
takes the values for these places, are not random variables, because, 
with repetitions over the population of interest, we shall encounter the 
same variables each time. The test of the hypothesis that the v’,’s are 
constant may be obtained by noting that, if we had made an analysis 
of variance for this hypothesis, the quantity 


E(v', 502 
c=] 
would appear in Table 28.7, instead of 
1 Dv, — 0’)? 
oF ope xi ESTA tan 
a 81 
The expectation of the variety mean square would turn out to be 


rab 
c? + r + rae? yy + m Z(v, — v)? 


To test the equality of the v';'s, we take the criterion V/YV and com- 
pare it with the F distribution with (c — 1) and (b — 1)(c — 1) degrees 
of freedom. The hypothesis under test can perhaps be described more 
clearly in the form: Are there differences between varieties for this set 
of places that are consistent over all years? 

We now make a list of the hypotheses that can be tested with a group 
of experiments of the type we have specified. It must be emphasized 
that by no means all of the hypotheses we shall mention are of practical 
interest, but our list will serve the purpose of indicating exactly what 
the possible test criteria in fact test. The multiplicity of hypotheses 
that can be tested is a possible source of some confusion, which we hope 
to remove. Possible questions and appropriate tests are: 


1. Are there variety differences consistent over all places and years? 


The test criterion is given above. 

2. Are there variety differences consistent over all years with this set 
of places? The test criterion is V/YV. 

3. Are there variety differences consistent over all places with this 
set of years? The test criterion is V/PV. 

4. Do the varieties interact with places consistently over all years? 
The test criterion is PV/PYV. 
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5. Do the varieties interact with years consistently over all the places? 
"The test criterion is YV/PYV. 

6. Is there an interaction of places, varieties, and years? The test 
criterion is PYV/E. 

7. Are there variety effects averaged over this set of places and this 
set of years? The test criterion is //. 

8. Are there variety-place interactions for this set of years? The 
test criterion is PV/E. 

9. Are there variety-year interactions for this set of places? The 

test criterion is YV/E. 


All of the above tests are not necessarily of interest, and, in fact, if the 
set of places was actually chosen at random, there can be little use for 
a test on the population consisting of the set of places actually used. 
In general, the most apt condensation of the results is a statement of 
the variance components with estimated errors, It may be noted that 
the sums of squares that do not contain fixed variables are distributed 
independently as x?(expectation of mean square) with the appropriate 
degrees of freedom for x”. If a component of variance is estimated by 


1 
5 G5 — So) 


where Si and Sz are observed mean squares with ni and ng degrees of 
freedom, then the variance of the estimate is 


: [e + 279] 


ny n2 


1 
1 
where (S/) is the expectation of S; The variance of F (Sı — S2) may 
be estimated by 


E 821 2: So ) Y «( S; ) E*(S;) 
* N +2 n2 mos ni +2 ni 


In the same way that there are a number of tests of hypotheses that 
can be made, there are a number of estimates that can be considered, 
though not many of them are of interest. We can estimate a varietal 
difference for the set of places and years actually used, for the set of 
places and all years, for the set of places and for a random year, and so 
on. The point estimate of the difference will be the same for all the pos- 
sible cireumstances mentioned, but the variance of the estimate will be 
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different. "The observed mean difference between two varieties, say, 1 
and 2, is 


1 1 1 1 
D= |a T x pas (po)a + Y Y (y) + 5 P» (py) + cm P» 10 


1 1 1 1 
= E sr F M (pv) ia + b Y (yv)ja + m PM (pyr) igo + a x «| 


(14) 


where X’ denotes summation over the sets of 7, j actually used in the ex- 
periment. Suppose we wish to estimate the difference of variety 1 and 
variety 2 for the set of places used over all possible years, that is, we 
wish to estimate 


a= [n+ » a] - [s ohe] a5 


then, 2 0 5 
METEO Sane tee 
FOE 2( har: +5) bu 


and the variance of D as an estimate of 0 is estimated by 2 i Also, 


we may construet a confidence interval for 0 in the usual way. Asa 
second example, suppose we wish to estimate the gain in yield $, which 
a randomly chosen farmer would obtain by using variety 1 rather than 
variety 2, say, in the next season. Then, 


9 = [i + (po)a + (9) + (Quoi — [va + (P) + (/ + (uil 
(17) 


where 7 denotes the farmer’s place, and j the next season which we as- 
sume to be a randomly chosen one. Then, 


D — ) = ixy (p)a — 2» (pv)ia + (Dh — (pr) + ete. (18) 
a; 4 
and ts j 
E(D — ¢)? = 2 (% 92 zt 1) 
1 Ld 
rA) a 


The estimates of the variance components can be entered in this ex- 
pression to give an estimated variance of D as an estimate of G. 
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Finally, we may consider the problem of allocation of experimental 
resources for a group of experiments to provide an estimate of varietal 
differences for all possible places in the population and all years. The 
variance of each varietal mean for comparisons over this population is 


1 m oiy . 
ap ( + rer, + herr. + mer m — + S 8 Y 


In many investigations, it will be found that the best allocation consists 
of 2 replicates for each individual experiment to allow estimation of ex- 
perimental error, and as many places and years as possible, Some 
knowledge of costs is necessary before a solution can be obtained, par- 
ticularly as regards allocation between places and years. This formula 
is of some use in breeding programs, for example, in the selection of 
lines of corn for general distribution over an area. If we select the top 
p percent of a sample of V lines on the basis of their yields in a group of 
experiments with r randomized blocks at each of a places in each of b 
years, then the expected difference between the mean of all V lines and 
the mean of the selected p percent is 


Kos, 
c, 2 7 
F 
V. 


where c?, is the variance of the population of lines, and K is a function 
of p and V, which is known (or calculable) if the distribution of yields 
of lines is assumed to be normal (cf. Federer and Sprague ?). 


28.6 DIFFICULTIES IN THE ANALYSIS OF A GROUP OF 
EXPERIMENTS 


The difficulties that arise in practice can be listed by referring to the 
assumptions of the analyses given in the previous section, They are 
that the components of variance ¢?, opur, oe, and c?j, may not be 
homogeneous. 

If the experimental error variances c? vary from experiment to ex- 
periment, but we have, for each experiment, an estimate of c?, say, 80, 
based on 15 or more degrees of freedom, we may test the hypothesis 
that c, = 0 by a weighted analysis of the means for each place and 
year, using weights r/s*;. The test is analogous to the one we used for 
testing the hypothesis that c, equals 0 for a single series of experi- 
ments. If all the other variance components are homogeneous, effects 
will be estimated from the variety-place-year means, and the variance 


of each variety-place-year mean is %% + o°/r. If the experimental 
error variances are heterogeneous, but c*,,, is intermediate between or 
greater than the quantities %, an unweighted analysis of variety- 
place-year means may be used to test approximately for variety-place 
or variety-year interactions, and for average varietal effects. Tho tests 
will be exactly the same in terms of mean squares as those given for the 
complete analysis in Table 28.7. 

A frequent source of difficulty will be heterogeneity of the variance 
components % and oy, An examination of the variety means by 
place and year may suggest the separation of the (c — 1) degrees of 
freedom between varieties into sets which are homogeneous in these re- 
speets, A separate analysis would then be made for each set. The 
analysis for a set of (¢ — 1) degrees of freedom will be of the form shown 
in Table 28.8. 


Tanx 28.8 
Due to 4f Bapectation of Mean Square. 
Varietal comparisons t=1 OO PEEL PEE PERITI 
Places X varieties (a = Da -19 A + rho uus + rhe 
Years X varieties O= Du - 9 Ot net 
Places X years X varieties (a = DO = eo rhy 


rab 
The quantity Q( is equal to e (sum of squares of true values), 


and is zero only if the comparisons of the v,'s corresponding to the (t — 1) 
degrees of freedom are all zero, and positive otherwise. An example of 
this method of analysis is given by Yates and Cochran! A difficulty 
with this approach is that we may bias our conclusions considerably by 
choosing a method of analysis that seems reasonable in the light of the 
actual data, 
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CHAPTER 29 


Treatments Applied in Sequence 


In this chapter we shall discuss situations in which treatments are 
applied in sequence to the experimental unit. We shall be concerned 
primarily with the case in which we are interested in the effects of each 
treatment in the sequence, which are assumed to be independent of the 
previous treatment. Some designs for this situation are known as Cross- 
over or switch-over designs. The most complex problem is that of the 
long-term experiment, in which it is desired to compare, for example, 
continuous treatments, or several crop rotations, or sequences of agro- 
nomic practices. We shall discuss long-term experiments only to the 
extent of defining some of the problems and giving the more simple de- 
vices of design. The main distinction between the switch-over design 
and the long-term experiment is that, in the former case, we are inter- 
ested in the effects of the treatments making up the sequence, whereas, 
in the latter, the effect of the whole sequence is of interest. 
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Consider the following pattern for testing 3 nutritional treatments on 
the milk yield of dairy cows in which the total experimental time of 3 
months is divided into 3 periods each of 1 month: 


Cow 
Period 1 2 3 
e 5 t8 
A e "Ug 
I. og E 


The treatments are denoted by a, b, and c, and the whole pattern is a 
Latin square with periods as rows and cows as columns. We have noted 
that the Latin square design is effective in reducing the error of treat- 


ment comparisons by removing row and column effects. The above 
594 
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pattern is very suitable for the problem, because differences between 
cows and differences between periods will be large, relative to the mag- 
nitudes of treatment effects which would be regarded as important. If 
we select cows that are similar in breed, age, and other characteristics 
and that started their lactation at about the same date, we may expect 
the differences between periods to be relatively constant over the cows 
selected. The error variance of the experiment will be expected to be 
correspondingly smaller than with a design that does not utilize the 
stratification by cows and periods, The pattern we have given is a 
valid design for the comparison of the 3 treatments if the effects of 
treatments are additive and if we select a random 3 X 3 Latin square. 
We have noted that a single 3 X 3 Latin square design is inadequate, 
so that a number of repetitions will be necessary. If r sets of 3 cows are 
used, with a random square for each set, and if the error variances are 
homogeneous between the sets, an analysis of variance of the form shown 
in Table 29.1 may be obtained. 


TABLE 29.1 STRUCTURE OF ANALYSIS OF VARIANCE 


Due ta df 
Bets r-1 
Cows within sets 2r 
Periods within sets 2r 
Treatments 2 
"Treatments by sets 2 * = 1) 
Error within sets 2r 

Total 97 1 


The sum of squares for periods within each set must be isolated from 
the error, because we have a 3 X 3 Latin square for each set, and dif- 
ferences between periods within each set cannot have any effect on the 
estimates of the treatment effects or on the errors of the estimates. We 
may note in passing that, even if the periods are the same for the r sets 
of cows, and we are prepared to make the assumption that the period 
effects are the same in the r sets, we must not pool the sum of squares 
with 2(r — 1) degrees of freedom for periods by sets with the error, be- 
cause the periods by sets sum of squares would be zero. It is easily 
verified, given the previous results on the characteristics of randomiza- 
tion procedures, that the expectation of the treatment mean square is 
equal to the expectation of the error mean square in the above analysis 
of variance under the null hypothesis and that the usual formulas hold 
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for the variance of an estimated comparison, We make this remark 
because, on the basis of an infinite model, with constant. period effects, 
the expected value of the mean square for periods by sets is equal to g? 
which is the expectation of the error mean square above. This is an 
example of how the use of an infinite model can lead us astray. We 
may pool the sums of squares for treatments by repetitions and for 
error within repetitions only if we are prepared to assume that the treat- 
ment effects are the same in the r repetitions, If we do not pool these 
2 components, the criterion (treatment mean square/error within repe- 
titions mean square) tests the effects of treatments averaged over the 
sets of cows used, 

So far we have not made any deviation from the normal use of the 
Latin square. The crucial condition for the design to be valid for the 
purpose at hand is that the treatments be additive in their effects for 
each combination of cow and period, Thus, if the basic yield of cow j 
in period í is zy, the yield under treatment k, say, ys, is equal to 
ty + ty We regard the data for one Latin square as having arison 


Vim ac pit Oy + he t ey a) 
whero 


k = 1 fora, 2 for b, 3 for e 

# = the effect common to all cow-period combinations 
Pi = the effect common to all cows for period i 

€ = the effect common to all periods for cow j 


fa = the effect common to all cow-period combinations 
that receive treatment k 


is such that a whole lactation is, in a sense, a unit of biological aetivity. 
‘The question reduces to a consideration of the treatments in relation to 
the physiology of the animal; if, for instance, the treatments were dif- 
ferent vitamins or amounts of vitamins, an interval of a certain length 
will probably be sufficient, whereas, if the treatments are number of 
times per day that access to water is allowed, the interval should prob» 
ably be of a different length. 

In view of these difficulties we may consider the design we have given 
from the point of view of residual effecta, There are two ementially 
different Latin squares which we may obtain by randomisation (Table 
29.3). 

Tame 2932 


We allow ourselves to obtain squares of type I or of type II. with a 
probability of 44 for each. It may be noted, that in square L. treatment 
b always follows treatment a unless it is the first, treatment ¢ always 
follows b, and treatment a always follows ¢ In square TI, on the other 
hand, treatment b follows treatment e, treatment e follows treatment a, 
and treatment a follows treatment b. Our immediate reaction be that 
it would be wise to insist on an equal representation of the two types of 
square, for it would then be the case that any treatment follows the 
other 2 treatments with equal frequency, We find frequently that « 
design that looks balanced is better than one that is unbalanced, and 
so the modification is worth considering. 

With this modification our randomization procedure will be to assign 
a square of type I or type Il at random to ¢ of the seta, with the stipula- 
tion that each type of square is represented equally frequently, amd then 
randomize the allocation of sequences of treatments to the cows In 

ri 


of treatments to cows. The interesting point is that we do not allow 
independent Latin squares from set to set, and might therefore suspect. 
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that the design is not valid. If we specify that a square is to be of type 
I, we can obtain any one of the 6 Squares shown in Table 29.3. 


TABLE 29.3 


II 12 Is L Is Is 


Period 


I ja cja c c albaclea c a 
e d % a d e d E cjac b 
HI |c a b b b clac bj|b c b 


For squares II, Iz, and Is, the partition of the 9 cells of the Square 
into 3 groups of those cells is the same, and both the treatment sum of 
Squares and error sum of squares will be the same for all 3 squares, while, 
for squares I», I4, and Is, the treatment sum of squares will be the same 
and equal the error sum of squares for squares I,, I3, and Is, and the 
error sum of squares will be the same for all 3 squares and equal to the 
treatment sum of squares for squares II, Is, and I;. Furthermore, the 
quantities b of Chapter 10 have the distributional properties necessary 
for a Latin square analysis. The analysis of variance given in Table 
29.1 is therefore valid for this restricted randomization also. A practi- 
cal example of this design is given by Cochran, Autrey, and Cannon.! 
With r small, it might well be advisable to test the hypothesis that treat- 
ments have no effect by the randomization test. 

We now consider a further modification of the basic design. If we 
are able to perform only 4 repetitions, the number of degrees of freedom 
for error is 8, or 14 if we can assume the treatment effects to be constant 
over the 4 repetitions. If we assume that the periods are identical for 
the 4 repetitions, it might be reasonable under some circumstances to 
consider the set of 12 cows as a whole, and to assign the 6 possible se- 
quences at random to the 12 cows, with the stipulation that each se- 
quence is represented twice. If this were a valid design we would iso- 
late 2 degrees of freedom for periods, 11 for cows, and 2 for treatments, 
leaving 20 degrees of freedom for error. To examine this design, we as- 
sume additivity of treatment effects as before, so that the yield from 
treatment k in period 7 from cow j is ik equal to Ti; + tp. The model 
may be written in the form 


Vk = mb — r. .) + (ri — u. ) ＋ K (vj — a. — % + . ) 
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where the terms in order are the mean, the period effect, the cow effect, 
the treatment effect, and the error, and we may write this in the form 


Vk = n + pi + cj + li + eij 


It is possible that we can look at this design and state its properties. A 
rigorous examination is, however, the only reliable method of doing so, 
and is also of general interest. We shall number the sequences by s 
that can take the values 1 to 6, and are given by 


8 


Period 1 2 3 4 5 6 
Dy and tega de 

TIU e 
III e a b 5 0 a 


The experimental design is defined by the function ö, which is equal 
to 1 if sequence s (equals 1, ***, 6) is assigned to cow j (equals 1, 2, 
12), and zero otherwise. The function 6,; has the properties, that 


5% = 1 with probability 1¢ 
=0 with probability 5¢ 
if 
6% — 1 then 6; = 0 for all s“ # s 


and 
ôs 1 with probability 41 


0 with probability 1911 * 
5% 1 with probability 241 
=0 with probability %1 


This specification of the distribution of the 8, s is sufficient for our pur- 
pose. Treatment comparisons are subject only to the errors e, for we 
have ensured that each treatment occurs in each period and with each 
cow. The treatment total for treatment a is equal to 


127 + 12h + T den + 22 beten, + 22 bases, + — 545017 
j j j 
+ © ôsjez; + L dagen (2) 
j j 


since, if sequence 1 is allocated to cow j, the contribution to the treat- 
ment total is ei, and so on. 
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It is easily verified that, if A, B, and C are the treatment totals, then 
EA-EAP- dixe 


EA — E(A)IB - E(B)] = — 43 ies 
(A? +B? +C?) (A +B+C)? 
z| 12 * 36 ] 


ASI 2| ee Aa +) ~ Grater 
66 4 Es 
By definition, a cow total is equal to 3u + 3c; + (t + lo + t3), and 
differences between cow totals therefore measure cow effects only. Like- 
wise, a period total is equal to 124 + 125; + 401 + to + tg), so that 
period differences contain none of the terms e;;. 
If we make the analysis of variance with structure 


Due to df 
Cows 11 
Periods 2 
Treatments 2 
Error 20 

Total 35 


the expectation of the error sum of squares is Dees, minus 906 Del, or 
666 Dee, The expectation of the treatment mean square in the ab- 
sence of treatment effects is therefore equal to the expectation of the 
error mean square. If the true error mean square is c?, equal to % Le, 
the variance of any comparison is obtained by regarding the treatment 


means as having a variance of 9/12, and applying the usual rules. For 
example, 


A 2 1 e 24 24 1/1 
EB(—-—)- — 2% 4 Ma, 55 2*9) = (é zes) 
(5 12 U ^ V t Gg % + 6 2% = 5 S 
6 12 12 
29.2 THE CASE OF 4 TREATMENTS 


The extension of the designs given earlier to the case of 4 treatments 
is straightforward. 'The design that has been suggested for this case 
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(Cochran *) is based on the three 4 X 4 squares in Table 29.4, which, 
when superimposed, give a completely orthogonal square. 


Tanin 29.4 


Square III 
Period 
9 10 11 12 


123 45 6 7 8 


If we have 3 sets of 4 cows and we assign one of the 3 squares to each 
set at random, and then assign columns at random to cows within each 
set, we have a design in which each treatment is preceded by the other 
treatments with equal frequency. 

To examine this design, we may denote the 12 sequences of treatments 
above by the numbers 1 to 12 and utilize the function % which equals 
unity if sequence s is allocated to cow j. For each square we would like 
to make the following partition in the analysis of variance: 


Due to 
Cows 
Periods 
Treatments 
Error 


S 8 g 


Total 


We shall consider the analysis of the first square and the first 4 se- 
quences of treatments. The treatments will be assumed to be additive, 
so that, if the yield under a uniform treatment of cow j in period i is 
xj, the yield under treatment k is Yijk equal to % + t+ We have, 
therefore, the identity 


Wk = .. + (aj. — 2. .) F (r. . ) ＋ t ＋ (2y — Ti — By + 2..) 
= p + pid cj d tt ey (3) 
A period total is equal to 4u + 4p; + Zir, 80 that the period sum of 
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squares contains no treatment effects or errors, and similarly for the 
cow totals. The treatment totals are given by 


A= 4u + 4t + D Sre + 25 9j; + A àsjeaj + O aja; 
j j j j 


B = 4u + Al + X yes; + D st; + T ôsjeaj + O huj; 
j j E j 
(4) 
C = Au + Als + D dies, + D ôzjesj + D jn; + DO Ugo; 
j 7 j 4 
D = Au + 4l, + die, + bee + 22 dae + O Ajo; 
j j j j 
where summation on j is from 1 to 4, over the 4 cows of the set. 
The quantities 6,; have the usual properties, namely: 
9, = with probability 14 
=0 with probability 34 


if 
6% =1 then 65 =0 7 #7 
and 
by; = 0 8 X85 
and 


6°77 = l with probability 14, ss 7 7 


The expectation of a treatment total is 4u + 4t;, so that the design gives 
unbiased estimates of treatment differences. The expectation of the 
square of a treatment total, apart from mean and treatment effect, is, 
for example, 


2 
EA) =E les (615613 + 60j€2; + 0363; + m"! 
z 


and, by utilizing the properties of the à,;, we find that 
KA) = Le h Dey = ty Dey 
ij dj ij 


The expectation of T the grand total contains no errors, so that the ex- 
pectation of the treatment sum of squares is 
PLAN ELT D TA 4 
E e T ) 278 
4 4 z 


4 4 16 ~ 24 


— 


! 


— 
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The expectation of the total sum of squares apart from treatment effects 
is 2 62% so that the expectation of the error sum of squares is, by sub- 


LU 
traction, equal to 812 x eij The expectation of the treatment mean 
LU 
square in the absence of treatment effects is 14 2 ej which is also equal 


LJ 
to the expectation of the error mean square. The design is therefore 
unbiased in the sense in which the term is used in experimental design. 
This is in itself a curious fact, because we have not allowed the full ran- 
domization that we usually require with a Latin square. It turns out 
that the 24 possible randomizations will give equal sums of squares for 
treatments in sets of 4, there being only 6 different possible values. In 
a randomization test of the effects of the treatments, therefore, the mini- 
mum level of significance for an over-all test of treatment effects is 14. 
All the results we have obtained above hold for the other 2 squares also. 
The minimum level of significance we can have for the 3 squares jointly 


is 1216. 
We now consider treatment comparisons and, as an example, take 
A — B for the first square, 


(A — B) = 4(h — te) + x bye — 02) + 25 5aj(€2j — 61y) 
J J 
+È baleas — eu) + Y (n — esaj) (5) 
J 


The expectation of the square of the difference is 
B(A - B) = 16(4 — 10 
HRD (ei + Pa + eaj = 200; — 2e) (6) 
j 


For the second square, numbering the cows from 1 to 4 again, 
E(A — B)? = 160 — t)? 
48 E (eh; + ea + 6s; % — 2% — 2eajeaj) (7) 
j 


and, for the third square, 
E(A — B} = 16(f — l)? 
ABD (Pi + ej + eas + a — Reyes — Lee (8) 
J 
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We note, therefore, that the error of this difference depends on the square 
used and is not directly determinable from the expectation of the error 
mean square. We have, however, assigned the Squares at random to 
the 3 sets of 4 cows, so that the above errors occur each with a. frequency 
of 14 for any one set of cows. The expectation of the squares error of. 
(A — B) from each set of cows is 


$ x Cine — (261,62; + 2esje4 + 2erjesj + Nees) 
J 


+ 26153; + 202764 
which equals 


$2284 — $ 2s + en + ey eu)? — (e yj + Pa + % + 0743) 
y E 


or (9) 
De 
Ui 


which is equal to 8(expectation of error mean square). It may further 
be verified that all treatment comparisons are estimated by the corre- 
sponding comparisons of treatment means, with error caleulated in the 
usual way in terms of c?, the error variance. 

The analysis of variance of the design will have the structure: 


Due to df 
Periods within sets 9 
Cows 11 
Treatments 3 
Treatments by sets 6 
Error 18 

Total 47 


in which the terms are calculated in the usual way. In concluding the 
discussion of this design, it may be noted that the randomization of the 
allocation of squares to sets and sequences to cows is essential (or some 
other randomization scheme which generates the same population of 
possible patterns). It is also interesting to note that we may use any 
number of sets, providing that we allot each of the 3 squares to each set 
with a probability of 14. From the point of view of estimation, it is 
not at all essential that the 3 possible squares be represented equally 
frequently, but it is essential that, in the population of possible ran- 
domizations for each set of cows, the 3 squares or squares derived from 
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each by randomization of columns occur equally frequently. In other 
words, we can make reliable statements about the true treatment effects 
for the whole set of cows, if we take observations in this way. 


29.3 RESIDUAL EFFECTS 


We have seen that an essential part of the designs we have discussed 
in the two previous sections is the assumption that residual effects do 
not exist, In this section, we shall examine the effects of the presence 
of residual effects on interpretations made when there are assumed to 
be none. It will be of interest to note whether the balancing as regards 
preceding treatments serves any purpose at all. 

We shall consider the design for 3 treatments with 2 squares, the one 
having the order of treatments opposite from the other, and shall as- 
sume that the true yields bear the relationships to each other shown in 


Table 29.5. 
TABLE 29.5 


Sequence 


Period 


I ja b b 


c a 0 
II Iba!“ e T b! a c! ea“ arb b c! 
III cb late’ bra!“ bee ra! fa b' 


If the analysis derived for the case when there are no residual effects 
is used, the expectation of the mean square for treatments within sets 
with 4 degrees of freedom is 


— 


ebe e - $ 


} l 4b ey 
+o [orto + ey - 27 | 
+ lach + c' — 2a’) + b(c' + a^ — 2b’) + c(a' +b’ — 2c’)] 
and of the error mean square within sets is 
(a! ＋ b' + 2 


1 n /2 DO 
570. +b? +e 3 
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The expectation of the sum of squares for treatment effects averaged 
over the 2 sets is likewise a complex expression. There does not appear 
to be any way of estimating the direct effects if residual effects are pres- 
ent. The sole advantage of the balancing is that a comparison of ob- 
served treatment totals is a comparison of (6 X direct effect — 2 X 
residual effect), so that we still have a comparison of the effects of the 
treatments, and we are not measuring a linear combination of the direct 
effects of one treatment and residual effects of others. 

We make note of this, because we may modify the model we used in 
the absence of residual effects 


Vk = B+ Pic cj + led eig 


simply by adding a further term, say, r; which denotes the additive 
effect on % if treatment k is preceded by treatment /, giving the model 


Yok = u + pi ej +h Ar + ey 


If, as we can with most experimental designs, and indeed for the pres- 
ent design with no residual effects, we assume as a device that the e;j's 
are normally and independently distributed with mean zero and vari- 
ance c?, we can derive least squares estimates of the &’s and rs. This 
procedure is subject essentially to the same difficulties as those we men- 
tioned in Chapter 8 for the covariance technique. The reader may 
verify if he desires that this procedure does not lead to estimates that 
have a variance which may be estimated, in the sense that we estimate 
the variance of treatment comparisons in the ordinary randomized block 
or Latin square experiment. The difficulty about the assumption of 
normality of the errors is that we cannot specify accurately the popula- 
tion we are diseussing. The procedure we follow, in the absence of 
residual effects, leads to statements of treatment effects on the cows ac- 
tually used, and only on those cows. If we broaden the experiment by 
drawing sets of cows from a population by a random device, we can make 
statements about that population on the lines of Chapter 28. 

The first problem when residual effects are known to be present. is 
one of definition of what we mean by an assessment of the effect of the 
treatment. In the case of the hypothetical cow experiments discussed 
earlier in the chapter, we can regard the effect of a treatment as being 
made up of its direct effect in the period of application, plus the first- 
period residual effect, plus the second-period residual effect, and so on, 
weighted in some desired way. For example, if the lactation period 
consists of the 3 periods, and the treatment is applied continuously, we 
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might expect to obtain 3 times the direct effect plus twice the first-period 
residual effect plus the second-period residual effect. Even if we could 
devise a design that would estimate direct effects, first-period residual 
effects, and second-period residual effects, however, this would be a 
most unsatisfactory way of estimating the effect of the treatment ap. 
plied over the whole period, for we assume additivity of the effect of a 
treatment and its residual effect, A treatment applied for one period 
might well have a considerable residual effect if another treatment is 
applied in the second period, and no residual effect when the treatment 
in the second period is the same. It does not seem possible to avoid the 
conclusion that, if we wish to assess effects of treatments applied for n 
certain period, we must apply the treatments for the whole of that 
period. Having done so and kept a record of the response (i.e., yield) 
at regular intervals, we would then examine the records and abstract 
any measure we desire from the whole time-yield relationship, A basic 
assumption in the switch-over design is that the effect of a treatment is 
the same in all the periods in which it may be applied. This may per- 
haps be true of some characteristics of the animal, such as vitamin con- 
tent of the blood, but is very unlikely to be true, for example, in the 
case of yield of milk. On all scores, therefore, the use of the switeh-over 
design for the type of problem considered here is questionable, The 
utility of the switch-over design, or, in fact, of any design that involves 
different treatments on the same experimental unit, is limited because 
of the necessity of constant treatment effects and zero residual effects, 

There are no new problems of design, though there may be difficulties 
of analysis when the treatments are applied for the whole period of 
interest, 
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The most extensive discussion of this subject is that of Cochran. 
The most important types of problem are (1) the comparison of differ- 
ent rotations, for example, a 2-year rotation of crops, say, corn and osta 
repeated indefinitely, and a 3-year rotation of crops, say, corn, corn and 
oats repeated indefinitely, and (2) the comparison of agronomic prac- 
tices on a fixed rotation. Combinations of these two types of problem 
are of frequent occurrence. 

The basic point in the design of these experiments is that we can um- 
ple only the number of years that the experiment is performed, and, in 
general, experience indicates that, in matters of crop yield or the effec 
tiveness of agronomic practices, the year-to-year variations in the ef- 
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fects are considerable and often larger in magnitude than plot-to-plot 
variations within a year. For this reason, it is essential that every crop 
of the rotations under comparison, or every phase of the agronomic 
practices, be represented by a plot every year. Thus, if we are compar- 
ing 2 rotations COCO --- and CCOCCO --., it is necessary to 
have multiples of a set of 5 plots with the treatments shown in Table 
29.6. 


TABLE 29.6 

Plot 
Yer 12.3 4 5 
1 C otc CO 
PigOr CC) 01€ 
ohe 
4 0 0 0 0 
oO OL WnG 
6. O C O C. 


In the same way, if some of the agronomic treatments are to be ap- 
plied at fixed intervals, all the possible phases of the application of 
treatments must be represented in each year. In other words, for any 
year there must be a plot receiving the treatment in that year, a plot 
that received the treatment in the previous year, a plot that received 
the treatment 2 years previously, and so on. These considerations come 
directly from the fact that we may expect years to have large effects, 
In the same way, we can say that replication other than by phase in 
any one year is not of great importance, and frequently 2 replicates will 
be sufficient. 

Cochran? and Crowther and Cochran“ give examples of the various 
types of design and their analyses, and the interested reader may refer 
to these papers. We shall merely consider some of the difficulties that 
are inherent in the structure of the data which will be obtained. 

After a long-term experiment has been performed for a long period 
of time, say, 25 years, we are presented with the history of each plot in 
terms of treatments and yields. The first problem is to decide how we 
wish to characterize the sequence of yields. From some points of view, 
an expression of trends in terms of orthogonal polynomials, by the linear 
trend, the quadratic trend, the cubic trend, and so on, is suitable, and 
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this was the method used first by Fisher,! by Cochran, and by Crowther 
and Cochran? This procedure is not particularly satisfactory and has 
not been successful in the somewhat similar problems of the analysis of 
economic time series. It does not give a representation of the yield- 
time relationship which can be extrapolated to succeeding years. One 
of the important problems in assessing different crop rotations is to de- 
termine the limiting yields: that is, the yields of the crops of the rota- 
tion after the rotation has experienced, say, 20 or 30 cycles. For this 
purpose orthogonal polynomials are not satisfactory. The linear trend 
may be a reasonable representation of the change in yields over a rela- 
tively short period only at the beginning of the cycles of the rotation or 
after the cycles are producing little further changes. A further reason 
that militates against the use of orthogonal polynomials is that it is 
difficult to think of a mechanism which would result in a polynomial 
relationship of yields to time. 

A second problem in the analysis of yields for each plot is that there 
may be correlation among the errors from year to year, The situation 
is entirely different from the 1-year agricultural experiment, for which 
the main errors are the plot errors and randomization is designed to es- 
timate their effects. We may imagine that the true relationship of the 
yields of a crop of the rotation to time for a plot is given by a function, 
and that the observed values deviate from this function by an error. 
These errors will tend to be correlated, and some data give a strong in- 
dieation of such an effect. An approach to the analysis of simple long- 
term experiments from this point of view is under way. Another diffi- 
culty which is certain to arise is the one discussed in the earlier parts 
of this chapter: namely, that simple analyses of variance involving years 
are useful only if we can assume that there are no residual effects of 
crops or treatments as the case may be, The existence of residual ef- 
fects of crops and agronomic treatments is usually the main reason for 


performing long-term experiments. 
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5% Points of e** 


Lower 5% points are found by interchange of n; and ng: ie, n must always correspond with the 


greater mean square, 
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Taste I Vantance Ratio (Continued) 


1% Points of e** 


Fi nod my: Les, my taust always correspond with the 


Lower 1% pointe are found by interchange of 
eater mean square, 


Tame IE. Tante or N axo THe Connesronpine Vaucws or Pry 
fwd 


m 
a 
^" 
25 
» 
n 
2s 
» 
» 
LJ 
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Tabia 11 is taken (rom See . Memoirs, Vel, Vl, ey bind urmissiom of Proteser W. A 
Pearson. 
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TABLE II TABLE or E20, % AND THE CORRESPONDING VALUES OF Py (Continued) 


1 2 
$ 
fe | Boor 
1 15 2 2.5 3 4 5 6 rf 8 
2 0,990 | 0.975 | 0.957 | 0.932 | 0.901 | 0.865 | 0.779 0.680 | 0.577 | 0.475 | 0.379 
4 | 0,900 | 0.957 | 0.901 | 0.810 | 0.685 | 0.540 | 0.266 | 0.095 0.024 | 0.004 | 0.001 
6 | 0,785 | 0.941 | 0.850 | 0.695 | 0.498 | 0.305 | 0.068 | 0.007 
7 | 0,782 | 0.034 | 0.828 | 0.649 | 0.431 | 0.235 | 0.035 0.004 
8 | 0.684 | 0.929 | 0.809 | 0.611 | 0.379 | 0.187 | 0.021 0.001 
9 0.641 | 0.924 | 0.793 | 0.579 | 0.338 | 0.152 | 0.013 
10 | 0.602 | 0.920 | 0.779 | 0.552 | 0.306 | 0.127 | 0.008 
11 0.507 | 0.916 | 0.767 | 0.528 | 0.278 | 0.108 0.006. 
12 0.536 | 0.912 | 0.756 | 0.508 | 0.255 | 0.093 0.005 
18 | 0.508 | 0.909 | 0.746 | 0.491 | 0.237 | 0.082 0.003. 
14 | 0.482 | 0.907 | 0.738 | 0.476 | 0.223 | 0.074 0.002 
15 | 0,459 | 0.904 | 0.730 | 0.463 | 0.211 | 0.066 0.002 
16 0.438 | 0.902 | 0.723 | 0.452 | 0.201 | 0.060 0,001 
17 0.418 | 0.900 | 0.717 | 0,442 | 0.193 | 0.055 0.001 
18 | 0.401 | 0.898 | 0.711 | 0.433 | 0.185 | 0.051 0.001 
19 0.384 | 0.896 | 0,706 | 0.424 | 0.177 | 0.048 0,001 
20 0.369 | 0.895 | 0.701 | 0.417 | 0.170 | 0.045 0.001 
21 0.358 | 0.894 | 0.697 | 0.410 | 0.165 | 0.042 0.001 
22 | 0.342 | 0.893 | 0.693 | 0.404 | 0.160 0.040 | 0.001 
?3 | 0,330 | 0.891 | 0.690 | 0.399 | 0.155 0.038 
24 | 0,319 | 0.890 | 0.686 | 0.394 | 0.151 0.036 
25 | 0,308 | 0.889 | 0.683 | 0.389 | 0.148 0.035 
26 | 0.298 | 0.888 | 0.680 | 0.385 | 0.144 0.034 
27 | 0.289 | 0.887 | 0.678 | 0.381 0.141 | 0.032 
28 | 0.280 | 0.886 | 0.675 | 0.377 0.138 | 0.031 
20 | 0.272 | 0,886 | 0.672 | 0,373 0.136 | 0.030 
30 | 0.204 | 0.885 | 0.070 | 0.370 0,134 | 0.020. 
90 | 0.142 | 0.873 | 0,637 | 0.324 | 0.102 0.019 
LJ 0,860 | 0.601 | 0.279 | 0.076 | 0.011 
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Taste II TABLE oF ao AND THE CORRESPONDING VALUES OF Pi (Continued) 
A-6 


$ 
fe | Eoo 
1 1.5 2 2.5 3 4 5 6 a) 8 

C TNI 

2 | 0.997 | 0.978 | 0.964 | 0.945 | 0.920 | 0.891 | 0.821 | 0.739 | 0.650 | 0.558 | 0.468 
4 | 0.958 | 0.962 | 0.911 | 0.825 | 0.704 | 0.560 | 0.283 | 0.104 | 0.027 | 0.005 | 0.001 
6 | 0.894 | 0.944 | 0.847 | 0.675 | 0.459 | 0.258 | 0.044 | 0.003 

7 | 0.860 | 0.935 | 0.815 | 0.605 | 0.362 | 0.166 | 0.011 

8 | 0.827 | 0.927 | 0.784 | 0.543 | 0.285 | 0.109 | 0.006 

9 0,795 | 0.919 | 0.756 | 0.488 | 0.226 | 0.071 | 0.003 

10 0.764 | 0.912 | 0.730 | 0.441 | 0.181 | 0.048 | 0.001 

11 0.734 | 0.905 | 0.706 | 0.400 | 0.147 | 0.033 

12 0.707 | 0.899 | 0.683 | 0.365 | 0.120 | 0.023 

13 | 0.681 | 0.893 | 0.663 | 0.334 | 0.100 | 0.017 

14 0,656 | 0.888 | 0.645 | 0.308 | 0.084 | 0.013 

15 | 0.033 | 0,882 | 0.628 | 0.286 | 0.071 | 0.009 

16 | 0,612 | 0.878 | 0.612 | 0.266 | 0.061 | 0.007 

17 | 0,591 | 0.873 | 0.598 | 0.249 | 0.053 | 0.005 

18 | 0,572 | 0,869 | 0.585 | 0.233 | 0.046 | 0.004 

19 | 0.554 | 0,865 | 0.573 | 0.220 | 0.041 | 0.003 

20 | 0,537 | 0,862 | 0.562 | 0.208 | 0.036 | 0.003 

21 0,521 | 0.858 | 0.552 | 0.198 | 0.033 | 0.002 

22 | 0,506 | 0.855 | 0.542 | 0.188 | 0.029 | 0.002 

23 | 0.492 | 0.852 | 0.533 | 0.180 | 0.027 | 0.002 

24 0,478 | 0.849 | 0.524 | 0.172 | 0.024 | 0.001 

25 | 0.465 | 0.846 | 0.517 | 0.165 | 0.022 | 0.001 

26 0,453 | 0.844 | 0.510 | 0.159 | 0.020 | 0.001 

27 0,442 | 0.842 | 0.503 | 0.153 | 0.019 | 0.001 

28 0,430 | 0.839 | 0.497 | 0.147 | 0.017 | 0.001 

29 | 0,420 | 0.837 | 0.491 | 0.142 | 0.016 | 0.001 

30 | 0,410 | 0,835 | 0.486 | 0.138 | 0.015 | 0.001 

60 | 0,288 | 0.801 | 0.401 | 0.081 | 0.006 

iJ 0.755 | 0.311 | 0.042 | 0.001 
F ĩðVL„u/ ecl a ee ae. DÀ i 
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Taste III TABLE or E^yo; AND THE CORRESPONDING VALUES OF Py (Continued) 


4-2 
J | Eoo 
1 1.5 2 2.5 3 4 5 6 7 8 

2 0.950 | 0.881 | 0.803 | 0.704 | 0.595 | 0.484 | 0.286 0.146 | 0,064 | 0.024 | 0.008 
4 0.776 | 0.824 | 0.661 | 0.460 | 0.272 | 0.135 | 0.020 | 0.001 
6 0.632 | 0.789 | 0.579 | 0.340 | 0.153 | 0.052 | 0.002 
T 0.575 | 0.777 | 0.551 | 0,304 | 0.124 | 0.037 | 0.001 
8 0.527 | 0.767 | 0.530 | 0.277 | 0.104 | 0.027 | 0.001 
9 0.486 | 0.759 | 0.513 | 0.257 | 0.090 | 0.022 

10 0.451 | 0.752 | 0.498 | 0.241 | 0.080 0.017 

11 0.420 | 0.747 | 0.486 | 0.228 | 0.072 | 0.015 

12 0.393 | 0.742 | 0.476 | 0.217 | 0.066 | 0.013 

13 0.369 | 0.737 | 0.468 | 0.208 | 0.061 | 0.011 

14 0.348 | 0.734 | 0.461 | 0.201 | 0.057 | 0.010 

15 0.329 | 0.730 | 0.454 | 0.195 | 0.054 | 0.009 

16 0.312 | 0.727 | 0.448 | 0.189 | 0.051 0.008 

17 0.297 | 0.725 | 0.443 | 0.184 | 0.048 | 0.008 

18 0.283 | 0.722 | 0.439 | 0.180 | 0.046 | 0.007 

19 0.270 | 0.720 | 0.435 | 0.177 | 0.044 | 0.007 

20 0.259 | 0.718 | 0.431 | 0.173 | 0.043 | 0.006 

21 0.248 | 0.717 | 0.428 | 0.170 | 0.042 | 0.006 

22 0.238 | 0.715 | 0.425 | 0.168 | 0.040 | 0.006 

23 0.229 | 0.714 | 0.422 | 0.165 | 0.039 | 0.006 

24 0.221 | 0.712 | 0.420 | 0.163 | 0.038 | 0.005 

26 0.213 | 0.711 | 0.417 | 0.161 | 0.037 | 0.005 

26 0,206 | 0.710 | 0.415 | 0.159 | 0.037 0.005 

27 0.199 | 0.709 | 0.413 | 0.157 | 0.036 0.005 

28 0.193 | 0.708 | 0.411 | 0.155 | 0.035 0.005 

29 0.187 | 0.707 | 0.410 | 0.154 | 0.035 | 0.004 

30 | 0.181 | 0.706 | 0.408 | 0.153 | 0.034 | 0.004 

60 0.095 | 0.692 | 0.384 | 0.134 | 0.027 | 0.003 

LJ 0.678 | 0.362 | 0.117 | 0.021 | 0.002 
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Tante III TABLE or Ee. AND THE CorRESPONDING VALUES or Prr (Continued) 


A=3 


f | Ets 


0.966 | 0.888 | 0.817 | 0.726 | 0.624 | 0.519 | 0.324 | 0.177 | 0.084 | 0,035 | 0.013 
0.832 | 0.830 | 0.670 | 0.468 | 0.278 | 0.139 | 0.020 | 0.001 
0.704 | 0.791 | 0.574 | 0.326 | 0.139 | 0.044 | 0.002 
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TanLE III TABLE or Eso. os AND THE CORRESPONDING VALUES or Pyr (Continued) 


A-4 


2 | 0.975 | 0.892 | 0.824 | 0.738 | 0.640 | 0.537 | 0.345 | 0.195 | 0.097 | 0.043 

4 | 0.865 | 0.833 | 0.673 | 0.471 | 0.279 | 0.139 | 0.020 | 0.001 

6 | 0.751 | 0.791 | 0.567 | 0.314 | 0.128 | 0.038 | 0.001 

7 | 0.702 | 0.774 | 0.529 | 0.265 | 0.092 | 0.022 

8 | 0.657 | 0.760 | 0.497 | 0.229 | 0.069 | 0.013 

9 0.618 | 0.748 | 0.471 | 0.201 | 0.054 | 0.008 

10 | 0.582 | 0.738 | 0.449 | 0. 

11 | 0.550 | 0.729 | 0.430 | 0. 

12 | 0.521 | 0.721 | 0.414 | 0 

18 0.494 | 0.714 | 0.401 | 0 

14 | 0.471 | 0.708 | 0.389 | 0 

15 | 0.449 | 0.702 | 0.378 | 0 

16 | 0.429 | 0.697 | 0.369 | 0. 

17 0.411 | 0.693 | 0.361 | 0.106 | 0.016 | 0.001 

18 | 0.394 | 0.689 | 0.354 | 0. 

19 | 0.379 | 0.685 | 0.347 | 0. 

20 | 0.364 | 0.681 | 0.341 | 0 

21 | 0.351 | 0.678 | 0.335 | 0 

22 |0.339 | 0.675 | 0.331 | 0. 

23 |0.327 | 0.672 | 0.326 | 0 

24 | 0.316 | 0.670 | 0.322 | 0 

25 | 0.306 | 0.668 | 0.318 | 0 

26 | 0.297 | 0.665 | 0.315 | 0.076 | 0.008. 

27 | 0.288 | 0.663 | 0.312 | 0.074 | 0.008. 

28 | 0.279 | 0.661 | 0.309 | 0.072 | 0.008 

29 |0.272 | 0. 

30 | 0.264 | 0. 

60 |0.144| 0 
0 


0.017 
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TABLE III TABLE or E’o95 AND THE CORRESPONDING VALUES OF Pry (Continued) 
A=5 


$ 
fe | Boos 
1 15 2 2.5 3 4 5 6 7 8 

2 | 0.980 | 0.894 | 0.828 | 0.745 | 0.649 | 0.549 | 0.359 | 0.207 | 0.106 | 0.048 | 0.019 
4 0.887 | 0.835 | 0.675 | 0.473 | 0.280 | 0.138 | 0.020 | 0.001 

6 | 0.785 | 0.790 | 0.561 | 0.304 | 0.119 | 0.033 | 0,001 

7 0.739 | 0.772 | 0.519 | 0.251 | 0,082 | 0.018 

8 0.697 | 0.756 | 0.483 | 0.211 | 0,059 | 0,010 

9 0.659 | 0,743 | 0.454 | 0.181 | 0.044 | 0.006 

10 | 0,625 | 0.731 | 0.429 | 0.158 | 0.033 | 0.004 

11 | 0.593 | 0.720 | 0.408 | 0.140 | 0.026 | 0.002 

12 | 0.564 | 0.711 | 0.390 | 0.125 | 0.021 | 0,002 

13 | 0.538 | 0.703 | 0.374 | 0.113 | 0.017 | 0.001 

14 0.514 | 0.695 | 0,360 | 0,103 | 0.015 | 0.001 

15 0.492 | 0.689 | 0.348 | 0.095 | 0.012 | 0.001 

16 | 0.471 | 0.683 | 0.338 | 0.088 | 0.011 | 0.001 

17 0.452 | 0.678 | 0.328 | 0.083 | 0,009 

18 | 0.435 | 0.673 | 0.320 | 0.078 | 0.008 

19 | 0.419 | 0.668 | 0.312 | 0.073 | 0.007 

20 | 0.404 | 0.664 | 0.305 | 0.069 | 0.007 

21 | 0.390 | 0.660 | 0.299 | 0.066 | 0.006 

22 | 0.377 | 0.656 | 0.294 | 0.063 | 0.006 

23 | 0.365 | 0.653 | 0.288 | 0.060 | 0.005 

24 | 0.353 | 0.650 | 0.284 | 0.058 | 0.005 

25 | 0.342 | 0.647 | 0.279 | 0.056 | 0.005 

26 | 0.332 | 0.644 | 0.275 | 0.054 | 0.004 

27 | 0.323 | 0.642 | 0.272 | 0.052 | 0.004 

28 | 0.314 | 0.640 | 0.268 | 0.050 | 0.004 

29 | 0.305 | 0.637 | 0.265 | 0.049 | 0.003 

30 | 0.297 | 0.635 | 0.262 | 0.048 | 0.003 

60 | 0.165 | 0.604 | 0.219 | 0.031 | 0,001 

LJ 0.567 | 0.177 | 0.019 | 0,001 
— LLL LLL ämü —gL„—: — Ll 
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Taste III TABLE or E?oos AND THE CORRESPONDING VALUES or Pn (Continued) 


A-8 
$ 
fa | Boos 
1 15 2 2.5 3 4 5 6 7 8 

2 | 0.987 | 0.897 | 0.835 | 0.755 | 0.664 | 0.567 | 0.380 | 0.227 | 0.121 | 0.057 | 0.024 
4 | 0,924 | 0.838 | 0.678 | 0.474 | 0.279 | 0.137 | 0.019 | 0.001 
6 0.847 | 0.787 | 0.548 | 0.284 | 0.103 | 0.026 | 0.001 
7 0.810 | 0.765 | 0.497 | 0.222 | 0.064 | 0.012 

8 | 0.775 | 0.746 | 0.454 | 0.178 | 0.041 | 0.006 

9 | 0.742 | 0.729 | 0.417 | 0.144 | 0.028 | 0.003 

10 0.711 | 0.714 | 0.386 | 0.119 | 0.019 | 0.001 

ll 0.682 | 0,700 | 0.359 | 0.099 | 0.013 | 0.001 

12 | 0.655 | 0.088 | 0.336 | 0.084 | 0.009 

13 | 0.630 | 0.677 | 0.316 | 0.072 | 0.007 

14 | 0.607 | 0.666 | 0.298 | 0.062 | 0.005 

15 | 0.585 | 0.657 | 0.283 | 0.055 | 0.004 

16 | 0.564 | 0.648 | 0.269 | 0.048 | 0.003 

17 | 0,545 | 0.641 | 0.257 | 0.043 | 0.003 

18 | 0.527 | 0,684 | 0.247 | 0.039 | 0.002 

19 | 0.510 | 0.627 | 0.237 | 0.035 | 0.002 

20 | 0.495 | 0.620 | 0.228 | 0.032 | 0.001 

21 0.480 | 0.615 | 0.220 | 0.030 | 0.001 

22 0.466 | 0.609 | 0.213 | 0.027 | 0.001 

23 0.452 | 0.604 | 0.207 | 0.025 | 0.001 

24 0.440 | 0.600 | 0.201 | 0.024 | 0.001 

25 0.428 | 0.595 | 0.196 | 0.022 | 0.001 

26 0.417 | 0.591 | 0.191 | 0.021 | 0.001 

27 0.406 | 0.588 | 0.186 | 0.020 | 0.001 

28 | 0.396 | 0.584 | 0.182 | 0.019 

29 | 0.386 | 0.581 | 0.178 | 0.018 

30 | 0,377 | 0.578 | 0.175 | 0.017 

60 | 0.219 | 0,527 | 0.125 | 0.008 

— 0.466 | 0.081 | 0.003 
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